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SECRETORY MOLECULES 
TECHNICAL FIELD 

5 The present invention relates to secretory molecules and to the use of these sequences in me 

diagnosis, study, prevention, and treatment of diseases associated with, as well as effects of 
exogenous compounds on, the expression of secretory molecules. 

BACKGROUND OF THE INVENTION 

L0 Bom protein transport and secretion are involved in cellular function. Protein transport is 

mediated by a signal peptide located at the amino terminus of the protein to be transported or secreted. 
The signal peptide is comprised of about ten to twenty hydrophobic amino acids which target me 
nascent protein from the ribosome to a particular membrane bound compartment such as the 
endoplasmic reticulum (ER). Proteins targeted to me ER may either proceed through the secretory 
15 pathway or remain in any of the secretory organelles such as the ER, Golgi apparatus, or lysosomes. 
Proteins that transit through the secretory pathway are either secreted into the extracellular space or 
retained in the plasma membrane. Proteins that are retained in the plasma membrane contain one or 
more transmembrane domains, each comprised of about 20 hydrophobic amino acid residues. Proteins 
that are secreted from the cell are generally synthesized as inactive precursors that are activated by 
20 post-translationalprocessing events during transit through the secretory pathway. Such events include 
glycosylate, proteolysis, and removal of the signal peptide by a signal peptidase. Other events that 
Lay occur during protein transport include chaperone-dependent unfolding and folding of the nascent 
protein and interaction of the protein with a receptor or pore complex. Examples of secretory proteins 
with amino terminal signal peptides are discussed below and include proteins with important roles in 
25 cell-to-cell signaling. Such proteins include transmembrane receptors and cell surface markers, 

extracellular matrix molecules, cytokines, hormones, growth and differentiation factors, neuropeptides, 
vasomediators, ion channels, transporters/pumps, and proteases. (Reviewed in Alberts, B. et al. 
(1994) Molecular Biology of The Cell , Garland Publishing, New York NY, pp. 557-560, 582-592.) 
G-protein coupled receptors (GPCRs) comprise a superf amily of integral membrane proteins 
30 which transduce extracellular signals. Not all GPCRs contain N-terminal signal peptides. GPCRs 
include receptors for biogenic amines such as dopamine, epinephrine, histamine, glutamate 
(metabotropic-type), acetylcholine (muscarinic-type), and serotonin; for lipid mediators of inflammation 
such as prostaglandins, platelet activating factor, and leukotrienes; for peptide hormones such as 
calcitonin, C5a anaphylatoxin, follicle stimulating hormone, gonadotropin releasing hormone, neurokinin, 
3 5 oxytocin, and thrombin; and for sensory signal mediators such as retinal photopigments and olfactory 
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stimulatory molecules. The structure of these highly conserved receptors consists of seven 
hydrophobic transmembrane regions, cysteine disulfide bridges between the second and third 
extracellular loops, an extracellular N-terminus, and a cytoplasmic C-terminus. The N-terminus 
interacts with ligands, the disulfide bridges interact with agonists and antagonists, and the large third 
5 intracellular loop interacts with G proteins to activate second messengers such as cyclic AMP, 
phospholipase C, inositol triphosphate, or ion channels. (Reviewed in Watson, S. and Arkinstall, S. 
(1 " 4) ~ G -P rotei " "ntod Receptor Facts Book , Academic Press, San Diego CA, pp. 2-6; and 
Bolander, F.F. (1994) .Molecular Endocrinology, Academic Press, San Diego CA, pp. 162-176.) 
Other types of receptors include cell surface antigens identified on leukocytic cells of the 
io immune system. These antigens have been identified using systematic, monoclonal antibody (mAb)- 
based "shot gun" techniques. These techniques have resulted in the production of hundreds of mAbs 
directed against unknown cell surface leukocytic antigens. These antigens have been grouped into 
"clusters of differentiation" based on common immunocytochemical localization patterns in various 
differentiated and undifferentiated leukocytic cell types. Antigens in a given cluster are presumed to 
is identify a single cell surface protein and are assigned a "cluster of differentiation" or "CD- 
designation. Some of the genes encoding proteins identified by CD antigens have been cloned and 
verified by standard molecular biology techniques. CD antigens have been characterized as both 
transmembrane proteins and cell surface proteins anchored to the plasma membrane via covalent 
attachment to fatty acid-containing glycolipids such as glycosylphosphatidylinositol (GPI). (Reviewed 
20 in Barclay, A.N, et al. (1995) The Leucocvt. Antigen Facte Book ft -nrl-mir Pr, , 7 ,n Di^u CI, 
pp. 17-20.) 

Matrix proteins (MPs) are transmembrane and extracellular proteins which function in 
formation, growth, remodeling, and maintenance of tissues and as important mediators and regulators 
of the inflammatory response. The expression and balance of MPs maybe perturbed by biochemical 
25 changes that result from congenital, epigenetic, or infectious diseases. In addition, MPs affect 

leukocyte migration, proliferation, differentiation, and activation in the immune response. MPs are 
frequently characterized by the presence of one or more domains which may include collagen-like 
domains, EGF-like domains, immunoglobulin-like domains, and fibronectin-Hke domains. In addition, 

., j " «uu may contain an Arguune-tilycine-Aspartate (RGD) tripeptide 

>o mottfwMchmayplayaroleinadhesiveinteractions. MPs include extracellular proteins such as 
fibronectin, collagen, galectin, vitronectin and its proteolytic derivative somatomedin B; and cell 
adhesion receptors such as cell adhesion molecules (CAMs), cadherins, and integrins. (Reviewed in 
Ayad, S. et al (1994) The Extracellular Matrix Facts RnnV Academic Press, San Diego CA pp 2- 
16; Ruoslahti, E. (1997) Kidney Int. 51:1413-1417; Sjaastad, M.D. and Nelson, W.J. (1997) BioEssays 
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19:47-55.) 

Cytokines are secreted by hematopoietic cells in response to injury or infection. Interferons, 
neurotrophic growth factors, interferons, and chemokines all define cytokine families mat work in 
conjunction with cellular receptors to regulate cell proliferation and differentiation. In addition, 
cytokines effect activities such as leukocyte migration and function, hematopoietic cell proliferation, 
temperature regulation, acute response to infection, tissue remodeling, and apoptosis. 

Chemokines, in particular, are small chemoattractant cytokines involved in inflammation, 
leukocyte proliferation and migration, angiogenesis and angiostasis, regulation of hematopoiesis, HIV 
infectivity, and stimulation of cytokine secretion Chemokines generally contain 70-100 amino acids 
and are subdivided into four subfamilies based on the presence of conserved cysteine-based motifs. 
(Callard, R. and Gearing, A. (1994) Jhg LCytokiBS Facts Book, Academic Press, New York NY, pp. 

181-190, 210-213, 223-227.) 

Growth and differentiation factors are secreted proteins which function in intercellular 
communication. Some factors require oligomerization or association with MPs for activity. Complex 
interactions among these factors and their receptors trigger intracellular signal transduction pathways 
that stimulate or inhibit cell division, cell differentiation, cell signaling, and cell motility. Most growth 
and differentiation factors act on cells in their local environment (paracrine signaling). There are three 
broad classes of growth and differentiation factors. The first class includes the large polypeptide 
growth factors such as epidermal growth factor, fibroblast growth factor, transforming growth factor, 
insulin-like growth factor, and platelet-derived growth factor. The second class includes the 
hematopoietic growth factors such as the colony stimulating factors (CSFs). Hematopoietic growth 
factors stimulate the proliferation and differentiation of blood cells such as B-lymphocytes, T- 
lymphocytes, erythrocytes, platelets, eosinophils, basophils, neutrophils, macrophages, and their stem 
cell precursors. The third class includes small peptide factors such as bombesin, vasopressin, 
oxytocin, endothelin, transferrin, angiotensin II, vasoactive intestinal peptide, and bradylrinin which 
function as hormones to regulate cellular functions other man proliferation. 

Growth and differentiation factors play critical roles in neoplastic transformation of cells jfi 
vitro and in tumor progression jnvivo. Inappropriate expression of growth factors by tumor cells may 
contribute to vascularization and metastasis of tumors. During hematopoiesis, growth factor 
, misregulation can result in anemias, leukemias, and lymphomas. Certain growth factors such as 
interferon are cytotoxic to tumor cells both in vivo and in vitro. Moreover, some growth factors and 
growth factor receptors are related both structurally and functionally to oncoproteins. In addition, 
growth factors affect transcriptional regulation of both proto-oncogenes and oncosuppressor genes. 
(Reviewed in Pimentel, E. (1994) Handbook of Growth Factors, CRC Press, Ann Arbor MI, pp. 1-9.) 
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Proteolytic enzymes or proteases either activate or deactivate proteins by hydrolyzing peptide 
bonds. Proteases are found in the cytosol, in membrane-bound compartments, and in the extracellular 
space. The major families are the zinc, serine, cysteine, thiol, and carboxyl proteases. 

Ion channels, ion pumps, and transport proteins mediate the transport of molecules across 
' cellular membranes. Transport can occur by a passive, concentration-dependent mechanism or can 
be linked to an energy source such as ATP hydrolysis. Symporters and antiporters transport ions and 
small molecules such as amino acids, glucose, and drugs. Symporters transport molecules and ions 
unidirectionally, and antiporters transport molecules and ions bidirectionally. Transporter superfamilies 
include facilitative transporters and active ATP-binding cassette transporters which are involved in 
multiple-drug resistance and me targeting of antigenic peptides to MHC Class I molecules. These . 
transporters bind to a specific ion or other molecule and undergo a conformational change in order to 
transfer the ion or molecule across the membrane. (Reviewed in Alberts, B. et aL (1994) Molecular 
Biology of The Tell, Garland Publishing, New York NY, pp. 523-546.) 

Ion channels are formed by transmembrane proteins which create a lined passageway across 
me membrane through which water and ions, such as Na+, K\ Ca\ and Cl% enter and exit the cell. 
For example, chloride channels are involved in the regulation of the membrane electric potential as 
wefl as absorption and secretion of ions across the membrane. Chloride channels also regulate the 
internal pH of membrane-bound organelles. 

Ion pumps are ATPases which actively maintain membrane gradients. Ion pumps are 
classified as P, V, or F according to their structure and function. All have one or more binding sites 
for ATP in their cytosolic domains. The P-class ion pumps include Ca*+ ATPase and NaW ATPase 
and function in transporting H*. Na+, K\ and Cations. P-class pumps consist of two a and two 0 
transmembrane subunits. The V- and F-class ion pumps have similar structures but transport only H + . 
F class H + pumps mediate transport across the membranes of mitochondria and chloroplasts, while V- 
class H* pumps regulate acidity inside lysosomes, endosomes, and plant vacuoles. 

A family of structurally related intrinsic membrane proteins known as facilitative glucose 
transporters catalyze the movement of glucose and other selected sugars across the plasma 
membrane. The, 

, , XWJ±lJ W11UUU a mgoiy conserved, large transmembrane domain 

comprised of 12 a-helices, and several weakly conserved, cytoplasmic and exoplasmic domains. 
(Pessin, J.E. and Bell, G.L (1992) Annu. Rev. Physiol. 54:911-930.) 

Amino acid transport is mediated by Na + dependent amino acid transporters. These 
transporters are involved in gastrointestinal and renal uptake of dietary and cellular amino acids and in 
neuronal reuptake of neurotransmitters. Transport of cationic amino acids is mediated by the system 
y+ family and the cationic amino acid transporter (CAT) family. Members of the CAT family share a 



02083876A2J > 



WO 02/083876 



PCT/US02/09921 



high degree of sequence homology, and each contains 12-14 putative transmembrane domains. (Ito, 
K. and Groudine, M. (1997) J. Biol. Chem. 272:26780-26786.) 

Hormones are secreted molecules mat travel through the circulation and bind to specific 
receptors on me surface of, or within, target cells. Although they have diverse biochemical 
5 compositionsandmechaiusmsofaction.honnonescanbegroupedintotwocategories. Onecategory 

includes small lipophilic hormones that diffuse through the plasma membrane of target cells, bind to 
cytosolic or nuclear receptors, and form a complex that alters gene expression. Examples of these 
molecules include retinoic acid, thyroxine, and the cholesterol-derived steroid hormones such as 
progesterone, estrogen, testosterone, Cortisol, and aldosterone. The second category includes 
io hydrophilic hormones mat function by binding to cell surface receptors mat transduce signals across 
the plasma membrane. Examples of such hormones include amino acid derivatives such as 
catecholamines and peptide hormones such as glucagon, insulin, gastrin, secretin, cholecystokinin, 
adrenocorticotropic hormone, follicle stimulating hormone, luteinizing hormone, thyroid stimulating 
hormone, and vasopressin. (See, for example, Lodish et al. (1995) Molecular Cell Biology , Scientific 
15 American Books Inc., New York NY, pp. 856-864.) 

Neuropeptides and vasomediators (NP/VM) comprise a large family of endogenous signaling 
molecules. Included in this family are neuropeptides and neuropeptide hormones such as bombesin, 
neuropeptide Y, neurotensin, neuromedin N, melanocortins, opioids, galanin, somatostatin, tachykinins, 
urotensin H and related peptides involved in smooth muscle stimulation, vasopressin, vasoactive 
20 intestinal peptide, and circulatory system-borne signaling molecules such as angiotensin, complement, 
calcitonin, endolhelins, formyl-methionyl peptides, glucagon, choleoystokinin and gastrin. NP/VMs can 
transduce signals directly, modulate the activity or release of other neurotransmitters and hormones, 
and act as catalytic enzymes in cascades. The effects of NP/VMs range from extremely brief to 
long-lasting. (Reviewed in Martin, CR. etaL (1985) Eudocrme Physiology, Oxford University Press, 

25 New York, NY, pp. 57-62.) 

The discovery of new secretory molecules provide new compositions which are useful in the 
diagnosis, study, prevention, and treatment of diseases associated with, as well as effects of 
exogenous compounds on, cell signaling and the expression of secretory molecules. 



30 



SUMMARY OF THE INVENTION 

Embodiments of tire invention relate to nucleic acid sequences comprising human 
polynucleotides encoding secretory polypeptides that can contain signal peptides and/or 
transmembrane domains. These human polynucleotides (sptm) as presented in the Sequence Listing 
uniquely identify partial or full length genes encoding structural, functional, and regulatory polypeptides 
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involved in cell signaling. 

An embodiment of the invention provides an isolated polynucleotide selected from the group 
consisting of a) a polynucleotide comprising a polynucleotide sequence selected from the group 
consisting of SEQ ID NO:l-567; b) a polynucleotide comprising a naturally occurring polynucleotide 
sequence at least 90% identical to a polynucleotide sequence selected from the group consisting of 
SEQ ID NO:l-567; c) a polynucleotide complementary to tiie polynucleotide of a); d) a polynucleotide 
complementary to the polynucleotide of b); and e) an RNA equivalent of a) through d). In one 
alternative, the polynucleotide comprises a polynucleotide sequence selected from the group consisting 
of SEQ ID NO:l-567. In another alternative, the polynucleotide comprises at least 30 contiguous 
nucleotides of a polynucleotide selected from the group consisting of a) a polynucleotide comprising a 
polynucleotide sequence selected from the group consisting of SEQ ID NO:l-567; b) a polynucleotide 
comprising a naturally occurring polynucleotide comprising a polynucleotide sequence at least 90% 
identical to a polynucleotide sequence selected from the group consisting of SEQ ID NO:l-567; c) a 
polynucleotide complementary to the polynucleotide of a); d) a polynucleotide complementary to the 
polynucleotide of b); and e) an RNA equivalent of a) through d). In another alternative, the 
polynucleotide comprises at least 60 contiguous nucleotides of a polynucleotide selected from the 
group consisting of a) a polynucleotide comprising a polynucleotide sequence selected from the group 
consisting of SEQ ID NO.1-567; b) a polynucleotide comprising a naturally occurring polynucleotide 
comprising a polynucleotide sequence at least 90% identical to a polynucleotide sequence selected 
from the group consisting of SEQ ID NO:l-567; c) a polynucleotide complementary to the 
polynucleotide of a); d) a polynucleotide complementary to the polynucleotide of b); and e) an RNA 
equivalent of a) through d). Another embodiment provides a composition for the detection of 
expression of secretory polynucleotides comprising at least one isolated polynucleotide comprising a 
polynucleotide selected from the group consisting of a) a polynucleotide comprising a polynucleotide 
sequence selected from the group consisting of SEQ ID NO:l-567; b) a polynucleotide comprising a 
naturally occurring polynucleotide sequence at least 90% identical to a polynucleotide sequence 
selected from the group consisting of SEQ ID NO.1-567; c) a polynucleotide complementary to the 

Oolvnnr.lenrirlp nf »V A\ •> nni< I wi.«i »: j i . ., . .... 

' ■' -" ** ^ouupacincniary to me polynucleotide of b); and e) an RNA 

equivalent of a) through d); and a detectable label. 

An embodiment of die invention also provides a method for detecting a target polynucleotide in 
a sample, said target polynucleotide having a polynucleotide sequence of a polynucleotide selected 
from the group consisting of a) a polynucleotide comprising a polynucleotide sequence of a 
polynucleotide selected from the group consisting of SEQ ID NO:l-567; b) a polynucleotide 
comprising a naturally occurring polynucleotide sequence at least 90% identical to a polynucleotide 
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sequence selected from the group consisting of SEQ ID NO:l-567; o) a polynucleotide 
complementary to the polynucleotide of a); d) a polynucleotide complementary to the polynucleotide of 
b); and e) an RNA equivalent of a) through d). The method comprises a) amplifying said target 
polynucleotide or fragment thereof using polymerase chain reaction amplification, and b) detecting the 
presence or absence of said amplified target polynucleotide or fragment thereof, and, optionally, if 

present, the amount thereof. 

Another embodiment also provides a method for detecting a target polynucleotide in a sample, 
said target polynucleotide having a polynucleotide sequence of a polynucleotide selected from the 
group consisting of a) a polynucleotide comprising a polynucleotide sequence selected from the group 
consisting of SEQ ID NO:l-567; b) a polynucleotide comprising a naturally occurring polynucleotide 
sequence at least 90% identical to a polynucleotide sequence selected from the group consisting of 
SEQ ID NO:l-567; c) a polynucleotide complementary to the polynucleotide of a); d) a polynucleotide 
complementary to the polynucleotide of b); and e) an RNA equivalent of a) through d). The method 
comprises a) hybridizing the sample with a probe comprising at least 20 contiguous nucleotides 
comprising a sequence complementary to said target polynucleotide in the sample, and which probe 
specifically hybridizes to said target polynucleotide, under conditions whereby a hybridization complex 
is formed between said probe and said target polynucleotide, and b) detecting the presence or absence 
ofsaidhybridization complex, and, optionally, if present, the amount thereof. In an alternative 
embodiment, the invention provides a composition comprising a target polynucleotide of the method, 
wherein said probe comprises at least 30 contiguous nucleotides. In an alternative embodiment, the 
invention provides a composition comprising a target polynucleotide of the method, wherein said probe 
comprises at least 60 contiguous nucleotides. 

Another embodiment provides a recombinant polynucleotide comprising a promoter sequence 
operably linked to an isolated polynucleotide selected from the group consisting of a) a polynucleotide 
comprising apolynucleotide sequence selected from the group consisting of SEQ ID NO.1-567; b) a 
polynucleotide comprising a naturally occurring polynucleotide sequence at least 90% identical to a 
polynucleotide sequence selected from the group consisting of SEQID NO:l-567; c) a polynucleotide 
complementary to the polynucleotide of a); d) a polynucleotide complementary to the polynucleotide of 
b); ande)anRNA equivalent of a)throughd). In an alternative embodiment, the invention provides a 
i cell transformed with the recombinant polynucleotide. In another alternative, the invention provides a 
transgenic organism comprising the recombinant polynucleotide. 

Yet another embodiment provides a method for producing a secretory polypeptide, the method 
comprising a) cultaring a cellunder conditions suitable for expression of the secretory polypeptide, 
wherein said cell is transformed with a recombinant polynucleotide, said recombinant polynucleoUde 
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comprising an isolated polynucleotide selected from the group consisting of i) a polynucleotide 
comprising a polynucleotide sequence selected from the group consisting of SEQ ID NO:l-567- ii) a 
polynucleotide comprising a naturally occurring polynucleotide sequence at least 90% identical to a 
polynucleotide sequence selected from the group consisting of SEQ ID NO:l-567; iii) a polynucleotide 
-> complementary to the polynucleotide of i); iv) a polynucleotide complementary to the polynucleotide of 
a); and v) an RNA equivalent of i) through iv), and b) recovering the secretory polypeptide so 
expressed. The invention additionally provides a method wherein the polypeptide has an amino acid 
sequence selected from the group consisting of SEQ ID NO:568-1146. 

Still another embodiment provides an isolated secretory polypeptide (SPTM) encoded by at 
least one polynucleotide comprising a polynucleotide sequence selected from the group consisting of 
SEQ ID NO:l-567. The invention further provides a method of screening for a test compound that 
specially binds to the polypeptide having an amino acid sequence selected from the group consisting 
of SEQ ID NO:568-1146. The method comprises a) combining the polypeptide having an amino acid 
sequence selected from the group consisting of SEQ ID NO:568-1146 with at least one test compound 
under suitable conditions, and b) detecting binding of the polypeptide having an amino acid sequence 
selected from the group consisting of SEQ ID NO:568-1146 to the test compound, thereby identifying 
a compound that specifically binds to the polypeptide having an amino acid sequence selected from the 
group consisting of SEQ ID NO:568-1146. 

Still yet another embodiment provides a microarray wherein at least one element of the 
microarray is an isolated polynucleotide comprising at least 30 contiguous nucleotides of a 
polynucleotide selected from the group consisting of a) a polynucleotide comprising a polynucleotide 
sequence selected from the group consisting of SEQ ID NO:l-567; b) a polynucleotide comprising a 
naturally occurring polynucleotide sequence at least 90% identical to a polynucleotide sequence 
selected from the group consisting of SEQ ID NO.1-567; c) a polynucleotide complementary to the 
polynucleotide of a); d) a polynucleotide complementary to the polynucleotide of b); and e) an RNA 
equivalent of a)throughd). The invention also provides a method for generating a transcript image of 
a sample which contains polynucleotides. The method comprises a) labeling the polynucleotides of the 
-„^„, — ^ ixic cxcments or me nncroarray with the labeled polynucleotides of the sample 
under conditions suitable for the formation of a hybridization complex, and c) quantifying the 
expression of the polynucleotides in the sample. 

Still yet another embodiment provides a method for screening a compound for effectiveness in 
altenng expression of a target polynucleotide, wherein said target polynucleotide comprises a 
polynucleotide selected from the group consisting of a) a polynucleotide comprising a polynucleotide 
sequence selected from the group consisting of SEQ ID NO.1-567; b) a polynucleotide comprising a 
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naturally occurring polynucleotide sequence at least 90% identical to a polynucleotide sequence 
selected from the group consisting of SEQ ID NO:l-567; c) a polynucleotide complementary to the 
polynucleotide of a); d) a polynucleotide complementary to the polynucleotide of b); and e) an RNA 
equivalent of a) through d). The method comprises a) exposing a sample comprising the target 
5 polynucleotide to a compound, b) detecting altered expression of the target polynucleotide, and c) 
comparing the expression of the target polynucleotide in the presence of varying amounts of the 
compound and in the absence of the compound. 

Another embodiment provides a method for assessing toxicity of a test compound, said method 
comprising a) treating a biological sample containing nucleic acids with the test compound; b) 
.o hybridizing the nucleic acids of Ihe treated biological sample with a probe comprising at least 20 
contiguous nucleotides of a polynucleotide selected from the group consisting of i) a polynucleotide 
comprising a polynucleotide sequence selected from the group consisting of SEQ ID NO:l-567; ii) a 
polynucleotide comprising a naturally occurring polynucleotide sequence at least 90% identical to a 
polynucleotide sequence selected from the group consisting of SEQ ID NO.1-567; iii) a polynucleotide 
is complementary to the polynucleotide of i); iv) a polynucleotide complementary to Ihe polynucleotide of 
ii); and v) an RNA equivalent of i) through iv). Hybridization occurs under conditions whereby a 
specific hybridization complex is formed between said probe and a target polynucleotide in the 
biological sample, said target polynucleotide comprising a polynucleotide sequence of a polynucleotide 
selected from Ihe group consisting of i) a polynucleotide comprising a polynucleotide sequence 
20 selected from the group consisting of SEQ ID NO:l-567; ii) a polynucleotide comprising a naturally 
occurring polynucleotide sequence at least 90% identical to a polynucleotide sequence selected from 
the group consisting of SEQ ID NOtl-567; iii) a polynucleotide complementary to the polynucleotide of 
i); iv) a polynucleotide complementary to the polynucleotide of ii); and v) an RNA equivalent of i) 
through iv), and alternatively, the target polynucleotide comprises a polynucleotide sequence of a 
25 fragment of a polynucleotide selected from the group consisting of i-v above; c) quantifying the 

amount of hybridization complex; and d) comparing the amount of hybridization complex in the treated 
biological sample with the amount of hybridization complex in an untreated biological sample, wherein 
a difference in the amount of hybridization complex in Ihe treated biological sample is indicative of 
toxicity of the test compound. 
30 Another embodiment provides an isolated polypeptide selected from the group consisting of a) 

a polypeptide comprising an amino acid sequence selected from the group consisting of SEQ ID 
NO:568-1146, b) a polypeptide comprising a naturally occurring amino acid sequence at least 90% 
identical to an amino acid sequence selected from the group consisting of SEQ ID N0568-1146, c) a 
biologically active fragment of a polypeptide having an amino acid sequence selected from the group 
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consisting of SEQ ID NO:568-1146, and d) an immunogenic fragment of a polypeptide having an 
amino acid sequence selected from the group consisting of SEQ ID NO:568-l 146. In an alternative 
embodiment, the invention provides an isolated polypeptide comprising an amino acid sequence 
selected from the group consisting of SEQ ID NO:568-1146. 
5 Still another embodiment provides an isolated polynucleotide encoding a polypeptide selected 

from Ihe group consisting of a) a polypeptide comprising an amino acid sequence selected from the 
group consisting of SEQ ID NO:568-l 146, b) a polypeptide comprising a naturally occurring amino 
acid sequence at least 90% identical to an amino acid sequence selected from the group consisting of 
SEQ ID NO:568-l 146, c) a biologically active fragment of a polypeptide having an amino acid 
10 sequence selected from the group consisting of SEQ ID NO:568-l 146, and d) an immunogenic 

fragment of a polypeptide having an amino acid sequence selected from the group consisting of SEQ 
ID NO:568-1146. In one alternative, the polynucleotide encodes a polypeptide comprising an amino 
acid sequence selected from the group consisting of SEQ ID NO:568-l 146. In another alternative, the 
polynucleotide comprises a polynucleotide sequence selected from the group consisting of SEQ ID 
15 NO:l-567. 

Anolher embodiment provides an isolated antibody which specifically binds to a polypeptide 
selected from the group consisting of a) a polypeptide comprising an amino acid sequence selected 
from the group consisting of SEQ ID NO:568-1146, b) a polypeptide comprising a naturally occurring 
amino acid sequence at least 90% identical to an amino acid sequence selected from the group 
20 consisting of SEQ ID NO:568-1146, c) a biologically active fragment of a polypeptide having an amino 
acid sequence selected from the group consisting of SEQ ID NO:568-1146, and d) an immunogenic 
fragment of a polypeptide having an amino acid sequence selected from the group consisting of SEQ 
IDNO:568-1146. 

Another embodiment provides a composition comprising a polypeptide selected from the group 
25 consisting of a) a polypeptide comprising an amino acid sequence selected from the group consisting of 
SEQ ID NO:568-1146, b) a polypeptide comprising a naturally occurring amino acid sequence at least 
90% identical to an amino acid sequence selected from me group consisting of SEQ ID NO:568-1 146, 

C) a biological] V activft fmornfvnt r»f « t^1^™+,*^~ l : •_ . i 

_ „ o j-^j^wpn^ iiavuig an amino auiu sequence selected from the 

group consisting of SEQ ID NO.-568-1146, and d) an immunogenic fragment of a polypeptide having 
o an amino acid sequence selected from the group consisting of SEQ ID NO:568-1146, and a 

pharmaceutical^ acceptable excipient In an embodiment, the composition comprises a polypeptide 
having an amino acid sequence selected from the group consisting of SEQ ID NO:568-l 146. Another 
embodiment provides a method of treating a disease or condition associated with decreased expression 
of functional SPTM, comprising administering to a patient in need of such treatment the composition. 
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Another embodiment provides a method for screening a compound for effectiveness as an 
agonist of a polypeptide selected from the group consisting of a) a polypeptide comprising an amino 
acid sequence selected from the group consisting of SEQ ID NO:568-1146, b) a polypeptide 
comprising a naturally occurring amino acid sequence at least 90% identical to an amino acid sequence 
selected from the group consisting of SEQ ID NO:568-1146, c) a biologically active fragment of a 
polypeptide having an amino acid sequence selected from the group consisting of SEQ ID NO:568- 
1146, and d) an immunogenic fragment of a polypeptide having an amino acid sequence selected from 
the group consisting of SEQ ID NO:568-1146. The method comprises a) exposing a sample 
comprising the polypeptide to a compound, and b) detecting agonist activity in the sample. In an 
alternative embodiment, the invention provides a composition comprising an agonist compound 
identified by the method and a pharmaceutically acceptable excipient. In another alternative 
embodiment, the invention provides a method of treating a disease or condition associated willi 
decreased expression of functional SFIM, comprising administering to a patient in need of such 

treatment the composition. 

Another embodiment provides a method for screening a compound for effectiveness as an 
antagonist of a polypeptide selected from the group consisting of a) a polypeptide comprising an amino 
acid sequence selected from me group consisting of SEQ ID NO:568-1146, b) a polypeptide 
comprising a naturally occurring amino acid sequence at least 90% identical to an amino acid sequence 
selected from the group consisting of SEQ ID NO:568-1146, c) a biologically active fragment of a 
polypeptide having an amino acid sequence selected from the group consisting of SEQ ID NO:568- 
1146, and d) an immunogenic fragment of a polypeptide having an amino acid sequence selected from 
the group consisting of SEQ ID NO.568-1146. The metiiod comprises a) exposing a sample 
comprising the polypeptide to a compound, and b) detecting antagonist activity in the sample. In an 
alternative, the invention provides a composition comprising an antagonist compound identified by the 
method and a pharmaceutically acceptable excipient. In another alternative, the invention provides a 
method of treating a disease or condition associated with overexpression of functional SFIM, 
comprising adrninistering to a patient in need of such treatment the composition. 

Another embodiment provides a method of screening for a compound that modulates the 
activity of a polypeptide selected from the group consisting of a) a polypeptide comprising an amino 
acid sequence selected from the group consisting of SEQ ID NO:568-1146, b) a polypeptide 
comprising a naturally occurring amino acid sequence at least 90% identical to an amino acid sequence 
selected from the group consisting of SEQ ID NO:568-1146, c) a biologically active fragment of a 
polypeptide having an amino acid sequence selected from me group consisting of SEQ ID NO:568- 
1146, and d) an immunogenic fragment of a polypeptide having an amino acid sequence selected from 
the group consisting of SEQ ID NO:568-1146. The method comprises a) combining the polypeptide 
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with at least one test compound under conditions permissive for the activity of the polypeptide, b) 
assessing the activity of the polypeptide in the presence of the test compound, and c) comparing the 
activity of the polypeptide in me presence of the test compound with the activity of the polypeptide in 
the absence of the test compound, wherein a change in the activity of the polypeptide in the presence 
of the test compound is indicative of a compound mat modulates the activity of the polypeptide. 

DESCRIPTION OP THE TABLES 

Table 1 shows the sequence identification numbers (SEQ ID NO:s) and template identification 
numbers (template IDs) corresponding to the polynucleotides of the present invention, along with the 
sequence identification numbers (SEQ ID NO:s) and open reading frame identification numbers (ORF 
IDs) corresponding to polypeptides encoded by the template ID. 

Table 2 shows the sequence identification numbers (SEQ ID NO:s) and template identification 
numbers (template IDs) corresponding to the polynucleotides of the present invention, along with 
polynucleotide segments of each template sequence as defined by the indicated "start" and "stop" 
nucleotide positions. The reading frames of the polynucleotide segments are shown, and the 
polypeptides encoded by the polynucleotide segments constitute either signal peptide (SP) or 
transmembrane (TM) domains, as indicated. For TM domains, the membrane topology of the encoded 
polypeptide sequence is indicated as being transmembrane or on the cytosolic or non-cytosolic side of 
the cell membrane or organelle. 

t Table 3 shows the sequence identification numbers and template identification numbers 
(template IDs) corresponding to the polynucleotides of the present invention, along with component 
sequence identification spans corresponding to each template. The component sequences, which were 
used to assemble the template sequences, are defined by the spans indicating the nucleotide positions 
along each template. 

Table 4 shows the tissue distribution profiles for the templates of the invention. 
Table 5 shows the sequence identification numbers (SEQ ID NO:s) corresponding to the 
polypeptides of the present invention, along with the reading frames used to obtain the polypeptide 
segments, the lengths of the polypeptide segments, the "start" and "stop" nucleotide, positions of me 
polynucleotide sequences used to define the encoded polypeptide segments, the GenBank hits (GI 
Numbers), probability scores, and functional annotations corresponding to the GenBank hits. 

Table 6 summarizes the bioinformatics tools which are useful for analysis of the 
polynucleotides of the present invention. The first column of Table 6 lists analytical tools, programs, 
and algorithms, the second column provides brief descriptions thereof, the third column presents 
appropriate references, all of which are incorporated by reference herein in their entirety, and the 
3 s fourth column presents, where applicable, the scores, probability values, and other parameters used to 
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evaluate the strength of a match between two sequences (the higher the score, the greater the 
homology between two sequences). 

DETAILED DESCRIPTION OF THE INVENTION 

5 Before the nucleic acid sequences and methods are presented, it is to be understood mat mis 

invention is not limited to me particular machines, methods, and materials described. Although 
particular embodiments are described, machines, methods, and materials similar or equivalent to these 
embodiments may be used to practice the invention. The preferred machines, methods, and materials 
set forth are not intended to limit the scope of the invention which is limited only by the appended 

10 claims. 

The singular forms "a", "an", and "the" include plural reference unless the context clearly 
dictates otherwise. All technical and scientific terms have the meanings commonly understood by one 
ofordinaryskillinthearL All publications are incorporated by reference for the purpose of describing 
and disclosing the cell lines, vectors, and methodologies which are presented and which might be used 
15 in connection with the invention. Nothing in the specification is to be construed as an admission that 
the invention is not entitled to antedate such disclosure by virtue of prior invention. 

Definitions 

As used herein, the lower case "sptm" refers to a nucleic acid sequence, while the upper case 
20 "SPTM" refers to an amino acid sequence encoded by sptm. A "full-length" sptm refers to a nucleic 
acid sequence containing the entire coding region of a gene endogenously expressed inhuman tissue. 

"Adjuvants" are materials such as Freund's adjuvant, mineral gels (aluminum hydroxide), and 
surface active substances aysolecithin, pluronic polyols, polyanions, peptides, oil emulsions, keyhole 
limpet hemocyanin, and dinitrophenol) which maybe administered to increase ahost's immunological 
25 response. 

"Allele" refers to an alternative form of a nucleic acid sequence. Alleles result from a 
"mutation," a change or an alternative reading of the genetic code. Any given gene may have none, 
one, or many allelic forms. Mutations which give rise to alleles include deletions, additions, or 
substitutions of nucleotides. Each of these changes may occur alone, or in combination with the 
others, one or more times in a given nucleic acid sequence. The present invention encompasses allelic 
sptm. 

An"aUeUcvariant"isanaltemativeformofmegeneencodingSPTM. Allelic variants may 
result from at least one mutation in the nucleic acid sequence and may result in altered mRNAs or in 
polypeptides whose structure or function may or may not be altered. A gene may have none, one, or 
many allelic variants of its naturally occurring form. Common mutational changes which give rise to 
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allelic variants are generally ascribed to natural deletions, additions, or substitutions of nucleotides. 
Each of these types of changes may occur alone, or in combination with the others, one or more times 
in a given sequence. 

"Altered" nucleic acid sequences encoding SPTM include those sequences with deletions, 
insertions, or substitutions of different nucleotides, resulting in a polypeptide the same as SPTM or a 
polypeptide with at least one functional characteristic of SPTM. Included within this definition are 
polymorphisms which may or may not be readily detectable using a particular oligonucleotide probe of 
the polynucleotide encoding SPTM, and improper or unexpected hybridization to allelic variants, with a 
locus other than the normal chromosomal locus for the polynucleotide sequence encoding SPTM. The 
encoded protein may also be "altered," and may contain deletions, insertions, or substitutions of amino 
acid residues which produce a silent change and result in a functionally equivalent SPTM. Deliberate 
amino acid substitutions may be made on the basis of similarity in polarity, charge, solubility, 
hydrophobicity, hydrophwcity, and/or the amphipathic nature of the residues, as long as the biological 
1 or immunological activity of SPTM is retained. For example, negatively charged amino acids may 
include aspartic acid and glutamic acid, and positively charged amino acids may include lysine and 
arginine. Amino acids with uncharged polar side chains having similar hydrophilicity values may 
include: asparagine and glutamine; and serine and threonine. Amino acids with uncharged side chains 
having similar hydrophilicity values may include: leucine, isoleucine, and valine; glycine and alanine; 
and phenylalanine and tyrosine. 

''Amino acid sequence" refers to a peptide, a polypeptide, or a protein of either natural or 
synthetic origin. The amino acid sequence is not limited to the complete, endogenous amino acid 
sequence and may be a fragment, epitope, variant, or derivative of a protein expressed by a nucleic 
acid sequence. 

"Amplification" refers to the production of additional copies of a sequence and is carried out 
using polymerase chain reaction (PCR) technologies well known in the art. 

"Antibody" refers to intact molecules as well as to fragments thereof, such as Fab, F(ab') 2 , 
and Fv fragments, which are capable of binding the epitopic determinant. Antibodies that bind SPTM 
polypeptides can be prepared using intact polypeptides or using fragments containing small peptides of 
interest as the immunizing antigen. The polypeptide or peptide used to immunize an animal (e.g., a 
mouse, a rat, or a rabbit) can be derived from the translation of RNA, or synthesized chemically, and 
can be conjugated to a carrier protein if desired. Commonly used carriers that are chemically coupled 
to peptides include bovine serum albumin, thyroglobulin, and keyhole limpet hemocyanin (KLH). The 
coupled peptide is then used to immunize the animal. 

The term "aptamer" refers to a nucleic acid or oligonucleotide molecule that binds to a 
specific molecular target. Aptamers are derived from an in vitro evolutionary process (e.g., SELEX 
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(Systematic Evolution of Ligands by Exponential Enrichment), described in U.S. Patent No. 
5,270,163), which selects for target-specific aptamer sequences from large combinatorial libraries. 
Aptamer compositions maybe double-stranded or single-stranded, and may include 
deoxyribonucleotides, ribonucleotides, nucleotide derivatives, or other nucleotide-like molecules. The 
5 nucleotide components of an aptamer may have modified sugar groups (e.g., the 2-OH group of a 
ribonucleotide maybe replaced by 2'-F or 2'-NH 2 ), which may improve a desired property, e.g., 
resistance to nucleases or longer lifetime in blood. Aptamers maybe conjugated to other molecules, 
e.g., a high molecular weight carrier to slow clearance of the aptamer from the circulatory system. 
Aptamers may be specifically cross-linked to their cognate ligands, e.g., by photo-activation of a 
lo cross-linker. (See, e.g., Brody, E.N. and L. Gold (2000) J. Biotechnol. 74:5-13.) 

The term "intramer" refers to an aptamer which is expressed inviyo. For example, a vaccinia 
virus-based RNA expression system has been used to express specific RNA aptamers at high levels 
in the cytoplasm of leukocytes (Blind, M. et al. (1999) Proc. Natl Acad. Sci. USA 96:3606-3610). 
The term "spiegelmer" refers to an aptamer which includes L-DNA, L-RNA, or other left- 
15 handed nucleotide derivatives or nucleotide-like molecules. Aptamers containing left-handed 
nucleotides are resistant to degradation by naturally occurring enzymes, which normally act on 
substrates containing right-handed nucleotides. 

"Antisense sequence" refers to a sequence capable of specifically hybridizing to a target 
sequence. The antisense sequence may include DNA, RNA, or any nucleic acid mimic or analog 
20 such as peptide nucleic acid (PNA); oligonucleotides having modified backbone linkages such as 
phosphorothioates, mefhylphosphonates, or benzylphosphonates; oligonucleotides having modified 
sugar groups such as T-methoxyethyl sugars or ^-methoxyethoxy sugars; or oligonucleotides having 
modified base. 

"Antisense technology" refers to any technology which relies on the specific hybridization of 
25 an antisense sequence to a target sequence. 

A 'bin" is a portion of computer memory space used by a computer program for storage of 
data, and bounded in such a manner that data stored in a bin may be retrieved by the program. 

"Biologically active" refers to an amino acid sequence having a structural, regulatory, or 
biochemical function of a naturally occurring amino acid sequence. 
30 "Clone joining" is a process for combining gene bins based upon the bins' containing sequence 

information from the same clone. The sequences may assemble into a primary gene transcript as well 
as one or more splice variants. 

"Complementary" describes the relationship between two single-stranded nucleic acid 
sequences mat anneal by base-pairing (5'-A-G-T-3' pairs with its complement 3'-T-C-A-5'). 
3 5 A "component sequence" is a nucleic acid sequence selected by a computer program such as 
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PHRED and used to assemble a consensus or template sequence from one or more component 
sequences. 

A "consensus sequence" or "template sequence" is a nucleic acid sequence which has been 
assembled from overlapping sequences, using a computer program for fragment assembly such as the 
GELVEW fragment assembly system (Genetics Computer Group (GCG), Madison WI) or using a 
relational database management system (RDMS). 

"Conservative amino acid substitutions" are those substitutions that, when made, least 
interfere with the properties of the original protein, Le., the structure and especially the function of the 
protein is conserved and not significantly changed by such substitutions. The table below shows amino 
acids which may be substituted for an original amino acid in a protein and which are regarded as 
conservative substitutions. 



Original Residue Conservative Substitution 

Gly, Ser 

Arg His, Lys 

Asn Asp, Gin, His 

As P Asn, Glu 

c y s Ala, Ser 

Gln Asn, Glu, His 

Glu Asp, Gin, His 

G ty Ala 

^ Asn, Arg, Gin, Glu 

. De Leu, Val 

Be, Val 

L y s Arg, Gin, Glu 

Met Leu, lie 

His, Met, Leu, Trp, Tyr 
Ser Cys, Thr 
Tfr Ser, Val 
Tr P Phe, Tyr 
^ His, Phe, Trp 
lie, Leu, Thr 



Conservative substitutions eenerallv maintain th» 

— * v-y *~ *** ^wijr^oj^uuG umj&uUUG III 

the area of the substitution, for example, as a beta sheet or alpha helical conformation, (b) the charge 
or hydrophobic^ of the molecule at the target site, or (c) the bulk of the side chain. 

"Deletion" refers to a change in either a nucleic or amino acid sequence in which at least one 
nucleotide or amino acid residue, respectively, is absent. 

"Derivative" refers to the chemical modification of a nucleic acid sequence, such as by 
replacement of hydrogen by an alkyl, acyl, amino, hydroxyl, or other group. 
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"Differential expression" refers to increased or upregulated; or decreased, downregulated, or 
absent gene or protein expression, determined by comparing at least two different samples. Such 
comparisons maybe carried out between, for example, a treated and an untreated sample, or a 
diseased and a normal sample. .' ; 

5 The terms "element" and "array element" refer to a polynucleotide, polypeptide, or other 

chemical compound having a unique and defined position on a microarray. 

The term "modulate" refers to a change in the activity of SPTM. For example, modulation 
may cause an increase or a decrease in protein activity, binding characteristics, or any other biological, 
functional, or immunological properties of SPTM. 

io "E-value" refers to the statistical probability that a match between two sequences occurred by 

chance. 

"Exon shuffling" refers to the recombination of different coding regions (exons). Since an 
exon may represent a structural or functional domain of the encoded protein, new proteins may be 
assembled through the novel reassortment of stable substructures, Ihus allowing acceleration of the 
15 evolution of new protein functions. 

A "fragment" is a unique portion of sptm or SPTM which is identical in sequence to but 
shorter in length than the parent sequence. A fragment may comprise up to the entire length of the 
defined sequence, minus one nucleotide/amino acid residue. For example, a fragment may comprise 
from 10 to 1000 contiguous amino acid residues or nucleotides. A fragment used as a probe, primer, 
20 antigen, therapeutic molecule, or for other purposes, may be at least 5, 10, 15, 16, 20, 25, 30, 40, 50, 60, 
75, 100, 150, 250 or at least 500 contiguous amino acid residues or nucleotides in length. Fragments 
may be preferentially selected from certain regions of a molecule. For example, a polypeptide 
fragment may comprise a certain length of contiguous amino acids selected from the first 250 or 500 
amino acids (or first 25% or 50%) of a polypeptide as shown in a certain defined sequence. Clearly 
25 these lengths are exemplary, and any length that is supported by the specification, including the 
Sequence listing and the figures, may be encompassed by the present embodiments. 

A fragment of sptm comprises a region of unique polynucleotide sequence that specifically 
identifies sptm, for example, as distinct from any other sequence in the same genome. A fragment of 
sptm is useful, for example, in hybridization and amplification technologies and in analogous methods 
30 that distinguish sptm from related polynucleotide sequences. The precise length of a fragment of sptm 
and the region of sptm to which the fragment corresponds are routinely determinable by one of 
ordinary skill in the art based on the intended purpose for the fragment. 

A fragment of SPTM is encoded by a fragment of sptm. A fragment of SPTM comprises a 
region of unique amino acid sequence that specifically identifies SPTM. For example, a fragment of 
3 5 SPTM is useful as an immunogenic peptide for the development of antibodies that specifically 
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recognize SPTM. The prec ise length of a fragment of SPTM and the region of SPTM to which the 
fragment corresponds are routinely determinable by one of ordinary skill in the art based on the 
intended purpose for the fragment. 

A "full length" nucleotide sequence is one containing at least a start site for translation to a 
5 protein sequence, followed by an open reading frame and a stop site, and encoding a "full length" 
polypeptide. 

"Hit" refers to a sequence whose annotation will be used to describe a given template. 
Criteria for selecting the top hit are as follows: if the template has one or more exact nucleic acid 
matches, the top hit is the exact match with highest percent identity. If the template has no exact 
10 matches but has significant protein hits, the top hit is the protein hit with the lowest E-value. If the 
template has no significant protein hits, but does have significant non-exact nucleotide hits, the top bit 
is the nucleotide hit with the lowest E-value. 

"Homology" refers to sequence similarity either between a reference nucleic acid sequence 
and at least a fragment of an sptm or between a reference amino acid sequence and a fragment of an 
15 SPTM. 

"Hybridization" refers to the process by which a strand of nucleotides anneals with a 
complementary strand through base pairing. Specific hybridization is an indication that two nucleic 
acid sequences share a high degree of identity. Specific hybridization complexes form under defined 
annealing conditions, and remain hybridized after the "washing" step. The defined hybridization 
20 conditions include the annealing conditions and the washing step(s), the latter of which is particularly 
important in detennining the stringency of the hybridization process, with more stringent conditions 
allowing less non-specific binding, i.e., binding between pairs of nucleic acid probes mat are not 
perfectly matched. Permissive conditions for annealing of nucleic acid sequences are routinely 
determinable and may be consistent among hybridization experiments, whereas wash conditions may 
25 be varied among experiments to achieve the desired stringency. 

Generally, stringency of hybridization is expressed with reference to the temperature under 
which the wash step is carried out. Generally, such wash temperatures are selected to be about 5°C 
to 20»C lower than the thermal melting point (TJ for the specific sequence at a defined ionic strength 
and pH. The T m is the temperature (under defined ionic strength and pH) at which 50% of the target 
sequence hybridizes to a perfectly matched probe. An equation for calculating T m and conditions for 
nucleic acid hybridization is well known and can be found in Sambrook et al., 1989, Molecular Clonm r 
A Laboratory Manual , 2 nd ed., vol. 1-3, Cold Spring Harbor Press, Plainview NY; specifically see 
volume 2, chapter 9. 

High stringency conditions for hybridization between polynucleotides of the present invention 
35 include wash conditions of 68°C in the presence of about 0.2 x SSC and about 0.1% SDS, for 1 hour. 
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Alternatively, temperatures of about 65°C, 60°C, or 55°C may be used. SSC concentration may be 
varied from about 0.2 to 2 x SSC, with. SDS being present at about 0.1%. Typically, blocking reagents 
are used to block non-specific hybridization. Such blocking reagents include, for instance, denatured 
salmon sperm DNA at about 100-200 Mg/ml. Useful variations on these conditions will be readily 

5 apparent to those skilled in the art. Hybridization, particularly under high stringency conditions, may be 
suggestive of evolutionary similarity between ihe nucleotides. Such similarity is strongly indicative of a 
similar role for the nucleotides and their resultant proteins. 

Other parameters, such as temperature, salt concentration, and detergent concentration may 
be varied to achieve the desired stringency. Denaturants, such as formamide at a concentration of 

io about 35-50% v/v, may also be used under particular circumstances, such as RNA:DNA 

hybridizations. Appropriate hybridization conditions are routinely determinable by one of ordinary skill 
in the art. 

'Immunologically active" or "immunogenic" describes the potential for a natural, recombinant, 
or synthetic peptide, epitope, polypeptide, or protein to induce antibody production in appropriate 
15 animals, cells, or cell lines. 

"Immune response" can refer to conditions associated with inflammation, trauma, immune 
disorders, or infections or genetic disease, etc. These conditions can be characterized by expression 
of various factors, e.g., cytokines, chemokines, and other signaling molecules, which may affect 
cellular and systemic defense systems. 

An "immunogenic fragment" is a polypeptide or oligopeptide fragment of SPTM which is 
capable of eliciting an immune response when introduced into a living organism, for example, a 
mammal The term "immunogenic fragment" also includes any polypeptide or oligopeptide fragment 
of SPTM which is useful in any of the antibody production methods disclosed herein or known in the 
art. 

25 "Insertion" or "addition" refers to a change in either a nucleic or amino acid sequence in 

which at least one nucleotide or residue, respectively, is added to the sequence. 

"Labeling" refers to the covalent or noncovalent joining of a polynucleotide, polypeptide, or 
antibody with a reporter molecule capable of producing a detectable or measurable signal. 

"Microarray" is any arrangement of nucleic acids, amino acids, antibodies, etc., on a 
30 substrate. The substrate may be a solid support such as beads, glass, paper, nitrocellulose, nylon, or an 

appropriate membrane. 

'linkers" are short stretches of nucleotide sequence which may be added to a vector or an 
sptm to create restriction endonuclease sites to facilitate cloning. 'Tolylinkers" are engineered to 
incorporate multiple restriction enzyme sites and to provide for the use of enzymes which leave 5* or 3' 
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overhangs (e.g., BamHI, EcoRI, and Hindm) and those which provide blunt ends (e.g., EcoRV, 
SnaBI, and StuI). 

"Naturally occurring" refers to an endogenous polynucleotide or polypeptide that may be 
isolated from viruses or prokaryotic or eukaryotic cells. 

"Nucleic acid sequence" refers to the specific order of nucleotides joined by phosphodiester 
bonds in a linear, polymeric arrangement. Depending on the number of nucleotides, the nucleic acid 
sequence can be considered an oligomer, oligonucleotide, or polynucleotide. The nucleic acid can be 
DNA, RNA, or any nucleic acid analog, such as PNA, may be of genomic or synlhetic origin, may be 
either double-stranded or single-stranded, and can represent either the sense or antisense 
(complementary) strand. 

"Oligomer" refers to a nucleic acid sequence of at least about 6 nucleotides and as many as 
about 60 nucleotides, preferably about 15 to 40 nucleotides, and most preferably between about 20 and 
30 nucleotides, that may be used in hybridization or amplification technologies. Oligomers may be 
used as, e.g., primers for PCR, and are usually chemically synthesized. 

"Operably linked" refers to the situation in which a first nucleic acid sequence is placed in a 
functional relationship with the second nucleic acid sequence. For instance, a promoter is operably 
linked to a coding sequence if the promoter affects the transcription or expression of the coding 
sequence. Generally, operably linked DNA sequences may be in close proximity or contiguous and, 
where necessary to join two protein coding regions, in the same reading frame. 

"Peptide nucleic acid" (PNA) refers to a DNA mimic in which nucleotide bases are attached 
to a pseudopeptide backbone to increase stability. PNAs, also designated antigene agents, can 
prevent gene expression by targeting complementary messenger RNA. 

The phrases "percent identity" and "% identity", as applied to polynucleotide sequences, refer 
to Ihe percentage of residue matches between at least two polynucleotide sequences aligned using a 
standardized algorithm. Such an algorithm may insert, in a standardized and reproducible way, gaps in 
the sequences being compared in order to optimize alignment between two sequences, and therefore 
achieve a more meaningful comparison of the two sequences. 

Percent identity between polynucleotide sequences maybe determined using the default 
parameters of the CLUSTAL V algorithm as incorporated into the MEG ALIGN version 3.12e 
sequence alignment program. This program is part of the LASERGENE software package, a suite of 
molecular biological analysis programs (DNASTAR, Madison WI). CLUSTAL V is described in 
Higgins, D.G. and Sharp, P.M. (1989) CABIOS 5:151-153 and in Higgins, D.G. et al (1992) CABIOS 
8:189-191. For pairwise alignments of polynucleotide sequences, the default parameters are set as 
follows: Ktuple=2, gap penalty=5, window=4, and "diagonals saved"=4. The "weighted" residue 
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weight table is selected as the default. Percent identity is reported by CLUSTAL V as the "percent 
similarity" between aligned polynucleotide sequence pairs. 

Alternatively, a suite of commonly used and freely available sequence comparison algorithms 
is provided by the National Center for Biotechnology Information (NCBI) Basic Local Alignment 
Search Tool (BLAST) (Altschul, S.F. et al. (1990) J. Mol. Biol. 215:403-410), which is available from 
several sources, including the NCBI, Bethesda, MD, and on the Internet at 

http://www.ncbi.nlm.nih.gov/BLAST/. The BLAST software suite includes various sequence analysis 
programs including "BLASTN," mat is used to determine alignment between a known polynucleotide 
sequence and other sequences on a variety of databases. Also available is a tool called "BLAST 2 
Sequences" mat is used for direct pairwise comparison of two nucleotide sequences. "BLAST 2 
Sequences" can be accessed and used interactively at http://www.ncbi.nmi.nih.gov/gorf/bl2/. The 
"BLAST 2 Sequences" tool can be used for both BLASTN and BLASTP (discussed below). 
BLAST programs are commonly used with gap and other parameters set to default settings. For 
example, to compare two nucleotide sequences, one may use BLASTN with the "BLAST 2 
Sequences" tool Version 2.0.9 (May-07-1999) set at default parameters. Such default parameters 
may be, for example: 

Matrix: BLOSUM62 

Reward for match: 1 

Penalty for mismatch: -2 

Open Gap: 5 and Extension Gap: 2 penalties 

Gap x drop-off: 50 

Expect: 10 

Word Size: 11 

Filter: on 

Percent identity may be measured over the length of an entire defined sequence, for example, 
as defined by a particular SEQ ID number, or may be measured over a shorter length, for example, 
over the length of a fragment taken from a larger, defined sequence, for instance, a fragment of at 
least 20, at least 30, at least 40, at least 50, at least 70, at least 100, or at least 200 contiguous 
nucleotides. Such lengths are exemplary only, and it is understood that any fragment length, supported 
by the sequences shown herein, in figures or Sequence Listings, maybe used to describe a length over 
which percentage identity may be measured. 

Nucleic acid sequences that do not show a high degree of identity may nevertheless encode 
similar amino acid sequences due to the degeneracy of Ihe genetic code. It is understood that changes 
in nucleic acid sequence can be made using this degeneracy to produce multiple nucleic acid 
sequences that all encode substantially the same protein. 
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Hie phrases "percent identity" and "% identity", as applied to polypeptide sequences, refer to 
the percentage of residue matches between at least two polypeptide sequences aligned using a 
standardized algorithm. Methods of polypeptide sequence alignment are well-known. Some alignment 
methods take into account conservative amino acid substitutions. Such conservative substitutions, 
explained in more detail above, generally preserve the hydrophobicity and acidity of the substituted 
residue, thus preserving the structure (and therefore function) of the folded polypeptide. 

Percent identity between polypeptide sequences may be determined using the default 
parameters of the CLUSTAL V algorithm as incorporated into the MEGALIGN version 3.12e 
sequence alignment program (described and referenced above). For pairwise alignments of 
polypeptide sequences using CLUSTAL V, Ihe default parameters are set as follows: Ktuple=l, gap 
penalty=3, window=5, and "diagonals saved"=5. The PAM250 matrix is selected as the default 
residue weight table. As with polynucleotide alignments, the percent identity is reported by 
CLUSTAL V as the "percent similarity" between aligned polypeptide sequence pairs. 

Alternatively the NCBI BLAST software suite may be used. For example, for a pairwise 
comparison of two polypeptide sequences, one may use Ihe "BLAST 2 Sequences" tool Version 2.0.9 
(May-07-1999) with BLASTP set at default parameters. Such default parameters may be, for 
example: 

Matrix: BLOSUM62 

Open Gap: 11 and Extension Gap: 1 penalty 
Gap x drop-off: 50 
Expect: 10 
Word Size: 3 
Filter: on 

Percent identity may be measured over the length of an entire defined polypeptide sequence, 
for example, as defined by a particular SEQ ID number, or may be measured over a shorter length, 
for example, over the length of a fragment taken from a larger, defined polypeptide sequence, for 
instance, a fragment of at least 15, at least 20, at least 30, at least 40, at least 50, at least 70 or at least 
150 contiguous residues. Such lengths are exemplary only, and it is understood that any fragment 
length supported by the sequences shown herein, in figures or Sequence Listings, maybe used to 
describe a length over which percentage identity may be measured. 

'Tost-translational modification" of an SPTM may involve lipidation, glycosylation, 
phosphorylation, acetylation, racemization, proteolytic cleavage, and other modifications known in the 
art. These processes may occur synthetically or biochemically. Biochemical modifications will vary 
by cell type depending on the enzymatic milieu and the SPTM. 
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'Trobe" refers to sptm or fragments hereof, which are used to detect identical, allelic or 
related nucleic acid sequences. Probes are isolated oligonucleotides or polynucleotides attached to a 
detectable label or reporter molecule. Typical labels include radioactive isotopes, ligands, 
chemiluminescent agents, and enzymes. "Primers" are short nucleic acids, usually DNA 
oligonucleotides, which maybe annealed to a target polynucleotide by complementary base-pairing. 
The primer may then be extended along the target DNA strand by a DNA polymerase enzyme. 
Primer pairs can be used for amplification (and identification) of a nucleic acid sequence, e.g., by the 

polymerase chain reaction (PGR). 

Probes and primers as used in the present invention typically comprise at least 15 contiguous 
nucleotides of a known sequence. In order to enhance specificity, longer probes and primers may also 
be employed, such as probes and primers that comprise at least 20, 30, 40, 50, 60, 70, 80, 90, 100, or at 
least 150 consecutive nucleotides of the disclosed nucleic acid sequences. Probes and primers maybe 
considerably longer than these examples, and it is understood that any length supported by the 
specification, including the figures and Sequence Listing, maybe used. 

Methods for preparing and using probes and primers are described in the references, for 
example Sambrook et al., 1 Q»Q Modular Cloning: A Laboratory Manual, 2 nd ed., vol. 1-3, Cold 
Spring Harbor Press, Plainview NY; Ausubel et al.,1987, Current Protocols in Molecular Biology, 
Greene Publ. Assoc. & Wiley-Intersciences, New York NY; Innis et al, 1990, PCR Protocols, A 
Guide to Method* and Applications . Academic Press, San Diego CA. PCR primer pairs can be 
derived from a known sequence, for example, by using computer programs intended for lhat purpose 
such as Primer (Version 0.5, 1991, Whitehead Institute for Biomedical Research, Cambridge MA). 

Oligonucleotides for use as primers are selected using software known in the art for such 
purpose. For example, OLIGO 4.06 software is useful for the selection of PCR primer pairs of up to 
100 nucleotides each, and for the analysis of oligonucleotides and larger polynucleotides of up to 5,000 
nucleotides from an input polynucleotide sequence of up to 32 kilobases. Similar primer selection 
programs have incorporated additional features for expanded capabilities. For example, the PrimOU 
primer selection program (available to the public from the Genome Center at University of Texas 
South West Medical Center, Dallas TX) is capable of choosing specific primers from megabase 
sequences and is thus useful for designing primers on a genome-wide scope. The Primer3 primer 
selection program (available to the public from the Whitehead mstitute/MIT Center for Genome 
Research, Cambridge MA) allows the user to input a "mispriming library," in which sequences to 
avoid as primer binding sites are user-specified. Primer3 is useful, in particular, for the selection of 
oligonucleotides for microarrays. (The source code for the latter two primer selection programs may 
also be obtained from their respective sources and modified to meet the user's specific needs.) The 
PrimeGen program (available to the public from the UK Human Genome Mapping Project Resource 
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Centre, Cambridge UK) designs primers based on multiple sequence alignments, thereby allowing 
selection of primers that hybridize to either the most conserved or least conserved regions of aligned 
nucleic acid sequences. Hence, this program is useful for identification of bom unique and conserved 
oligonucleotides and polynucleotide fragments. The oligonucleotides and polynucleotide fragments 
identified by any of the above selection methods are useful in hybridization technologies, for example, 
as PCR or sequencing primers, microarray elements, or specific probes to identify folly or partially 
complementary polynucleotides in a sample of nucleic acids. Methods of oligonucleotide selection are 
not limited to those described above. 

"Purified" refers to molecules, either polynucleotides or polypeptides that are isolated or 
separated from their natural environment and are at least about 60% free, preferably at least about 
75% free, and most preferably at least about 90% free from other compounds with which they are 
naturally associated. 

A "recombinant nucleic acid" is a sequence that is not naturally occurring or has a sequence 
that is made by an artificial combination of two or more olherwise separated segments of sequence. 
This artificial combination is often accomplished by chemical synthesis or, more commonly, by the 
artificial manipulation of isolated segments of nucleic acids, e.g., by genetic engineering techniques 
such as those described in Sambrook, supra. The term recombinant includes nucleic acids that have 
been altered solely by addition, substitution, or deletion of a portion of the nucleic acid. Frequently, a 
recombinant nucleic acid may include a nucleic acid sequence operably linked to a promoter sequence. 
Such a recombinant nucleic acid may be part of a vector mat is used, for example, to transform a cell. 

Alternatively, such recombinant nucleic acids may be part of a viral vector, e.g., based on a 
vaccinia virus, that could be use to vaccinate a mammal wherein the recombinant nucleic acid is 
expressed, inducing a protective immunological response in the mammal. 

"Regulatory element" refers to a nucleic acid sequence from nontranslated regions of a gene, 
and includes enhancers, promoters, introns, and 3' untranslated regions, which interact with host 
proteins to carry out or regulate transcription or translation. 

"Reporter" molecules are chemical or biochemical moieties used for labeling a nucleic acid, an 
amino acid, or an antibody. They include radionuclides; enzymes; fluorescent, chemUuminescent, or 
chromogenic agents; substrates; cefaclors; inhibitors; magnetic particles; and other moieties known in 



30 the art. 



An "RNA equivalent," in reference to a DNA sequence, is composed of the same linear 
sequence of nucleotides as the reference DNA sequence with the exception that all occurrences of 
the nitrogenous base mymine are replaced with uracil, and the sugar backbone is composed of ribose 
instead of deoxyribose. 
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"Sample" is used in its broadest sense. Samples may contain nucleic or amino acids, 
antibodies, or other materials, and maybe derived from any source (e.g., bodily fluids including, but not 
limited to, saliva, blood, and urine; chromosome(s), organelles, or membranes isolated from a cell; 
genomic DNA, RNA, or cDNA in solution or boiind to a substrate; and cleared cells or tissues or blots 
5 or imprints from such cells or tissues). 

"Specific binding" or "specifically binding" refers to the interaction between a protein or 
peptide and its agonist, antibody, antagonist, or other binding partner. The interaction is dependent 
upon the presence of a particular structure of the protein, e.g., the antigenic determinant or epitope, 
recognized by the binding molecule. For example, if an antibody is specific for epitope "A," the 
10 presence of a polypeptide containing epitope A, or the presence of free unlabeled A, in a reaction 
containing free labeled A and uae antibody will reduce the amount of labeled A that binds to the 
antibody. 

"Substitution" refers to the replacement of at least one nucleotide or arnino acid by a different 
nucleotide or amino acid. 

15 "Substrate" refers to any suitable rigid or semi-rigid support including, e.g., membranes, filters, 

chips, slides, wafers, fibers, magnetic or nonmagnetic beads, gels, tubing, plates, polymers, 
microparticles or capillaries. The substrate can have a variety of surface forms, such as wells, 
trenches, pins, channels and pores, to which polynucleotides or polypeptides are bound. 

A "transcript image" refers to the collective pattern of gene expression by a particular tissue 
20 or cell type under given conditions at a given time. 

"Transformation" refers to a process by which exogenous DNA enters a recipient cell. 
Transformation may occur under natural or artificial conditions using various methods well known in 
the art. Transformation may rely on any known method for the insertion of foreign nucleic acid 
sequences into a prokaryotic or eukaryotic host cell The method is selected based on the host cell 

25 being transformed. 

"Transformants" include stably transformed cells in which the inserted DNA is capable of 
replication either as an autonomously replicating plasmid or as part of the host chromosome, as well as 
cells which transiently express inserted DNA or RNA. 

A "transgenic organism," as used herein, is any organism, including but not limited to animals 
3 o and plants, in which one or more of the cells of the organism contains heterologous nucleic acid 

introduced by way of human intervention, such as by transgenic techniques well known in the art. The 
nucleic acid is introduced into the cell, directly or indirectly by introduction into a precursor of the cell, 
by way of deliberate genetic manipulation, such as by microinjection or by infection with a 
recombinant virus. The term genetic manipulation does not include classical cross-breeding, or Jnjvjtro 
35 fertilization, but rather is directed to the introduction of a recombinant DNA molecule. The transgenic 
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organisms contemplated in accordance with the present invention include bacteria, cyanobacteria, 
fungi, and plants and animals. The isolated DNA of the present invention can be introduced into the 
host by methods known in tie art, for example infection, transfection, transformation or 
transconjugation. Techniques for transferring the DNA of toe present invention into such organisms 
are widely known and provided in references such as Sambrook et al. (1989), supra . 

A 'Variant" of a particular nucleic acid sequence is denned as a nucleic acid sequence having 
at least 25% sequence identity to the particular nucleic acid sequence over a certain length of one of 
toe nucleic acid sequences using BLASTN with toe "BLAST 2 Sequences" tool Version 2.0.9 (May- 
07-1999) set at default parameters. Such a pair of nucleic acids may show, for example, at least 30%, 
at least 50%, at least 60%, at least 70%, at least 80%, at least 90%, at least 91%, at least 92%, at 
least 93%, at least 94%, at least 95%, at least 96%, at least 97%, at least 98%, or at least 99% or 
greater sequence identity over a certain defined length. The variant may result in "conservative" 
amino acid changes which do not affect structural and/or chemical properties. A variant may be 
described as, for example, an "allelic" (as defined above), "splice," "species," or "polymorphic- 
variant. A splice variant may have significant identity to a reference molecule, but will generally have 
a greater or lesser number of polynucleotides due to alternate splicing of exons during mRNA 
processing. The corresponding polypeptide may possess additional functional domains or lack domains 
that are present in toe reference molecule. Species variants are polynucleotide sequences toat vary 
from one species to another. The resulting polypeptides generally win have significant amino acid 
identity relative to each other. A polymorphic variant is a variation in toe polynucleotide sequence of a 
particular gene between individuals of a given species. Polymorphic variants also may encompass 
"single nucleotide polymorphisms" (SNPs) in which toe polynucleotide sequence varies by one base. 
The presence of SNPs maybe indicative of, for example, a certain population, a disease state, or a 
propensity for a disease state. 

In an alternative, variants of toe polynucleotides of toe present invention maybe generated 
through recombinant methods. One possible metood is a DNA shuffling technique such as 
MOLECULAKBREEDING (Maxygen Inc., Santa Clara CA; described in U.S. Patent Number 
5,837,458; Chang, C.-C. et al. (1999) Nat. Biotechnol. 17:793-797; Christians, RC. et al. (1999) Nat 
Biotechnol. 17:259-264; and Crameri, A. et al. (1996) Nat Biotechnol. 14:315-319) to alter or improve 
toe biological properties of SPTM, such as its biological or enzymatic activity or its ability to bind to 
other molecules or compounds. DNA shuffling is a process by which a library of gene variants is 
produced using PCR-mediated recombination of gene fragments. The library is then subjected to 
selection or screening procedures toat identify those gene variants with toe desired properties. These 
preferred variants may then be pooled and further subjected to recursive rounds of DNA shuffling and 
selection/screening. Thus, genetic diversity is created through "artificial" breeding and rapid molecular 
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evolution. For example, fragments of a single gene containing random point mutations may be 
recombined, screened, and then reshuffled until the desired properties are optimized. Alternatively, 
fragments of a given gene may be recombined with fragments of homologous genes in the same gene 
family, either from the same or different species, thereby ma x i mizin g the genetic diversity of multiple 
naturally occurring genes in a directed and controllable manner. 

A "variant" of a particular polypeptide sequence is defined as a polypeptide sequence having 
at least 40% sequence identity to the particular polypeptide sequence over a certain length of one of 
fee polypeptide sequences using BLASTP with the "BLAST 2 Sequences" tool Version 2.0.9 (May- 
07-1999) set at default parameters. Such a pair of polypeptides may show, for example, at least 50%, 
at least 60%, at least 70%, at least 80%, at least 90%, at least 91%, at least 92%, at least 93%, at 
least 94%, at least 95%, at least 96%, at least 97%, at least 98%, or at least 99% or greater sequence 
identity over a certain denned length of one of the polypeptides. 

THE INVENTION 

In a particular embodiment, cDNA sequences derived from human tissues and cell lines were 
aligned based on nucleotide sequence identity and assembled into "consensus" or "template" 
sequences which are designated by the template identification numbers (template IDs) in column 2 of 
Table 2. The sequence identification numbers (SEQ ID NO:s) corresponding to the template IDs are 
shown in column 1. Segments of the template sequences are defined by the "start" and "stop" 
nucleotide positions listed in columns 3 and 4. These segments, when translated in the reading frames 
indicated in column 5, have similarity to signal peptide (SP) or transmembrane (TM) domain consensus 
sequences, as indicated in column 6. 

The invention incorporates the nucleic acid sequences of these templates as disclosed in the 
Sequence Listing and the use of these sequences in the diagnosis and treatment of disease states 
characterized by defects in cell signaling. The invention further utilizes these sequences in 
hybridization and amplification technologies, and in particular, in technologies which assess gene 
expression patterns correlated with specific cells or tissues and their responses in vivo or in vitro to 
pharmaceutical agents, toxins, and other treatments. In this manner, the sequences of die present 
invention are used to develop a transcript image for a particular cell or tissue. 

Derivation of Nucleic Acid Sequences 

cDNA was isolated from libraries constructed using RNA derived from normal and diseased 
human tissues and cell lines. The human tissues and cell lines used for cDNA library construction 
were selected from a broad range of sources to provide a diverse population of cDNAs representative 
of gene transcription throughout the human body. Descriptions of the human tissues and cell lines 
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used for cDNA library construction are prodded in the LIFESEQ database (Incyte Genomics, Inc. 
Oocyte), Palo Alto CA). Human tissues were broadly selected from, for example, cardiovascular, 
dermatologic, endocrine, gastrointestinal, hematopoietic/immune system, musculoskeletal, neural, 
reproductive, and urologic sources. 
5 Cell lines used for cDNA library construction were derived from, for example, leukemic cells, 

teratocarcinomas, neuroepitheliomas, cervical carcinoma, lung fibroblasts, and endothelial cells. Such 
cell lines include, for example, THP-1, Jurkat, HUVEC, MNT2, WI38, HeLa, and other cell lines 
commonly used and available from public depositories (American Type Culture Collection, Manassas 
VA). Prior to mRNA isolation, cell lines were untreated, treated with a pharmaceutical agent such as 
10 5'-aza-2'-deoxycytidine, treated with an activating agent such as lipopolysaccharide in the case of 
leukocytic cell lines, or, in the case of endothelial cell lines, subjected to shear stress. 

Sequencing of the cDNAs 

Methods for DNA sequencing are well known in the art. Conventional enzymatic methods 
15 employ the Klenow fragment of DNA polymerase I, SEQUENASE DNA polymerase (U.S. 

Biochemical Corporation, Cleveland OH), Taq polymerase (Applied Biosystems, Foster City CA), 
thermostable T7 polymerase (Amersham Pharmacia Biotech, Inc. (Amersham Pharmacia Biotech), 
Piscataway NJ), or combinations of polymerases and proofreading exonucleases such as those found 
in the ELONGASE amplification system (Life Technologies Inc. (Life Technologies), Gaithersburg 
MD), to extend the nucleic acid sequence from an oligonucleotide primer annealed to the DNA 
template of interest Methods have been developed for the use of both single-stranded and double- 
stranded templates. Chain termination reaction products may be electrophoresed on urea- 
polyacrylamide gels and detected either by autoradiography (for radioisotope-labeled nucleotides) or 
by fluorescence (for fluorophore-labeled nucleotides). Automated methods for mechanized reaction 
preparation, sequencing, and analysis using fluorescence detection methods have been developed. 
Machines used to prepare cDNAs for sequencing can include the MICROLAB 2200 liquid transfer 
system (Hamilton Company (Hamilton), Reno NV), Peltier thermal cycler (PTC200; MJ Research, 
Inc. (MJ Research), Watertown MA), and ABI CATALYST 800 thermal cycler (Applied 
Biosystems). Sequencing can be carried out using, for example, the ABI 373 or 377 (Applied 
Biosystems) or MEGABACE 1000 (Molecular Dynamics, Inc. (Molecular Dynamics), Sunnyvale 
CA) DNA sequencing systems, or olher automated and manual sequencing systems well known in the 
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art 



The nucleotide sequences of the Sequence Listing have been prepared by current, state-of- 
the-art, automated methods and, as such, may contain occasional sequencing errors or unidentified 
nucleotides. Such unidentified nucleotides are designated by an N. These infrequent unidentified 
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bases do not represent a hindrance to practicing the invention for those skilled in the art. Several 
methods employing standard recombinant techniques maybe used to correct errors and complete the 
missing sequence information. (See, e.g., those described in Ausubel, F.M. et aL (1997) Short 
Protocols in Molecular Biology , John Wiley & Sons, New York NY; and Sambrook, J. et al. (1989) 
Molecular Cloning. A Laboratory Manual , Cold Spring Harbor Press, Plainview NY.) 

Assembly of cDNA Sequences 

Human polynucleotide sequences may be assembled using programs or algorithms well known 
in Ihe art. Sequences to be assembled are related, wholly or in part, and may be derived from a single 
or many different transcripts. Assembly of the sequences can be performed using such programs as 
PHRAP (Phils Revised Assembly Program) and the GELVIEW fragment assembly system (GCG), 
or other methods known in the art 

Alternatively, cDNA sequences are used as "component" sequences that are assembled into 
"template" or "consensus" sequences as follows. Sequence chromatograms are processed, verified, 
and quality scores are obtained using PHRED. Raw sequences are edited using an editing pathway 
known as Block 1 (See, e.g., the LIFESEQ Assembled User Guide, Ihcyte Genomics, Palo Alto, CA). 
A series of BLAST comparisons is performed and low-information segments and repetitive elements 
(e.g., dinucleotide repeats, Alu repeats, etc.) are replaced by "n's", or masked, to prevent spurious 
matches. Mitochondrial and ribosomal RNA sequences are also removed. The processed sequences 
are then loaded into a relational database management system (RDMS) which assigns edited 
sequences to existing templates, if available. When additional sequences are added into the RDMS, a 
process is initiated which modifies existing templates or creates new templates from works in progress 
(Le., nonfinal assembled sequences) containing queued sequences or the sequences themselves. 
After the new sequences have been assigned to templates, the templates can be merged into bins. If 
multiple templates exist in one bin, the bin can be split and the templates reannotated. 

Once gene bins have been generated based upon sequence alignments, bins are "clone joined" 
based upon clone information. Clone joining occurs when the 5' sequence of one clone is present in 
one bin and the 3' sequence from the same clone is present in a different bin, indicating that the two 
bins should be merged into a single bin. Only bins which share at least two different clones are 
merged. 

A resultant template sequence may contain either a partial or a full length open reading frame, 
or all or part of a genetic regulatory element This variation is due in part to the fact that the full 
length cDNAs of many genes are several hundred, and sometimes several thousand, bases in length. 
With current technology, cDNAs comprising the coding regions of large genes cannot be cloned 
because of vector limitations, incomplete reverse transcription of the mRNA, or incomplete "second 
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strand" synthesis. Template sequences maybe extended to include additional contiguous sequences 
derived from the parent RNA transcript using a variety of methods known to those of skill in the art. 
Extension may thus be used to achieve the full length coding sequence of a gene. 

5 Analysis of the cDNA Sequences 

The cDNA sequences are analyzed using a variety of programs and algorithms which are 
well known in the art. (See, e.g., Ausubel, 1997, supra, Chapter 7.7; Meyers, R.A. (Ed.) (1995) 
Molecular Biolo^ and Biotechnology , Wiley VCH, New York NY, pp. 856-853; and Table 6.) These 
analyses comprise both reading frame determinations, e.g., based on triplet codon periodicity for 
io particular organisms (Fickett, J.W. (1982) Nucleic Acids Res. 10:5303-5318); analyses of potential 
start and stop codons; and homology searches. 

Computer programs known to those of skill in the art for performing computer-assisted 
searches for amino acid and nucleic acid sequence similarity, include, for example, Basic Local 
Alignment Search Tool (BLAST; Altschul, S.F. (1993) J. Mol. Evol. 36:290-300; Altschul, S.F. et al. 
15 (1990) J. Mol. Biol. 215:403-410). BLAST is especially useful in determining exact matches and 

comparing two sequence fragments of arbitrary but equal lengths, whose alignment is locally maximal 
and for which the alignment score meets or exceeds a threshold or cutoff score set by the user 
(Karlin, S. et al. (1988) Proa Natl. Acad. Sci. USA 85:841-845). Using an appropriate search tool 
(e.g., BLAST orHMM), GenBank, SwissProt, BLOCKS, PFAM and other databases maybe 
20 searched for sequences containing regions of homology to a query sptm or SPTM of the present 
invention. 

Other approaches to the identification, assembly, storage, and display of nucleotide and 
polypeptide sequences are provided in "Relational Database for Storing Biomolecule Information," 
U.S.S.N. 08/947,845, filed October 9, 1997; "Project-Based Full-Length Biomolecular Sequence 
25 Database," U.S. Patent Number 5,953,727; and "Relational Database and System for Storing 

Information Relating to Biomolecular Sequences," U.S.S.N. 09/034,807, filed March 4, 1998, all of 
which are incorporated by reference herein in their entirety. 

^Protein hierarchies can be assigned to the putative encoded polypeptide based on, e.g., motif, 
BLAST, or biological analysis. Methods for assigning these hierarchies are described, for example, hi 
30 "Database System Employing Protein Function Hierarchies for Viewing Biomolecular Sequence 
Data," U.S. Patent Number 6,023,659, incorporated herein by reference. 

Human Secretory Sequences 

The sptm of the present invention may be used for a variety of diagnostic and therapeutic 
(5 purposes. For example, an sptm may be used to diagnose a particular condition, disease, or disorder 
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associated with ceU signaling. Such conditions, diseases, and disorders include, but are not limited to, a 
cell proliferative disorder such as actinic keratosis, arteriosclerosis, atherosclerosis, bursitis, cirrhosis, 
hepatitis, mixed connective tissue disease (MCTD), myelofibrosis, paroxysmal nocturnal 
hemoglobinuria, polycythemia vera, psoriasis, primary thrombocymemia, and cancers including 
adenocarcinoma, leukemia, lymphoma, melanoma, myeloma, sarcoma, teratocarcinoma, and, in 
particular, a cancer of die adrenal gland, bladder, bone, bone marrow, brain, breast, cervix, gall 
bladder, ganglia, gastrointestinal tract, heart, kidney, liver, lung, muscle, ovary, pancreas, parathyroid, 
penis, prostate, salivary glands, skin, spleen, testis, thymus, myroid, and uterus; an immune system 
disorder such as such as inflammation, actinic keratosis, acquired immunodeficiency syndrome 
(AIDS), Addison's disease, adult respiratory distress syndrome, allergies, ankylosing spondylitis, 
amyloidosis, anemia, arteriosclerosis, asthma, atherosclerosis, autoimmune hemolytic anemia, 
autoimmune thyroiditis, bronchitis, bursitis, cholecystitis, cirrhosis, contact dermatitis, Crohn's disease, 
atopic dermatitis, dermatomyositis, diabetes meltitus, emphysema, erythroblastosis fetalis, erythema 
nodosum, atrophic gastritis, glomerulonephritis, Goodpasture's syndrome, gout, Graves' disease, 
Hashimoto's thyroiditis, paroxysmal nocturnal hemoglobinuria, hepatitis, hypereosinophilia, irritable 
bowel syndrome, episodic lymphopenia with lymphocytotoxins, mixed connective tissue disease 
(MCTD), multiple sclerosis, myasthenia gravis, myocardial or pericardial inflammation, myelofibrosis, 
osteoarthritis, osteoporosis, pancreatitis, polycythemia vera, polymyositis, psoriasis, Reiter's syndrome, 
rheumatoid arthritis, scleroderma, Sjogren's syndrome, systemic anaphylaxis, systemic lupus 
erythematosus, systemic sclerosis, primary thrombocymemia, thrombocytopenic purpura, ulcerative 
colitis, uveitis, Werner syndrome, complications of cancer, hemodialysis, and extracorporeal 
circulation, trauma, and hematopoietic cancer including lymphoma, leukemia, and myeloma; and a 
neurological disorder such as epilepsy, ischemic cerebrovascular disease, stroke, cerebral neoplasms, 
Alzheimer's disease, Pick's disease, Huntington's disease, dementia, Parkinson's disease and other 
extrapyramidal disorders, amyotrophic lateral sclerosis and other motor neuron disorders, progressive 
neural muscular atrophy, retinitis pigmentosa, hereditary ataxias, multiple sclerosis and other 
demyelinating diseases, bacterial and viral meningitis, brain abscess, subdural empyema, epidural 
abscess, suppurative intracranial thrombophlebitis, myelitis and radiculitis, viral central nervous system 
disease, prion diseases including kuru, Creutzfeldt-Jakob disease, and Gerstmann-Straussler-Scheinker 
syndrome, fatal familial insomnia, nutritional and metabolic diseases of the nervous system, 
neurofibromatosis, tuberous sclerosis, cerebeUoretinalhemangioblastomatosis, encephalotrigeminal 
syndrome, mental retardation and other developmental disorder of the central nervous system, cerebral 
palsy, a neuroskeletal disorder, an autonomic nervous system disorder, a cranial nerve disorder, a 
spinal cord disease, muscular dystrophy and other neuromuscular disorder, a peripheral nervous 
> system disorder, dermatomyositis and polymyositis, inherited, metabolic, endocrine, and toxic 
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myopathy, myasthenia gravis, periodic paralysis, a mental disorder including modd, anxiety, and 
schizophrenic disorder, seasonal affective disorder (SAD), akathesia, amnesia, catatonia, diabetic 
neuropathy, tardive dyskinesia, dystonias, paranoid psychoses, postherpetic neuralgia, and Tourette's 
disorder. The sptm can be used to detect me presence of, or to quantify the amount of, an sptm- 
related polynucleotide in a sample. This information is then compared to information obtained from 
appropriate reference samples, and a diagnosis is established. Alternatively, a polynucleotide 
complementary to a given sptm can inhibit or inactivate a therapeutically relevant gene related to the 
sptm. 

Analysis of sotm Expression Patterns 

The expression of sptm may be routinely assessed by hybridization-based methods to 
determine, for example, the tissue-specificity, disease-specificity, or developmental stage-specificity of 
sptm expression. For example, the level of expression of sptm may be compared among different cell 
types or tissues, among diseased and normal cell types or tissues, among cell types or tissues at 
different developmental stages, or among cell types or tissues undergoing various treatments. This 
type of analysis is useful, for example, to assess the relative levels of sptm expression in fully or 
partially differentiated cells or tissues, to determine if changes in sptm expression levels are correlated 
with the development or progression of specific disease states, and to assess the response of a cell or 
tissue to a specific therapy, for example, in pharmacological or lexicological studies. Methods for the 
analysis of sptm expression are based on hybridization and amplification technologies and include 
membrane-based procedures such as northern blot analysis, high-throughput procedures that utilize, for 
example, microarrays, and PCR-based procedures. 

Hybridization and Genetic Analysis 

The sptm, fheir fragments, or complementary sequences, maybe used to identify the presence 
of and/or to determine the degree of similarity between two (or more) nucleic acid sequences. The 
sptm may be hybridized to naturally occurring or recombinant nucleic acid sequences under 
appropriately selected temperatures and salt concentrations. Hybridization with a probe based on the 
nucleic acid sequence of at least one of the sptm allows for the detection of nucleic acid sequences, 
including genomic sequences, which are identical or related to the sptm of the Sequence Listing. 
Probes may be selected from non-conserved or unique regions of at least one of the polynucleotides of 
SEQ ID NO:l-567 and tested for their ability to identify or amplify the target nucleic acid sequence 
using standard protocols. 

Polynucleotide sequences that are capable of hybridizing, in particular, to those shown in SEQ 
ID NO.1-567 and fragments thereof, can be identified using various conditions of stringency. (See, 
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e.g., Wahl, G.M. and S.L. Berger (1987) Methods Enzymol. 152:399-407; Kimmel, A.R. (1987) 
Methods Enzymol. 152:507-511.) Hybridization conditions are discussed in "Definitions." 

A probe for use in Southern or northern hybridization may be derived from a fragment of an 
sptm sequence, or its complement, that is up to several hundred nucleotides in length and is either 
> single-stranded or double-stranded. Such probes may be hybridized in solution to biological materials 
such as plasmids, bacterial, yeast, or human artificial chromosomes, cleared or sectioned tissues, or to 
artificial substrates containing sptm. Microarrays are particularly suitable for identifying the presence 
of and detecting the level of expression for multiple genes of interest by examining gene expression 
correlated with, e.g., various stages of development, treatment with a drug or compound, or disease 
o progression. An array analogous to a dot or slot blot may be used to arrange and link polynucleotides 
to the surface of a substrate using one or more of the following: mechanical (vacuum), chemical, 
thermal, or UV bonding procedures. Such an array may contain any number of sptm and may be 
produced by hand or by using available devices, materials, and machines. 

Microarrays may be prepared, used, and analyzed using methods known in the art (See, e.g., 
.5 Brennan, T.M. et al. (1995) U.S. Patent No. 5,474,796; Schena, M. et al. (1996) Proc. Natl. Acad. 

Sci. USA 93:10614-10619; Baldeschweiler et al. (1995) PCT application W095/251116; Shalon, D. et 
al. (1995) PCT application WO95/35505; Heller, R.A. et al. (1997) Proc. Natl. Acad. Sci. USA 
94:2150-2155; and Heller, M.J. et al. (1997) U.S. Patent No. 5,605,662.) 

Probes may be labeled by either PCR or enzymatic techniques using a variety of 
jo commercially available reporter molecules. For example, commercial kits are available for radioactive 
and chemuuminescent labeling (Amersham Pharmacia Biotech) and for alkaline phosphatase labeling 
(Life Technologies). Alternatively, sptm may be cloned into commercially available vectors for the 
production of RNA probes. Such probes may be transcribed in me presence of at least one labeled 
nucleotide (e.g., 32 P-ATP, Amersham Pharmacia Biotech). 
25 Additionally the polynucleotides of SEQ ID NO: 1-567 or suitable fragments thereof can be 

used to isolate full length cDNA sequences utilizing hybridization and/or amplification procedures well 
known in Ihe art, e.g., cDNA library screening, PCR amplification, etc. The molecular cloning of such 
full length cDNA sequences may employ the method of cDNA library screening with probes using me 
hybridization, stringency, washing, and probing strategies described above and in Ausubel, supra, 
30 Chapters 3, 5, and 6. These procedures may also be employed with genomic libraries to isolate 
genomic sequences of sptm in order to analyze, e.g., regulatory elements. 

Genetic Mapping 

Gene identification and mapping are important in the investigation and treatment of almost all 
35 conditions, diseases, and disorders. Cancer, cardiovascular disease, Alzheimer's disease, arthritis, 
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diabetes, and mental illnesses are of particular interest. Each of these conditions is more complex than 
the single gene defects of sickle cell anemia or cystic fibrosis, with select groups of genes being 
predictive of predisposition for a particular condition, disease, or disorder. For example, 
cardiovascular disease may result from malfunctioning receptor molecules that fail to clear cholesterol 
from the bloodstream, and diabetes may result when a particular individual's immune system is 
activated by an infection and attacks the insulin-producing cells of the pancreas. In some studies, 
Alzheimer's disease has been linked to a gene on chromosome 21; other studies predict a different 
gene and location. Mapping of disease genes is a complex and reiterative process and generally 
proceeds from genetic linkage analysis to physical mapping. 

As a condition is noted among members of a family, a genetic linkage map traces parts of 
chromosomes mat are inherited in the same pattern as the condition. Statistics link the inheritance of 
particular conditions to particular regions of chromosomes, as defined by RFLP or other markers. 
(See, for example, Lander, E. S. and Botstein, D. (1986) Proc Natl. Acad. Sci. USA 83:7353-7357.) 
Occasionally, genetic markers and their locations are known from previous studies. More often, 
however, the markers are simply stretches of DNA that differ among individuals. Examples of 
genetic linkage maps can be found in various scientific journals or at the Online Mendelian Inheritance 
in Man (OMTM) World Wide Web site. 

In another embodiment of the invention, sptm sequences may be used to generate 
hybridization probes useful in chromosomal mapping of naturally occurring genomic sequences. Either 
coding or noncoding sequences of sptm may be used, and in some instances, noncoding sequences 
may be preferable over coding sequences. For example, conservation of an sptm coding sequence 
among members of a multi-gene family may potentially cause undesired cross hybridization during 
chromosomal mapping. The sequences may be mapped to a particular chromosome, to a specific 
region of a chromosome, or to artificial chromosome constructions, e.g., human artificial chromosomes 
(HACs), yeast artificial chromosomes (YACs), bacterial artificial chromosomes (BACs), bacterial PI 
constructions, or single chromosome cDNA libraries. (See, e.g., Harrington, J.J. et al. (1997) Nat. 
Genet 15:345-355; Price, CM. (1993) Blood Rev. 7:127-134; and Trask, B.J. (1991) Trends Genet 
7:149-154.) 

Fluorescent jnsitu hybridization (FISH) maybe correlated with other physical chromosome 
mapping techniques and genetic map data. (See, e.g., Meyers, supra , pp. 965-968.) Correlation 
between the location of sptm on a physical chromosomal map and a specific disorder, or a 
predisposition to a specific disorder, may help define the region of DNA associated with that disorder. 
The sptm sequences may also be used to detect polymorphisms that are genetically linked to the 
inheritance of a particular condition, disease, or disorder. 

Jnsitu hybridization of chromosomal preparations and genetic mapping techniques, such as 
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linkage analysis using established chromosomal markers, may be used for extending existing genetic 
maps. Often the placement of a gene on the chromosome of another mammalian species, such as 
mouse, may reveal associated markers even if the number or arm of the corresponding human 
chromosome is not known. These new marker sequences can be mapped to human chromosomes 
5 and may provide valuable information to investigators searching for disease genes using positional 
cloning or other gene discovery techniques. Once a disease or syndrome has been crudely correlated 
by genetic linkage with a particular genomic region, e.g., ataxia-telangiectasia to llq22-23, any 
sequences mapping to that area may represent associated or regulatory genes for forther investigation. 
(See, e.g., Gatti, R.A. et al. (1988) Nature 336:577-580.) The nucleotide sequences of the subject 
io invention may also he used to detect differences in chromosomal architecture due to translocation, 
inversion, etc., among normal, carrier, or affected individuals. 

Once a disease-associated gene is mapped to a chromosomal region, the gene is cloned in 
order to identify mutations or other alterations (e.g., translocations or inversions) that maybe 
correlated with disease. This process includes a physical map of the chromosomal region containing 
is the disease-gene of interest along with associated markers. A physical map is necessary for 

determining the nucleotide sequence of and order of marker genes on a particular chromosomal 
region. Physical mapping techniques are well known in the art and involve me generation of 
overlapping sets of cloned DNA fragments from a particular organelle, chromosome, or genome. 
These clones are analyzed to reconstruct and catalog their order. Once the position of a marker is 
20 determined, the DNA from that region is obtained by consulting the catalog and selecting clones from 
that region. The gene of interest is located through positional cloning techniques using hybridization or 
similar methods. 
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Diag nostic Uses 

In various embodiments, embodiments of sptm described herein can be configured to be used 
to design probes useful in diagnostic assays known to those skilled in the art. Such assays can be 
configured to be used to diagnose, detect, confirm or quantitate conditions, disorders, or diseases 
associated with abnormal levels of sptm expression. Labeled probes developed from sptm sequences 
are added to a sample under hybridizing conditions of desired stringency. In some instances, sptm, or 
fragments or oligonucleotides derived from sptm, may be used as primers in amplification steps prior to 
hybridization. The amount of hybridization complex formed is quantified and compared with standards 
for a selected cell or tissue type. Indication of the presence of the condition, disorder, or disease can 
be determined by variation of the amount of sptm expression from the assay standard. The amount of 
variation indicative of the condition can be above or below the standard, can be selected by ihe 
medical practioner, can be determined from known patient populations and/or amounts known in the 
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medical arts and/or associated standards organizations or regulations (e.g. CIIA). Examples of 
qualitative or quantitative diagnostic assays or methods may include but are not limited to northern, dot 
blot, or other membrane or dip-stick based technologies or multiple-sample fonnat technologies such 
as PCR, enzyme-linked immunosorbent assay (EUSA)-like, pin, chip-based assays and the like. 

The probes described above may also be used to monitor the progress of conditions, disorders, 
or diseases associated with abnormal levels of sptm expression, or to evaluate the efficacy of a 
particular therapeutic treatment. The candidate probe maybe identified from the sptm that are 
specific to a given human tissue and have not been observed in GenBank or other genome databases. 
Such a probe maybe used in animal studies, preclinical tests, clinical trials, or in monitoring the 
treatment of an individual patient. In a typical process, standard expression is established by methods 
well known in the art for use as a basis of comparison, samples from patients affected by the disorder 
or disease are combined with the probe to evaluate any deviation from the standard profile, and a 
therapeutic agent is acmiinistered and effects are monitored to generate a treatment profile. Efficacy 
is evaluated by determining whether the expression progresses toward or returns to the standard 
normal pattern. Treatment profiles may be generated over a period of several days or several months. 
Statistical methods well known to those skilled in the art may be use to determine the significance of 
such therapeutic agents. 

The polynucleotides are also useful for identifying individuals from minute biological samples,, 
for example, by matching the RFLP pattern of a sample's DNA to that of an individual's DNA. The 
polynucleotides of the present invention can also be used to determine the actual base-by-base DNA 
sequence of selected portions of an individual's genome. These sequences can be used to prepare 
PCR primers for amplifying and isolating such selected DNA, which can then be sequenced. Using 
this technique, an individual can be identified through a unique set of DNA sequences. Once a unique 
ID database is established for an individual, positive identification of that individual can be made from 
extremely small tissue samples. 

In a particular aspect, oligonucleotide primers derived from the sptm of the invention may be 
used to detect single nucleotide polymorphisms (SNPs). SNPs are substitutions, insertions and 
deletions that are a frequent cause of inherited or acquired genetic disease inhumans. Methods of 
SNP detection include, but are not limited to, single-stranded conformation polymorphism (SSCP) and 
fluorescent SSCP (fSSCP) methods. In SSCP, oligonucleotide primers derived from sptm are used to 
amplify DNA using the polymerase chain reaction (PCR). The DNA may be derived, for example, 
from diseased or normal tissue, biopsy samples, bodily fluids, and the like. SNPs in the DNA cause 
differences in the secondary and tertiary structures of PCR products in single-stranded form, and 
these differences are detectable using gel electrophoresis in non-denaturing gels. In fSCCP, the 
oligonucleotide primers are fluorescently labeled, which allows detection of the amplimers inhigh- 
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throughput equipment such as DNA sequencing machines. Additionally, sequence database analysis 
methods, termed in silico SNP (isSNP), are capable of identifying polymorphisms by comparing the 
sequences of individual overlapping DNA fragments which assemble into a common consensus 
sequence. These computer-based methods filter out sequence variations due to laboratory preparation 
5 of DNA and sequencing errors using statistical models and automated analyses of DNA sequence 
chromatograms. In the alternative, SNPs maybe detected and characterized by mass spectrometry 
using, for example, the high throughput MASS ARRAY system (Sequenom, Inc., San Diego CA). 

DNA-based identification techniques can be used in forensic technology. DNA sequences 
taken from very small biological samples such as tissues, e.g., hair or skin, or body fluids, e.g., blood, 
10 saliva, semen, etc., can be amplified using, e.g., PCR, to identify individuals. (See, e.g., Erlich, H. 

(1992) PCR Technology , Freeman and Co., New York, NY). Similarly, polynucleotides of the present 
invention can be used as polymorphic markers. 

There is also a need for reagents capable of identifying the source of a particular tissue. 
Appropriate reagents can comprise, for example, DNA probes or primers prepared from the 
15 sequences of the present invention that are specific for particular tissues. Panels of such reagents can 
identify tissue by species and/or by organ type. Ih a similar fashion, these reagents can be used to 
screen tissue cultures for contamination. 

The polynucleotides of the present invention can also be used as molecular weight markers on 
nucleic acid gels or Southern blots, as diagnostic probes for the presence of a specific mRNA in a 
20 particular cell type, in the creation of subtracted cDNA libraries which aid in the discovery of novel 
polynucleotides, in selection and synthesis of oligomers for attachment to an array or other support, 
and as an antigen to elicit an immune response. 

Disease Model Systems Using strtm 

2 5 The polynucleotides encoding SPTM or their mammalian homologs may be "knocked out" in 

an animal model system using homologous recombination in embryonic stem (ES) cells. Such 
techniques are well known in the art and are useful for the generation of animal models of human 
disease. (See, e.g., U.S. Patent Number 5,175,383 and U.S. Patent Number 5,767,337.) For example, 
mouse ES cells, such as the mouse 129/SvJ cell line, are derived from the early mouse embryo and 

3 o grown in culture. The ES cells are transformed with a vector containing the gene of interest disrupted 

by a marker gene, e.g., the neomycin phosphotransferase gene (neo; Capecchi, M.R. (1989) Science 
244:1288-1292). The vector integrates into the corresponding region of the host genome by 
homologous recombination. Alternatively, homologous recombination takes place using the Cre-loxP 
system to knockout a gene of interest in a tissue- or developmental stage-specific manner (Marth, J .D. 
35 (1996) Clin. Invest. 97:1999-2002; Wagner, K.U. et al. (1997) Nucleic Acids Res. 25:4323-4330). 
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Transformed ES cells are identified and microinjected into mouse cell blastocysts such as those from 
the C57BL/6 mouse strain. The blastocysts are surgically transferred to pseudopregnant dams, and 
the resulting chimeric progeny are genotyped and bred to produce heterozygous or homozygous 
strains. Transgenic animals thus generated may be tested with potential therapeutic or toxic agents. 
5 The polynucleotides encoding SPTM may also be manipulated in vitro in ES cells derived from 

human blastocysts. Human ES cells have the potential to differentiate into at least eight separate cell 
lineages including endoderm, mesoderm, and ectodermal cell types. These cell lineages differentiate 
into, for example, neural cells, hematopoietic lineages, and cardiomyocytes (Thomson, J.A. et al. 
(1998) Science 282:1145-1147). 

io The polynucleotides encoding SPTM of the invention can also be used to create "knockin" 

humanized animals (pigs) or transgenic animals (mice or rats) to model human disease. With knockin 
technology, a region of sptm is injected into animal ES cells, and the injected sequence integrates into 
the animal cell genome. Transformed cells are injected into blastulae, and the blastulae are implanted 
as described above. Transgenic progeny or inbred lines are studied and treated with potential 

15 pharmaceutical agents to obtain information on treatment of a human disease. Alternatively, a 

mammal inbred to overexpress sptm, resulting, e.g., in the secretion of SPTM in its milk, may also 
serve as a convenient source of that protein (Janne, J. et al. (1998) Biotechnol. Annu. Rev. 4:55-74). 

Screenitip; Assays 

20 SPTM encoded by polynucleotides of the present invention may be used to screen for 

molecules that bind to or are bound by the encoded polypeptides. The binding of the polypeptide and 
the molecule may activate (agonist), increase, inhibit (antagonist), or decrease activity of the 
polypeptide or the bound molecule. Examples of such molecules include antibodies, oligonucleotides, 
proteins (e.g., receptors), or small molecules. 

25 Preferably, the molecule is closely related to the natural ligand of the polypeptide, e.g., a ligand 

or fragment thereof, a natural substrate, or a structural or functional mimetic. (See, Coligan et al, 
< 1991 ) Current Protocols in TmrnnnnWy 1(2): Chapter 5.) Similarly, the molecule can be closely 
related to the natural receptor to which the polypeptide binds, or to at least a fragment of the receptor, 
e.g., the active site. In either case, the molecule can be rationally designed using known techniques. 

3 o Preferably, the screening for these molecules involves producing appropriate cells which express the 
polypeptide, either as a secreted protein or on the cell membrane. Preferred cells include cells from 
mammals, yeast, Drosophila, or E. coli. Cells expressing the polypeptide or cell membrane fractions 
which contain the expressed polypeptide are then contacted with a test compound and binding, 
stimulation, or inhibition of activity of either the polypeptide or the molecule is analyzed. 

35 An assay may simply test binding of a candidate compound to the polypeptide, wherein binding 
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is detected by a fluorophore, radioisotope, enzyme conjugate, or other detectable label. Alternatively, 
the assay may assess binding in the presence of a labeled competitor. 

Additionally, the assay can be carried out using cell-free preparations, polypeptide/molecule 
affixed to a solid support, chemical libraries, or natural product mixtures. The assay may also simply 
5 comprise the steps of mixing a candidate compound with a solution containing a polypeptide, 

measuring polypeptide/molecule activity or binding, and comparing me polypeptide/molecule activity or 
binding to a standard. 

Preferably, an EIISA assay using, e.g., a monoclonal or polyclonal antibody, can measure 
polypeptide level in a sample. The antibody can measure polypeptide level by either binding, directly 
10 or indirectly, to me polypeptide or by competing with the polypeptide for a substrate. 

All of the above assays can be used in a diagnostic or prognostic context. The molecules 
discovered using these assays can be used to treat disease or to bring about a particular result in a 
patient (e.g., blood vessel growth) by activating or inhibiting the polypeptide/molecule. Moreover, the 
assays can discover agents which may inhibit or enhance the production of the polypeptide from 
15 suitably manipulated cells or tissues. 

Transcript Imap in p and Toxicoloeica l Testing 

Another embodiment relates to the use of sptm to develop a transcript image of a tissue or cell 
type. A transcript image represents me global pattern of gene expression by a particular tissue or cell 
20 type. Global gene expression patterns are analyzed by quantifying the number of expressed genes and 
their relative abundance under given conditions and at a given time. (See Seflhamer et aL, 
"Comparative Gene Transcript Analysis," U.S. Patent Number 5,840,484, expressly incorporated by 
reference herein.) Thus a transcript image may be generated by hybridizing the polynucleotides of Ihe 
present invention or their complements to the totality of transcripts or reverse transcripts of a 
25 particular tissue or cell type. In an embodiment, the hybridization takes place in high-throughput 
format, wherein Ihe polynucleotides of me present invention or their complements comprise a subset 
of a plurality of elements on a microarray. The resultant transcript image would provide a profile of 
gene activity pertaining to cell signaling. 

Transcript images which profile sptm expression maybe generated using transcripts isolated 
30 from tissues, cell lines, biopsies, or other biological samples. The transcript image may thus reflect 
sptm expression in vivo , as in the case of a tissue or biopsy sample, or injvitro, as in the case of a cell 
line. 

Transcript images which profile sptm expression may also be used in conjunction with invitro 
model systems and preclinical evaluation of pharmaceuticals, as well as lexicological testing of 
35 industrial and naturally-occurring environmental compounds. All compounds induce characteristic 
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gene expression patterns, frequently termed molecular fingerprints or toxicant signatures, which are 
indicative of mechanisms of action and toxicity (Nuwaysir, E. F. et al. (1999) Mol. Carcinog. 24:153- 
159; Steiner, S. and Anderson, N. L. (2000) Toxicol. Lett. 112-113:467-71, expressly incorporated by 
reference herein). If a test compound has a signature similar to that of a compound with known 
toxicity, it is likely to share those toxic properties. These fingerprints or signatures are most useful and 
refined when they contain expression information from a large number of genes and gene families. 
Ideally, a genome-wide measurement of expression provides the highest quality signature. Even 
genes whose expression is not altered by any tested compounds are important as well, as the levels of 
expression of these genes are used to normalize the rest of the expression data. The normalization 
procedure is useful for comparison of expression data after treatment with different compounds. 
While Ihe assignment of gene function to elements of a toxicant signature aids in interpretation of 
toxicity mechanisms, knowledge of gene function is not necessary for the statistical matehing of 
signatures which leads to prediction of toxicity. (See, for example, Press Release 00-02 from the 
National Institute of Environmental Health Sciences, released February 29, 2000, available at 
http://www.niehs.nih.gov/oc/news/toxchip.htm.) Therefore, it is important and desirable in 
lexicological screening using toxicant signatures to include all expressed gene sequences. 

In an embodiment, the toxicity of a test compound is assessed by treating a biological sample 
containing nucleic acids with the test compound. Nucleic acids that are expressed in the treated 
biological sample are hybridized with one or more probes specific to the polynucleotides of the present 
invention, so that transcript levels corresponding to the polynucleotides of the present invention maybe 
quantified. The transcript levels in the treated biological sample are compared with levels in an 
untreated biological sample. Differences in ihe transcript levels between the two samples are 
indicative of a toxic response caused by the test compound in the treated sample. 

Another particular embodiment relates to the use of SPTM encoded by polynucleotides of the 
present invention to analyze the proteome of a tissue or cell type. The term proteome refers to the 
global pattern of protein expression in a particular tissue or cell type. Each protein component of a 
proteome can be subjected individually to further analysis. Proteome expression patterns, or profiles, 
are analyzed by quantifying the number of expressed proteins and their relative abundance under 
given conditions and at a given time. A profile of a cell's proteome may thus be generated by 
separating and analyzing the polypeptides of a particular tissue or cell type. In one embodiment, the 
separation is achieved using two-dimensional gel electrophoresis, in which proteins from a sample are 
separated by isoelectric focusing in the first dimension, and then according to molecular weight by 
sodium dodecyl sulfate slab gel electrophoresis in the second dimension (Steiner and Anderson, 
supra). The proteins are visualized in the gel as discrete and uniquely positioned spots, typically by 
staining the gel with an agent such as Coomassie Blue or silver or fluorescent stains. The optical 
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density of each protein spot is generally proportional to the level of the protein in the sample. The 
optical densities of equivalently positioned protein spots from different samples, for example, from 
biological samples either treated or untreated with a test compound or therapeutic agent, are 
compared to identify any changes in protein spot density related to the treatment. The proteins in the 
spots are partially sequenced using, for example, standard methods employing chemical or enzymatic 
cleavage followed by mass spectrometry. The identity of Ihe protein in a spot may be determined by 
comparing its partial sequence, preferably of at least 5 contiguous amino acid residues, to the 
polypeptide sequences of the present invention. In some cases, further sequence data may be 
obtained for definitive protein identification. 

A proteomic profile may also be generated using antibodies specific for SPTM to quantify the 
levels of SPTM expression. In one embodiment, the antibodies are used as elements on a microarray, 
and protein expression levels are quantified by exposing the microarray to the sample and detecting 
the levels of protein bound to each array element (Lueking, A. et al. (1999) Anal. Biochem. 270:103- 
11; Mendoze, L. G. et al. (1999) Biotechniques 27:778-88). Detection may be performed by a variety 
of methods known in the art, for example, by reacting the proteins in the sample with a thiol- or amino- 
reactive fluorescent compound and detecting the amount of fluorescence bound at each array 
element. 

Toxicant signatures at the proteome level are also useful for toxicological screening, and 
should be analyzed in parallel with toxicant signatures at the transcript level. There is a poor 
correlation between transcript and protein abundances for some proteins in some tissues (Anderson, 
N. L. and Seilhamer, J. (1997) Electrophoresis 18:533-537), so proteome toxicant signatures maybe 
useful in the analysis of compounds which do not significantly affect the transcript image, but which 
alter the proteomic profile. In addition, the analysis of transcripts in body fluids is difficult, due to rapid 
degradation of mRNA, so proteomic profiling maybe more reliable and informative in such cases. 

In another embodiment, the toxicity of a test compound is assessed by treating a biological 
sample containing proteins with the test compound. Proteins that are expressed in the treated 
biological sample are separated so that the amount of each protein can be quantified. The amount of 
each protein is compared to the amount of the corresponding protein in an untreated biological sample. 
A difference in the amount of protein between the two samples is indicative of a toxic response to the 
test compound in the treated sample. Individual proteins are identified by sequencing the amino acid 
residues of the individual proteins and comparing these partial sequences to the SPTM encoded by 
polynucleotides of the present invention. 

In another embodiment, the toxicity of a test compound is assessed by treating a biological 
sample containing proteins with the test compound. Proteins from the biological sample are incubated 
with antibodies specific to the SPTM encoded by polynucleotides of the present invention. The 
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amount of protein recognized by the antibodies is quantified. The amount of protein in the treated 
biological sample is compared with the amount in an untreated biological sample. A difference in the 
amount of protein between the two samples is indicative of a toxic response to the test compound in 
the treated sample. 

Transcript images may be used to profile sptm expression in distinct tissue types. This 
process can be used to determine cell signaling activity in a particular tissue type relative to this 
activity in a different tissue type. Transcript images may be used to generate a profile of sptm 
expression characteristic of diseased tissue. Transcript images of tissues before and after treatment 
may be used for diagnostic purposes, to monitor the progression of disease, and to monitor the efficacy 
of drug treatments for diseases which affect cell signaling activity. 

Transcript images of cell lines can be used to assess cell signaling activity and/or to identify 
cell lines that lack or misregulate this activity. Such cell lines may then be treated with pharmaceutical 
agents, and a transcript image following treatment may indicate the efficacy of these agents in 
restoring desired levels of this activity. A similar approach maybe used to assess the toxicity of 
pharmaceutical agents as reflected by undesirable changes in cell signaling activity. Candidate 
pharmaceutical agents may be evaluated by comparing their associated transcript images with those of 
pharmaceutical agents of known effectiveness. 



Antisense Molecules 

The polynucleotides of the present invention are useful in antisense technology. Antisense 
technology or therapy relies on the modulation of expression of a target protein through the specific 
binding of an antisense sequence to a target sequence encoding the target protein or directing its 
expression. (See, e.g., Agrawal, S., ed. (1996) Antisense Therapeutics . Humana Press Inc., Totawa 
NJ; Alama, A. et al (1997) Pharmacol. Res. 36(3):171-178; Crooke, S.T. (1997) Adv. Pharmacol 
40:1-49; Sharma, H.W. and R. Narayanan (1995) Bioessays 17(12):1055-1063; and Lavrosky, Y. et 
al. (1997) Biochem. Mol. Med. 62(l):ll-22.) An antisense sequence is a polynucleotide sequence 
capable of specifically hybridizing to at least a portion of the target sequence. Antisense sequences 
bind to cellular mRNA and/or genomic DNA, affecting translation and/or transcription. Antisense 
sequences can be DNA, RNA, or nucleic acid mimics and analogs. (See, e.g., Rossi, J. J. et al. (1991) 
Antisense Res. Dev. l(3):285-288; Lee, R et al. (1998) Biochemistry 37(3):900-1010; Pardridge, 
W.M. et al. (1995) Proc. Natl. Acad. Sci. USA 92(12):5592-5596; and Nielsen, P. E. and Haaima, G. 
(1997) Chem. Soc. Rev. 96:73-78.) Typically, the binding which results in modulation of expression 
occurs through hybridization or binding of complementary base pairs. Antisense sequences can also 
bind to DNA duplexes through specific interactions in the major groove of the double helix. 

The polynucleotides of the present invention and fragments thereof can be used as antisense 

i 
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sequences to modify the expression of the polypeptide encoded by sptm. The antisense sequences 
can be produced ex vivo , such as by using any of the ABI nucleic acid synthesizer series (Applied 
Biosystems) or other automated systems known in the art. Antisense sequences can also be produced 
biologically, such as by transforming an appropriate host cell with an expression vector containing the 
sequence of interest. (See, e.g. , Agrawal, supra.) 

In therapeutic use, any gene delivery system suitable for introduction of the antisense 
sequences into appropriate target cells can be used. Antisense sequences can be delivered 
intracellularly in the form of an expression plasmid which, upon transcription, produces a sequence 
complementary to at least a portion of the cellular sequence encoding the target protein. (See, e.g., 
Slater, J.E., et al. (1998) J. Allergy Clin. Immunol. 102(3):469-475; and Scanlon, K.J., et al. (1995) 
9(13):1288-1296.) Antisense sequences can also be introduced intracellularly through the use of viral 
vectors, such as retrovirus and adeno-associated virus vectors. (See, e.g., Miller, A.D. (1990) Blood 
76:271; Ausubel, F.M. et aL (1995) Current Protoc ols in Molecular Biology, John Wiley & Sons, New 
York NY; Uckert, W. and W. Walther (1994) Pharmacol. Ther. 63(3)323-347.) Other gene delivery 
mechanisms include liposome-derived systems, artificial viral envelopes, and other systems known in 
the art (See, e.g., Rossi, JJ. (1995) Br. Med. Bull. 51(l):217-225; Boado, RJ. et al. (1998) J. Pharm. 
Sci. 87(11):1308-1315; and Morris, M.C. et al. (1997) Nucleic Acids Res. 25(14):2730-2736.) 

Expression 

In order to express a biologically active SPTM, the nucleotide sequences encoding SPTM or 
fragments thereof may be inserted into an appropriate expression vector, i.e., a vector which contains 
flie necessary elements for transcriptional and translational control of the inserted coding sequence in 
a suitable host. Methods which are well known to those skilled in the art may be used to construct 
expression vectors containing sequences encoding SPTM and appropriate transcriptional and 
translational control elements. These methods include in vitro recombinant DNA techniques, synthetic 
techniques, and in vivo genetic recombination. (See, e.g., Sambrook, supra, Chapters 4, 8, 16, and 17; 
and Ausubel, supra . Chapters 9, 10, 13, and 16.) 

A variety of expression vector/host systems may be utilized to contain and express sequences 
encoding SPTM. These include, but are not limited to, microorganisms such as bacteria transformed 
with recombinantbacteriophage, plasmid, or cosmid DNA expression vectors; yeast transformed with 
yeast expression vectors; insect cell systems infected with viral expression vectors (e.g., baculovirus); 
plant cell systems transformed with viral expression vectors (e.g., cauliflower mosaic virus, CaMV, or 
tobacco mosaic virus, TMV) or with bacterial expression vectors (e.g., Ti or pBR322 plasmids); or 
animal (mammalian) cell systems. (See, e.g., Sambrook, supra; Ausubel, 1995, supra, Van Heeke, G. 
and S.M. Schuster (1989) J. Biol. Chem. 264:5503-5509; Bitter, G.A. et al. (1987) Methods Enzymol. 
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153:516-544; Scorer, C.A. et al. (1994) Bio/Technology 12:181-184; Engelhard, E.K. et al. (1994) 
Proc. Natl. Acad. Sci. USA 91:3224-3227; Sandig, V. et al. (1996) Hum. Gene Ther. 7:1937-1945; 
Takamatsu, N. (1987) EMBO J. 6:307-311; Coruzzi, G. et aL (1984) EMBO J. 3:1671-1680; Broglie, 
R. et al. (1984) Science 224:838-843; Winter, J. et aL (1991) Results Probl. Cell Differ. 17:85-105; 
The McGraw Hill Yearbook of Science and Terhnol^y (1992) McGraw Hill, New York NY, pp. 
191-196; Logan, J. and T. Shenk (1984) Proc. Natl. Acad. Sci. USA 81:3655-3659; and Harrington, 
J J. et al (1997) Nat. Genet. 15:345-355.) Expression vectors derived from retroviruses, 
adenoviruses, or herpes or vaccinia viruses, or from various bacterial plasmids, maybe used for 
delivery of nucleotide sequences to the targeted organ, tissue, or cell population. (See, e.g., Di Nicola, 
M. et al. (1998) Cancer Gen. Ther. 5(6):350-356; Yu, M. et al., (1993) Proc. Natl. Acad. Sci. USA 
90(13):6340-6344; Buller, R.M. et al. (1985) Nature 317(6040):813-815; McGregor, D.P. et al. (1994) 
Mol. Immunol. 3 1(3):2 19-226; and Verma, I.M. and N. Somia (1997) Nature 389:239-242.) The 
invention is not limited by the host cell employed. 

For long term production of recombinant proteins in mammalian systems, stable expression of 
SPTM in cell lines is preferred. For example, sequences encoding SPTM can be transformed into cell 
lines using expression vectors which may contain viral origins of replication and/or endogenous 
expression elements and a selectable marker gene on me same or on a separate vector. Any number 
of selection systems may be used to recover transformed cell lines. (See, e.g., Wigler, M. et aL 
(1977) Cell 11:223-232; Lowy, I. et al. (1980) Cell 22:817-823.; Wigler, M. et al. (1980) Proc. Natl. 
Acad. Sci. USA 77:3567-3570; Colbere-Garapin, F. et al. (1981) J. Mol. Biol. 150:1-14; Hartman, S.C. 
and RCMulligan (1988) Proc. Natl Acad. Sci. USA 85:8047-8051; Rhodes, C.A. (1995) Methods 
MoL Biol. 55:121-131.) 

Therapeutic Uses of sp tm 

The polynucleotides encoding SPTM of the invention maybe used for somatic or germline 
gene therapy. Gene therapy may be performed to (i) correct a genetic deficiency (e.g., in the cases 
of severe combined immunodeficiency (SCID)-Xl disease characterized by X-linked inheritance 
(Cavazzana-Calvo, M. et aL (2000) Science 288:669-672), severe combined immunodeficiency 
syndrome associated with an inherited adenosine deaminase (ADA) deficiency (Blaese, R.M. et al. 
(1995) Science 270:475-480; Bordignon, C. et aL (1995) Science 270:470-475), cystic fibrosis (Zabner, 
J. et al. (1993) Cell 75:207-216; Crystal, R.G. et al. (1995) Hum. Gene Therapy 6:643-666; Crystal, 
RG. et al. (1995) Hum. Gene Therapy 6:667-703), thalassemias, familial hypercholesterolemia, and 
hemophilia resulting from Factor VHI or Factor DC deficiencies (Crystal, R.G. (1995) Science 
270:404-410; Verma, LM. and Somia, N. (1997) Nature 389:239-242)), (ii) express a conditionally 
lethal gene product (e.g., in the case of cancers which result from unregulated cell proliferation), or 
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OS) express a protein which affords protection against intracellular parasites (e.g., against human 
retroviruses, such as human immunodeficiency virus (fflV) (Baltimore, D. (1988) Nature 335:395- 
396; Poeschla, E. et al. (1996) Proc. Natl. Acad. Sci. USA. 93:11395-11399), hepatitis B or C virus 
(HBV, HCV); fungal parasites, such as Candida albicans and Paracorrinioides brasiliensis ; and 
5 protozoan parasites such as w~mnHhnn falciparum and Trypanosoma cruzi ). In ihe case where a 
genetic deficiency in sptm expression or regulation causes disease, the expression of sptm from an 
appropriate population of transduced cells may alleviate the clinical manifestations caused by Ihe 
genetic deficiency. 

m a further embodiment of the invention, diseases or disorders caused by deficiencies in sptm 
xo are treated by constructing mammalian expression vectors comprising sptm and introducing these 
vectors by mechanical means into sptm-deficient cells. Mechanical transfer technologies for use with 
cells invivo or ex vitro include (i) direct DNA microinjection into individual cells, (ii) ballistic gold 
particle delivery, (Hi) liposome-mediated transfection, (iv) receptor-mediated gene transfer, and (v) the 
use of DNA transposons (Morgan, R.A. and Anderson, W.F. (1993) Annu. Rev. Biochem. 62:191- 
15 217; Ivies, Z. (1997) Cell 91:501-510; Boulay, J-L. and Recipon, H. (1998) Curr. Opin. BiotechnoL 
9:445-450). 

Expression vectors mat may be effective for the expression of sptm include, but are not 
limited to, the PCDNA 3.1, EPITAG, PRCCMV2, PREP, PVAX vectors (Invitrogen, Carlsbad CA), 
PCMV-SCRIPT, PCMV-TAG, PEGSHZPERV (Stratagene, La Jolla CA), and PTET-OFF, 
2 o PTET-ON, PTRE2, PTRE2-LUC, PTK-HYG (Clontech, Palo Alto CA). The sptm of the invention 
may be expressed using (i) a constitutively active promoter, (e.g., from cytomegalovirus (CMV), Rous 
sarcoma virus (RSV), SV40 virus, thymidine kinase (TK), or P-actin genes), (ii) an inducible promoter 
(e.g., the tetracycline-regulated promoter (Gossen, M. and Bujard, H. (1992) Proc. Natl. Acad. Sci. 
U.S.A. 89:5547-5551; Gossen, M. et al., (1995) Science 268:1766-1769; Rossi, F.M.V. and Blau, 
25 KM. (1998) Curr. Opin. BiotechnoL 9:451-456), commercially available in the T-REX plasmid 
(Invitrogen); the ecdysone-induclble promoter (available in the plasmids PVGRXR and PIND; 
Invitrogen); the FK506/rapamycin inducible promoter; or the RU486/mifepristone inducible promoter 
(Rossi, F.M.V. and Blau, H.M. supra), or (iii) a tissue-specific promoter or the native promoter of the 
endogenous gene encoding SPTM from a normal individual 
30 Commercially available liposome transformation kits (e.g., the PERFECT LIPID 

TRANSFECTION KIT, available from Invitrogen) allow one with ordinary skill in the art to deliver 
polynucleotides to target cells in culture and require minimal effort to optimize experimental 
parameters. In the alternative, transformation is performed using the calcium phosphate method 
(Graham, FX. and Eb, A.J. (1973) Virology 52:456-467), or by electroporation (Neumann, E. et al. 
35 (1982) EMBO J. 1:841-845). The introduction of DNA to primary cells involves modification of these 
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standardized mammalian transfection protocols. 

in another embodiment of the invention, diseases or disorders caused by genetic defects with 
respect to sptm expression are treated by constructing a retrovirus vector consisting of (i) sptm under 
the control of an independent promoter or the retrovirus long terminal repeat (LTR) promoter (ii) 
5 appropriate RNA packaging signals, and (iii) a Rev-responsive element (RRE) along with additional 
retrovirus exacting RNA sequences and coding sequences required for efficient vector propagation 
Retrovirus vectors (e.g., PFB and PFBNEO) are commercially available (Stratagene) and are based 
on published data (Riviere, I. et al (1995) Proc. Natl. Acad. Sci. U.S.A. 92:6733-6737), incorporated 
by reference herein. The vector is propagated in an appropriate vector producing cell line (VPCL) 
io that expresses an envelope gene with a tropism for receptors on the target cells or a promiscuous 

envelope protein such as VSVg (Armentano, D. et al. (1987) J. Virol. 61:1647-1650; Bender M A et 
al. (1987) J. Virol. 61:1639-1646; Adam, M.A. and Miller, A.D. (1988) J. Virol. 62:3802-3806- Dull T 
et aL (1998) J. Virol. 72:8463-8471; Zufferey, R. et al. (1998) J. Virol. 72:9873-9880). U S Patent ' 
Number 5,910,434 to Rigg ("Method for obtaining retrovhms packaging cell lines producing high 
is transducing efficiency retroviral supernatant") discloses a method for obtaining retrovirus packaging 
cell hues and is hereby incorporated by reference. Propagation of retrovirus vectors, transduction of a 
population of cells (e.g., CD4* T-cells), and the return of transduced cells to a patient are procedures 
well known to persons skilled in the art of gene therapy and have been well documented (Ranga TJ et 
aL (1997) J. Virol. 71:7020-7029; Bauer, G. et al. (1997) Blood 89:2259-2267; Bonyhadi, M L (1997) 
20 J. Virol. 71:4707-4716; Ranga, U. et al. (1998) Proc. Natl. Acad. Sci. U.S.A. 95:1201-1206- Su L 
(1997) Blood 89:2283-2290). 

to the alternative, an adenovirus-based gene therapy delivery system is used to deliver sptm to 
cells which have one or more genetic abnormalities with respect to the expression of sptm The 
construction and packaging of adenovirus-based vectors are well known to those with ordinary skill in 
25 the art. Replication defective adenovirus vectors have proven to be versatile for importing genes 
encoding immunoregulatory proteins into intact islets in the pancreas (Csete, M.E. et al (1995) 
Transplantation 27:263-268). Potentially useful adenoviral vectors are described in U.S. Patent 
Number 5,707,618 to Armentano ("Adenovirus vectors for gene therapy"), herebv incoipo,^ 
reference. For adenoviral vectors, see also Antinozzi, P.A. et al. (1999) Annn. Rev. Nutr. 19-511-544 
30 and Verma, LM. and Somia, N. (1997) Nature 18:389:239-242, both incorporated by reference herein 
In another alternative, a herpes-based, gene therapy delivery system is used to deliver sptm to 
target cells whichhave one or more genetic abnormalities with respect to the expression of sptm. The 
nse of herpes simplex virus (HSV>based vectors maybe especially valuable for introducing sptm to 
cells of the central nervous system, for which HSV has a tropism. The construction and packaging of 
35 herpes-based vectors are weD known to those with ordinary skill in the art. A replication-competent 
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herpes simplex virus (HSV) type 1-based vector has been used to deliver a reporter gene to die eyes 
of primates (Liu, X. et al. (1999) Exp. Eye Res. 169:385-395). The construction of a HSV-1 virus 
vector has also been disclosed in detail in U.S. Patent Number 5 ,804,413 to DeLuca ("Herpes simplex 
virus strains for gene transfer"), which is hereby incorporated by reference. U.S. Patent Number 
5 5,804,413 teaches Ihe use of recombinant HSV d92 which consists of a genome containing at least 
one exogenous gene to be transferred to a cell under the control of the appropriate promoter for 
purposes including human gene therapy. Also taught by this patent are the construction and use of 
recombinant HSV strains deleted for ICP4, ICP27 and ICP22. For HSV vectors, see also Coins, W. 
F. et al. 1999 J. Virol. 73:519-532 and Xu, H et al., (1994) Dev. Biol. 163:152-161, hereby 
io incorporated by reference. The manipulation of cloned herpesvirus sequences, the generation of 

recombinant virus following the transfection of multiple plasmids containing different segments of the 
large herpesvirus genomes, the growth and propagation of herpesvirus, and the infection of cells with 
herpesvirus are techniques well known to those of ordinary skill in the art. 

In another alternative, an alphavirus (positive, single-stranded RNA virus) vector is used to 
15 deliver sptmto target cells. The biology of the prototypic alphavirus, Semliki Forest Virus (SFV),has 
been studied extensively and gene transfer vectors have been based on the SFV genome (Garoff, H. 
and li, K-J. (1998) Curr. Opin. Biotech. 9:464-469). During alphavirus RNA replication, a 
subgenomic RNA is generated that normally encodes the viral capsid proteins. This subgenomic RNA 
replicates to higher levels man the full-length genomic RNA, resulting in the overproduction of capsid 
20 proteins relative to the viral proteins with enzymatic activity (e.g., protease and polymerase). 

Similarly, inserting sptm into the alphavirus genome in place of the capsid-coding region results in the 
production of a large number of sptm RNAs and the synthesis of high levels of SPTM in vector 
transduced cells. While alphavirus infection is typically associated with cell lysis within a few days, 
the ability to establish a persistent infection in hamster normal kidney cells (BHK-21) with a variant of 
25 Sindbis virus (SIN) indicates that the lytic replication of alphaviruses canbe altered to suit the needs of 
the gene therapy application (Dryga, S. A. et al. (1997) Virology 228:74-83). The wide host range of 
alphaviruses wffl allow the introduction of sptm into a variety of cell types. The specific transduction 
of a subset of cells in a population may require the sorting of cells prior to transduction. The methods 
of manipulating infectious cDNA clones of alphaviruses, performing alphavirus cDNA and RNA 
30 transfections, and performing alphavirus infections, are well known to those with ordinary skill in the 
art. 



Antibodies 

Anti-SPTM antibodies may be used to analyze protein expression levels. Such antibodies 
include, but are not limited to, polyclonal, monoclonal, chimeric, single chain, and Fab fragments. For 
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descriptions of and protocols of antibody technologies, see, e.g., Pound J.D. (1998) Tm mm ^ Hl 
Protocols . Humana Press, Totowa, NJ. 

The amino acid sequence encoded by the sptm of the Sequence Listing maybe analyzed by 
appropriate software (e.g., LASERGENE NAVIGATOR software, DNASTAR) to determine 
regions of high immunogenicity. The optimal sequences for immunization are selected from the C- 
terminus, the N-terminus, and those intervening, hydrophilic regions of lie polypeptide which are likely 
to be exposed to the external environment when the polypeptide is in its natural conformation. 
Analysis used to select appropriate epitopes is also described by Ausubel (1997, supra, Chapter 1 1.7). 
Peptides used for antibody induction do not need to have biological activity; however, they should be 
antigenic. Peptides used to induce specific antibodies may have an amino acid sequence consisting of 
at least five amino acids, preferably at least 10 amino acids, and most preferably at least 15 amino 
acids. A peptide which mimics an antigenic fragment of the natural polypeptide maybe fused with 
another protein such as keyhole limpet hemocyanin (KLH; Sigma, St. Louis MO) for antibody 
production. A peptide encompassing ah antigenic region may be expressed from an sptm, synthesized 
as described above, or purified from human cells. 

Procedures well known in the art may be used for the production of antibodies. Various hosts 
including mice, goats, and rabbits, may be immunized by injection with a peptide. Depending on the 
host species, various adjuvants maybe used to increase immunological response. 

In one procedure, peptides about 15 residues in length may be synthesized using an ABI 43 1A 
peptide synthesizer (Applied Biosystems) using finoc-chemistry and coupled to KLH (Sigma) by 
reaction with M-malemndobenzoyl-N-hydroxysuccinimide ester (Ausubel, 1995, supra). Rabbits are 
immunized with the peptide-KLH complex in complete Freund's adjuvant The resulting antisera are 
tested for antipeptide activity by binding the peptide to plastic, blocking with 1% bovine serum albumin 
(BSA), reacting with rabbit antisera, washing, and reacting with radioiodinated goat anti-rabbit IgG. 
Antisera with antipeptide activity are tested for anti-SPTM activity using protocols well known in the 
art, including ELISA, radioimmunoassay (RIA), and immunoblotting. 

In another procedure, isolated and purified peptide may be used to immunize mice (about 100 
fig of peptide) or rabbits (about 1 mg of peptide). Subsequently, the peptide is radioiodinated and used 
to screen the immunized animals ' B-lymphocytes for production of antipeptide antibodies. Positive 
cells are then used to produce hybridomas using standard techniques. About 20 mg of peptide is 
sufficient for labeling and screening several thousand clones. Hybridomas of interest are detected by 
screening with radioiodinated peptide to identify those fusions producing peptide-specific monoclonal 
antibody. In a typical protocol, wells of a multi-well plate (FAST, Becton-Dickinson, Palo Alto, CA) 
are coated with affinity-purified, specific rabbit-anti-mouse (or suitable anti-species IgG) antibodies at 
10 mg/ml. The coated wells are blocked with 1% BSA and washed and exposed to supernatants from 
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hybridomas. After incubation, the wells are exposed to radiolabeled peptide at 1 mg/ml. 

Clones producing antibodies bind a quantity of labeled peptide that is detectable above 
background. Such clones are expanded and subjected to 2 cycles of cloning. Cloned hybridomas are 
injected into pristane-treated mice to produce ascites, and monoclonal antibody is purified from the 
5 ascitic fluid by affinity chromatography on protein A (Amersham Pharmacia Biotech). Several 

procedures for liie production of monoclonal antibodies, including inyhro production, are described in 
Pound (supra). Monoclonal antibodies with antipeptide activity are tested for anti-SPTM activity using 
protocols well known in the art, including ELISA, RIA, and immunoblotting. 

Antibody fragments containing specific binding sites for an epitope may also be generated. 
io For example, such fragments include, but are not limited to, the F(ab^2 fragments produced by pepsin 
digestion of the antibody molecule, and Ihe Fab fragments generated by reducing the disulfide bridges 
of the F(ab02 fragments. Alternatively, construction of Fab expression libraries in filamentous 
bacteriophage allows rapid and easy identification of monoclonal fragments with desired specificity 
(Pound, supra, Chaps. 45-47). Antibodies generated against polypeptide encoded by sptm can be used 
is to purify and characterize full-length SPTM protein and its activity, binding partners, etc. 

Assa ys Using Antibodies 

Anti-SPTM antibodies may be used in assays to quantify the amount of SPTM found in a 
particular human cell. Such assays include melhods utilizing the antibody and a label to detect 
20 expressionlevelundernormalordiseaseconditions. Thepeptides and antibodies of Ihe invention may 
be used with or without modification or labeled by joining them, either covalenfly or noncovalently, 

with a reporter molecule. 

Protocols for detecting and measuring protein expression using either polyclonal or monoclonal 
antibodies are well known in the art. Examples include ELISA, RIA, and fluorescent activated cell 
25 sorting (FACS). Such immunoassays typically involve Ihe formation of complexes between 1he SPTM 
and its specific antibody and the measurement of such complexes. These and other assays are 

described in Pound ("supra) . 

Without further elaboration, it is believed that one skilled in the art can, using the preceding 
description, utilize the present invention to its fullest extent. The following embodiments are, therefore, 
30 to be construed as merely illustrative, and not limitative of the remainder of the disclosure in any way 
whatsoever. 

Without further elaboration, it is believed mat one skilled in the art can, using the preceding 
description, utilize the present invention to its fullest extent The following embodiments are, therefore, 
to be construed as merely illustrative, and not limitative of the remainder of the disclosure in any way 
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The disclosures of all patents, applications, and publications mentioned above and below, 
including U.S. Application Ser. No. 60/280,067, U.S. Application Sex. No. 60/280,068, U.S. 
Application Ser. No.60/291,280, U.S. Application Ser. No. 60/291,849, U.S. Application Ser. No. 
60/291,829, US. Application Ser. No. 60/299,428, US. Application Ser. No. 60/300,001, and U.S. 
Application Ser. No. 60/299,776, are hereby expressly incorporated by reference herein. 

EXAMPLES 

I- Construction of cDNA Libraries 

RNA was purchased from CLONTECH Laboratories, Inc. (Palo Alto CA) or isolated from 
various tissues. Some tissues were homogenized and lysed in guanidinium isothiocyanate, while others 
were homogenized and lysed in phenol or in a suitable mixture of denaturants, such as TRKOL (Life 
Technologies), a monophasic solution of phenol and guanidine isomiocyanate. The resulting lysates 
were centrifoged over CsCl cushions or extracted with chloroform. RNA was precipitated with either 
isopropanol or sodium acetate and ethanol, or by other routine methods. 

Phenol extraction and precipitation of RNA were repeated as necessary to increase RNA 
purity. In most cases, RNA was treated with DNase. For most libraries, poly(A+) RNA was isolated 
using oligo d(T)-coupled paramagnetic particles (Promega Corporation (Promega), Madison WT), 
OLIGOTEX latex particles (QIAGEN, Inc. (QIAGEN), Valencia CA), or an OLIGOTEX mRNA 
purification kit (QIAGEN). Alternatively, RNA was isolated directly from tissue lysates using other 
RNA isolation kits, e.g., the POLY(A)PURE mRNA purification kit (Ambion, Inc., Austin TX). 

In some cases, Stratagene was provided with RNA and constructed the corresponding cDNA 
libraries. Otherwise, cDNA was synthesized and cDNA libraries were constructed with the 
UNIZAP vector system (Stratagene Cloning Systems, Inc. (Stratagene), La Jolla CA) or 
SUPERSCRIPT plasmid system (Life Technologies), using the recommended procedures or similar 
methods known in the art. (See, e.g., Ausubel, 1997, supra, Chapters 5.1 through 6.6.) Reverse 
transcription was initiated using oligo d(T) or random primers. Synthetic oligonucleotide adapters 
were ligated to double stranded cDNA, and the cDNA was digested with the appropriate restriction 
enzyme or enzymes. For most libraries, the cDNA was size-selected (300-1000 bp) using 
SEPHACRYL S1000, SEPHAROSE CL2B, or SEPHAROSE CL4B column chromatography 
(Amersham Pharmacia Biotech) or preparative agarose gel electrophoresis. cDNAs were ligated into 
compatible restriction enzyme sites of the polylinker of a suitable plasmid, e.g., PBLUESCRIPr 
plasmid (Stratagene), PSPORT1 plasmid (Life Technologies), PCDNA2.1 plasmid (Invitrogen, 
Carlsbad CA), PBK-CMV plasmid (Stratagene), PCR2-TOPOTA plasmid (Invitrogen), PCMV-ICIS 
plasmid (Stratagene), pIGEN (Incyte Genomics, Palo Alto CA), pRARE (Incyte Genomics), or 
pINCY (Incyte Genomics), or derivatives thereof. Recombinant plasmids were transformed into 
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competent Ecoli cells including XLl-Blue, XLl-BlueMRF, or SOLR from Stratagene or DH5a, 
DH10B, or ElectroMAX DH10B from Life Technologies. 

n. Isolation of cDNA Clones 

5 Plasmids were recovered from host cells by in vivo excision using the UNKAP vector system 

(Stratagene) or by cell lysis. Plasmids were purified using at least one of me following: me Magic or 
WIZARD Minipreps DNA purification system (Promega); the AGTC Miniprep purification kit (Edge 
BioSystems, Gaithersburg MD); and the QIAWELL 8, QIAWELL 8 Plus, and QIAWELL 8 Ultra 
plasmid purification systems or me R.E.A.L. PREP 96 plasmid purification kit (QIAGEN). Following 

10 precipitation, plasmids were resuspended in 0.1 ml of distilled water and stored, with or without 
lyophilization, at4°C. 

Alternatively, plasmid DNA was amplified from host cell lysates using direct link PCR in a 
high-throughput format. (Rao, V.B. (1994) AnaL Biochenx 216:1-14.) Host cell lysis and mermal 
cycling steps were carried out in a single reaction mixture. Samples were processed and stored in 
15 384-well plates, and the concentration of amplified plasmid DNA was quantified fluorometrically using 
PICOGREEN dye (Molecular Probes, Inc. (Molecular Probes), Eugene OR) and a FLUOROSKAN 
H fluorescence scanner (Labsystems Oy, Helsinki, Finland). 

HI. Sequencing and Analysis 

cDNA sequencing reactions were processed using standard methods or high-throughput 
instrumentation such as me ABI CATALYST 800 thermal cycler (Applied Biosystems) or the PTC- 
200 thermal cycler (MJ Research) in conjunction with the HYDRA microdispenser (Robbins 
Scientific Corp., Sunnyvale CA) or the MICROLAB 2200 liquid transfer system (Hamilton). cDNA 
sequencing reactions were prepared using reagents provided by Amersham Pharmacia Biotech or 
supplied in ABI sequencing kits such as the ABI PRISM BIGDYE Terminator cycle sequencing 
ready reaction kit (Applied Biosystems). Electrophoretic separation of cDNA sequencing reactions 
and detection of labeled polynucleotides were carried out using the MEGABACE 1000 DNA 
sequencing system (Molecular Dynamics); the ABI PRISM 373 or 377 sequencing system (Applied 
Biosystems) in conjunction with standard ABI protocols and base calling software; or other sequence 
analysis systems known in the art. Reading frames within Hie cDNA sequences were identified using 
standard methods (reviewed in Ausubel, 1997, supra, Chapter 7.7). Some of the cDNA sequences 
were selected for extension using the techniques disclosed in Example VIII. 

IV. Assembly and Analysis of Sequences 

Component sequences from chromatograms were subject to PHRED analysis and assigned a 
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quality score. The sequences having at least a required quality score were subject to various pre- 
processing editing pathways to eliminate, e.g., low quality 3 ' ends, vector and linker sequences, polyA 
tails, Alu repeats, mitochondrial and ribosomal sequences, bacterial contamination sequences, and 
sequences smaller than 50 base pairs. In particular, low-information sequences and repetitive 
elements (e.g., dinucleotide repeats, Alu repeats, etc.) were replaced by "n's", or masked, to prevent 
spurious matches. 

Processed sequences were then subject to assembly procedures in which the sequences were 
assigned to gene bins (bins). Each sequence could only belong to one bin. Sequences in each gene 
bin were assembled to produce consensus sequences (templates). Subsequent new sequences were 
added to existing bins using BLASTN (v. 1.4 WashU) and CROSSMATCH. Candidate pairs were 
identified as all BLAST bits having a quality score greater than or equal to 150. Alignments of at least 
82% local identity were accepted into the bin. The component sequences from each bin were 
assembled using a version of PHRAP. Bins with several overlapping component sequences were 
assembled using DEEP PHRAP. The orientation (sense or antisense) of each assembled template 
was determined based on the number and orientation of its component sequences. Template 
sequences as disclosed in the sequence listing correspond to sense strand sequences (the "forward- 
reading frames), to the best determination. The complementary (antisense) strands are inherently 
disclosed herein. The component sequences which were used to assemble each template consensus 
sequence are listed in Table 3 by their positions along the template nucleotide sequences. 

Bins were compared against each other and those having local similarity of at least 82% were 
combined and reassembled. Reassembled bins having templates of insufficient overlap (less than 95% 
local identity) were re-split Assembled templates were also subject to analysis by 
STTTCHER/EXON MAPPER algorithms which analyze the probabilities of the presence of splice 
variants, alternatively spliced exons, splice junctions, differential expression of alternative spliced 
genes across tissue types or disease states, etc. These resulting bins were subject to several rounds 
of the above assembly procedures. 

Once gene bins were generated based upon sequence alignments, bins were clone joined 
based upon clone information. If the 5' sequence of one clone was present in one bin and the 3' 
sequence from the same clone was present in a different bin, it was likely that the two bins actually 
belonged together in a single bin. The resulting combined bins underwent assembly procedures to 
regenerate the consensus sequences. 

The final assembled templates were subsequently annotated using the following procedure. 
Template sequences were analyzed using BLASTN (v2.0, NCBI) versus gbpri (GenBank version 
128). 'Hits" were defined as an exact match having from 95% local identity over 200 base pairs 
through 100% local identity over 100 base pairs, or a homolog match having an E-value, i.e. a 
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probability score, of <1 x 10" 8 . The hits were subject to frameshift FASTx versus GENPEPT 
(GenBank version 128). (See Table 6). In this analysis, a homolog match was defined as having an 
E-value of <1 x 10" 8 . The assembly method used above was described in "System and Methods for 
Analyzing Biomolecular Sequences," U.S.S.N. 09/276,534, filed March 25, 1999, and flie LTFESEQ 
Gold user manual (Incyte) both incorporated by reference herein. 

Following assembly, template sequences were subjected to motif, BLAST, and functional 
analyses, and categorized in protein hierarchies using methods described in, e.g., "Database System 
Employing Protein Function Hierarchies for Viewing Biomolecular Sequence Data," U.S. Patent 
Number 6,023,659; "Relational Database for Storing Biomolecule Information," U.S.S.N. 08/947,845, 
filed October 9, 1997; "Project-Based Full-Length Biomolecular Sequence Database," U.S. Patent 
Number 5,953,727; and "Relational Database and System for Storing Information Relating to 
Biomolecular Sequences," U.S.S.N. 09/034,807, filed March 4, 1998, all of which are incorporated by 
reference herein. 

The template sequences were further analyzed by translating each template in all three 
forward reading frames and searching each translation against the Pfam database of hidden Markov 
model-based protein families and domains using the HMMER software package (available to the 
public from Washington University School of Medicine, St Louis MO). (See also World Wide Web 
site http://pfam. wusti.edu/ for detailed descriptions of Pfam protein domains and families.) 

Additionally, the template sequences were translated in all three forward reading frames, and 
each translation was searched against hidden Markov models for signal peptides using the HMMER 
software package. Construction of hidden Markov models and Iheir usage in sequence analysis has 
been described. (See, for example, Eddy, S.R (1996) Curr. Opin. Str. Biol. 6:361-365.) Only those 
signal peptide hits with a cutoff score of 1 1 bits or greater are reported. A cutoff score of 1 1 bits or 
greater corresponds to at least about 91-94% true-positives in signal peptide prediction. Template 
sequences were also translated in all three forward reading frames, and each translation was 
searched against TMHMMER, a program that uses a hidden Markov model (HMM) to delineate 
transmembrane segments on protein sequences and determine orientation (Sonnhammer, E.L. et al. 
(1998) Proc. Sixth Intl. Conf. On Intelligent Systems for Mol. Biol., Glasgow et al., eds., The Am. 
Assoc. for Artificial Intelligence (AAAI) Press, Menlo Park, CA, and MIT Press, Cambridge, MA, 
pp. 175-182.) Regions of templates which, when translated, contain similarity to signal peptide or 
transmembrane consensus sequences are reported in Table 2. 

Template sequences are further analyzed using the bioinformatics tools listed in Table 6, or 
using sequence analysis software known in the art such as MACDNASIS PRO software (Hitachi 
Software Engineering, South San Francisco CA) and LASERGENE software (DNASTAR). 
Template sequences maybe further queried against public databases such as the GenBank rodent, 

53 



02083876A2_I.> 



WO 02/083876 PCT/US02/09921 
mammalian, vertebrate, prokaryote, and eukaryote databases. 

The template sequences were translated to derive the corresponding longest open reading 
frame as presented by the polypeptide sequences as reported in Table 5. Alternatively, a polypeptide 
of the invention may begin at any of the methionine residues within the full length translated 
5 polypeptide. Polypeptide sequences were subsequently analyzed by querying against the GenBank 
protein database (GENPEPT, (GenBank version 128)). Full length polynucleotide sequences are also 
analyzed using MACDNASIS PRO software (Hitachi Software Engineering, South San Francisco 
CA) and LASERGENE software (DNASTAR). Polynucleotide and polypeptide sequence alignments 
are generated using default parameters specified by the CLUSTAL algorithm as incorporated into the 
10 MEGALIGN multisequence alignment program (DNASTAR), which also calculates the percent 
identity between aligned sequences. 

Table 5 shows sequences with homology to the polypeptides of the invention as identified by 
BLAST analysis against the GenBank protein (GENPEPT) database. Column 1 shows the 
polypeptide sequence identification number (SEQ ID NO:) for the polypeptide segments of the 
is invention. Column 2 shows the reading frame used in the translation of the polynucleotide sequences 
encoding the polypeptide segments. Column 3 shows the length of the translated polypeptide 
segments. Columns 4 and 5 show the start and stop nucleotide positions of the polynucleotide 
sequences encoding the polypeptide segments. Column 6 shows the GenBank identification number 
(GI Number) of the nearest GenBank homolog. Column 7 shows the probability score for the match 
20 between each polypeptide and its GenBank homolog. Column 8 shows the annotation of the GenBank 
homolog. 

V. Analysis of Polynucleotide Expression 

Northern analysis is a laboratory technique used to detect the presence of a transcript of a 
25 gene and involves me hybridization of a labeled nucleotide sequence to a membrane on which RNAs 
from a particular cell type or tissue have been bound. (See, e.g., Sambrook, supra , ch. 7; Ausubel, 
1995, supra , ch. 4 and 16.) 

Analogous computer techniques applying BLAST were used to search for identical or related 
molecules in cDNA databases such as GenBank or LEFESEQ (Incyte Genomics). This analysis is 
30 much faster than multiple membrane-based hybridizations. In addition, the sensitivity of the computer 
search can be modified to determine whether any particular match is categorized as exact or similar. 
The basis of the search is the product score, which is defined as: 
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BLAST Score x Percent Identity 



5 x minimum {leng1h(Seq. 1), leng1h(Seq. 2)} 

! 

Hie product score takes into account both the degree of similarity between two sequences and the 
length of the sequence match. The product score is a normalized value between 0 and 100, and is 
calculated as follows: flie BLAST score is multiplied by the percent nucleotide identity and the 
product is divided by (5 times the lengtia of the shorter of the two sequences). The BLAST score is 
calculated by assigning a score of +5 for every base that matches in a high-scoring segment pair 
(HSP), and -4 for every mismatch. Two sequences may share more than one HSP (separated by 
gaps).' If there is more than one HSP, then the pair with the highest BLAST score is used to calculate 
the product score. The product score represents a balance between fractional overlap and quality in a 
BLAST alignment For example, a product score of 100 is produced only for 100% identity over the 
entire length of ihe shorter of the two sequences being compared. A product score of 70 is produced 
either by 100% identity and 70% overlap at one end, or by 88% identity and 100% overlap at the 
other. A product score of 50 is produced either by 100% identity and 50% overlap at one end, or 79% 

identity and 100% overlap. 

Alternatively, polynucleotide sequences encoding SPTM are analyzed with respect to the 
tissue sources from which mey were derived. Polynucleotide sequences encoding SPTM were 
assembled, at least in part, with overlapping Incyte cDNA sequences. Each cDNA sequence is 
derived from a cDNA library constructed from a human tissue. Each human tissue is classified into 
one of the following organ/tissue categories: cardiovascular system; connective tissue; digestive 
system; embryonic structures; endocrine system; exocrine glands; genitalia, female; genitalia, male; 
germ cells; hemic and immune system; liver; musculoskeletal system; nervous system; pancreas; 
respiratory system; sense organs; skin; stomatognathic system; unclassified/mixed; or urinary tract. 
The number of libraries in each category for each polynucleotide sequence encoding SPTM is counted 
and divided by the total number of libraries across all categories for each polynucleotide sequence 
encoding SPTM. Similarly, each human tissue is classified into one of the following disease/condition 
categories: cancer, cell line, developmental, inflammation, neurological, trauma, cardiovascular, pooled, 
and omer, and the number of libraries in each category for each polynucleotide sequence encoding 
SPTM is counted and divided by me total number of libraries across all categories for each 
polynucleotide sequence encoding SPTM. The resulting percentages reflect the tissue-specific and 
disease-specific expression of cDNA encoding SPTM. Percentage values of tissue-specific 
expression are reported in. cDNA sequences and cDNA library/tissue information are found in the 
LEFESEQ GOLD database (Incyte Genomics, Palo Alto CA). 
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VI. Tissue Distribution Profiling 

A tissue distribution profile is determined for each template by compiling the cDNA library 
tissue classifications of its component cDNA sequences. Each component sequence, is derived from 
a cDNA library constructed from a human tissue. Each human tissue is classified into one of the 
following categories: cardiovascular system; connective tissue; digestive system; embryonic 
structures; endocrine system; exocrine glands; genitalia, female; genitalia, male; germ cells; hemic and 
immune system; liver; musculoskeletal system; nervous system; pancreas; respiratory system; sense 
organs; skin; stomatognathic system; unclasstf ed/mixed; or urinary tract. Template sequences, 
component sequences, and cDNA library/tissue information are found in the LEFESEQ GOLD 
database (Incyte Genomics, Palo Alto CA). 

shows the tissue distribution profile for (he templates of the invention. For each template, the 
three most frequently observed tissue categories are shown in column 2, along with the percentage of 
component sequences belonging to each category. Only tissue categories with percentage values of 
* 10% are shown. A tissue distribution of < -widely distributed" in column 2 indicates percentage values 
of <10% in all tissue categories. 

VII. Transcript Image Analysis 

Transcript images are generated as described in Seilhamer et aL, "Comparative Gene 
Transcript Analysis," U.S. Patent Number 5,840,484, incorporated herein by reference. 

VIII. Extension of Polynucleotide Sequences and Isolation of a Full-length cDNA 

Oligonucleotide primers designed using an sptm of the Sequence Listing are used to extend 
the nucleic acid sequence. One primer is synthesized to initiate 5' extension of the template, and the 
other primer, to initiate 3' extension of the template. The initial primers maybe designed using OLIGO 
4.06 software (National Biosciences, Inc. (National Biosciences), Plymouth MN), or another 
appropriate program, to be about 22 to 30 nucleotides in length, to have a GC content of about 50% or 
more, and to anneal to the target sequence at temperatures of about 68 °C to about 72 °C. Any 
stretch of nucleotides which would result in hairpin structures and primer-primer dimerizations are 
avoided. Selected human cDNA libraries are used to extend the sequence. If more than one 
extension is necessary or desired, additional or nested sets of primers are designed. 

High fidelity amplification is obtained by PCR using methods well known in the art. PCR is 
performed in 96-well plates using the PTC-200 thermal cycler (MJ Research). The reaction mix 
contains DNA template, 200 nmol of each primer, reaction buffer containing Mg 2 *, (NIL) 2 S0 4 , and fi- 
mercaptoethanol, Taq DNA polymerase (Amersham Pharmacia Biotech), ELONGASE enzyme (Life 
Technologies), and Pm DNA polymerase (Stratagene), with the following parameters for primer pair 
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PCI A and PCI B: Step 1: 94°C, 3 min; Step 2: 94°C, 15 sec; Step 3: 60°C, 1 min; Step 4: 68°C, 2 
min; Step 5: Steps 2, 3, and 4 repeated 20 times; Step 6: 68°C, 5 min; Step 7: storage at 4°C. In the 
alternative, the parameters for primer pair T7 and SK+ are as follows: Step 1 : 94°C, 3 min; Step 2: 
94 °C, 15 sec; Step 3: 57°C, 1 min; Step 4: 68°C, 2 min; Step 5: Steps 2, 3, and 4 repeated 20 times; 
5 Step 6: 68°C, 5 min; Step 7: storage at 4°C. 

The concentration of DNA in each well is determined by dispensing 100 pi PICOGREEN 
quantitation reagent (0.25% (v/v); Molecular Probes) dissolved in IX Tris-EDTA (TE) and 0.5 /il of 
undiluted PCR product into each well of an opaque fluorimeter plate (Corning Incorporated (Corning), 
Corning NY), allowing the DNA to bind to the reagent. The plate is scanned in a FLUOROSKAN H 
io (Labsystems Oy) to measure the fluorescence of the sample and to quantify the concentration of 

DNA. A 5 jul to 10 Ml aliquot of the reaction mixture is analyzed by electrophoresis on a 1 % agarose 
mini-gel to determine which reactions are successful in extending the sequence. 

The extended nucleotides are desalted and concentrated, transferred to 384-well plates, 
digested with CviJI cholera virus endonuclease (Molecular Biology Research, Madison WI), and 
is sonicated or sheared prior to religation into pUC 18 vector (Amersham Pharmacia Biotech). For 
shotgun sequencing, the digested nucleotides are separated on low concentration (0.6 to 0.8%) 
agarose gels, fragments are excised, and agar digested with AGAR ACE (Promega). Extended 
clones are religated using T4 ligase (New England Biolabs, Inc., Beverly MA) into pUC 18 vector 
(Amersham Pharmacia Biotech), treated with Pfu DNA polymerase (Stratagene) to fill-in restriction 
20 site overhangs, and transfected into competent E. coli cells. Transformed cells are selected on 

antihiotic-containing media, individual colonies are picked and cultured overnight at 37 °C in 384-well 
plates in LB/2x carbenicillin liquid media. 

The cells are lysed, and DNA is amplified by PCR using Taq DNA polymerase (Amersham 
Pharmacia Biotech) and Pfu DNA polymerase (Stratagene) with the following parameters: Step 1: 
25 94°C, 3 min; Step 2: 94°C, 15 sec; Step 3: 60°C, 1 min; Step 4: 72°C, 2 min; Step 5: steps 2, 3, and 4 
repeated 29 times; Step 6: 72°C, 5 min; Step 7: storage at 4°C. DNA is quantified by PICOGREEN 
reagent (Molecular Probes) as described above. Samples with low DNA recoveries are reamplified 
using the same conditions as described above. Samples are diluted with 20% dimethysulfoxide (1:2, 
v/v), and sequenced using DYENAMIC energy transfer sequencing primers and the DYENAMIC 
30 DIRECT kit (Amersham Pharmacia Biotech) or the ABI PRISM BIGDYE Terminator cycle 
sequencing ready reaction kit (Applied Biosystems). 

In like manner, the sptm is used to obtain regulatory sequences (promoters, introns, and 
enhancers) using the procedure above, oligonucleotides designed for such extension, and an 
appropriate genomic library. 
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EX. Labeling of Probes and Southern Hybridization Analyses 

Hybridization probes derived from the sptm of the Sequence Listing are employed for 
screening cDNAs, mRNAs, or genomic DNA. The labeling of probe nucleotides between 100 and 
1000 nucleotides in length is specifically described, but essentially the same procedure may be used 
with larger cDNA fragments. Probe sequences are labeled at room temperature for 30 minutes using 
a T4 polynucleotide kinase, v^P-ATP, and 0.5X One-Phor-All Plus (Amersham Pharmacia Biotech) 
buffer and purified using a ProbeQuant G-50 Microcolumn (Amersham Pharmacia Biotech). The 
probe mixture is diluted to 10' dpm/Mg/ml hybridization buffer and used in a typical membrane-based 
hybridization analysis. 

The DNA is digested with a restriction endonuclease such as Eco RV and is electrophoresed 
through a 0.7% agarose gel. The DNA fragments are transferred from the agarose to nylon 
membrane (NYTRAN Plus, Schleicher & Schuell, Inc., Keene NH) using procedures specified by the 
manufacturer of the membrane. Prehybridization is carried out for three or more hours at 68 °C, and 
hybridization is carried out overnight at 68 °C. To remove non-specific signals, blots are sequentially 
washed at room temperature under increasingly stringent conditions, up to O.lx saline sodium citrate 
(SSC) and 0.5% sodium dodecyl sulfate. After the blots are placed in a PHOSPHORIMAGER 
cassette (Molecular Dynamics) or are exposed to autoradiography film, hybridization patterns of 
standard and experimental lanes are compared. Essentially the same procedure is employed when 
screening RNA. 

X. Chromosome Mapping of sptm 

The cDNA sequences which were used to assemble SEQ ID NO:l-567 are compared with 
sequences from the Incyte LIFESEQ database and public domain databases using BLAST and other 
implementations of the Smith-Waterman algorithm. Sequences from these databases that match SEQ 
ID NO:l-567 are assembled into clusters of contiguous and overlapping sequences using assembly 
algorithms such as PHRAP (Table 6). Radiation hybrid and genetic mapping data available from 
public resources such as the Stanford Human Genome Center (SHGC), Whitehead Institute for 
Genome Research (WIGR), and Genethon are used to determine if any of the clustered sequences 
have been previously mapped. Inclusion of a mapped sequence in a cluster will result in the 
assignment of all sequences of that cluster, including its particular SEQ ID NO:, to that map location. 
The genetic map locations of SEQ ID NO:l-567 are described as ranges, or intervals, of human 
chromosomes. The map position of an interval, in centiMorgans, is measured relative to the terminus 
of the chromosome's p-arm. (The centiMorgan (cM) is a unit of measurement based on 
recombination frequencies between chromosomal markers. On average, 1 cM is roughly equivalent to 
1 megabase (Mb) of DNA in humans, although this can vary widely due to hot and cold spots of 
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recombination.) The cM distances are based on genetic markers mapped by Genethon which provide 
boundaries for radiation hybrid markers whose sequences were included in each of the clusters. 



XI. Microarray Analysis 

5 Probe Preparation from Tissue or Cell Samples 

Total RNA is isolated from tissue samples using the guanidinium fhiocyanate method and 
polyA + RNA is purified using die oligo (dT) cellulose method. Each polyA + RNA sample is reverse 
transcribed using MMLV reverse-transcriptase, 0.05 pg/fil oligo-dT primer (21mer), IX first strand 
buffer, 0.03 units/ M l RNase inhibitor, 500 fiM dATP, 500 juM dGTP, 500 dTTP, 40 /xM dCTP, 40 
io HU dCTP-Cy3 (BDS) or dCTP-Cy5 (Amersham Pharmacia Biotech). The reverse transcription 
reaction is performed in a 25 ml volume containing 200 ng polyA + RNA with GEMBRIGHT kits 
(Incyte). Specific control polyA + RNAs are synthesized by in vitro transcription from non-coding 
yeast genomic DNA (W. Lei, unpublished). As quantitative controls, the control mRNAs at 0.002 ng, 
0.02 ng, 0.2 ng, and 2 ng are diluted into reverse transcription reaction at ratios of 1:100,000, 1:10,000, 
is 1:1000, 1:100 (w/w) to sample mRNA respectively. The control mRNAs are diluted into reverse 
transcription reaction at ratios of 1:3, 3:1, 1:10, 10:1, 1:25, 25:1 (w/w) to sample mRNA differential 
expression patterns. After incubation at 37° C for 2 hr, each reaction sample (one with Cy3 and 
another wilh Cy5 labeling) is treated with 2.5 ml of 0.5M sodium hydroxide and incubated for 20 
minutes at 85° C to the stop the reaction and degrade the RNA. Probes are purified using two 
20 successive CHROMA SPIN 30 gel nitration spin columns (CLONTECH Laboratories, Inc. 

(CLONTECH), Palo Alto CA) and after combining, both reaction samples are efhanol precipitated 
using 1 ml of glycogen (1 mg/ml), 60 ml sodium acetate, and 300 ml of 100% ethanol. The probe is 
then dried to completion using a SpeedVAC (Savant Instruments Inc., Holbrook NY) and resuspended 
in 14 ill 5X SSC/0.2% SDS. 
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Microarrav Preparation 

Sequences of the present invention are used to generate array elements. Each array element 
is amplified from bacterial cells containing vectors with cloned cDNA inserts. PCR amplification uses 
primers complementary to die vector sequences flanking ihe cDNA insert. Array elements are 
amplified in thirty cycles of PCR from an initial quantity of 1-2 ng to a final quantity greater than 5 ng. 
Amplified array elements are Ihen purified using SEPHACRYL-400 (Amersham Pharmacia Biotech). 

Purified array elements are immobilized on polymer-coated glass slides. Glass microscope 
slides (Corning) are cleaned by ultrasound in 0.1% SDS and acetone, with extensive distilled water 
washes between and after treatments. Glass slides are etched in 4% hydrofluoric acid (VWR 
Scientific Products Corporation (VWR), West Chester, PA), washed extensively in distilled water, and 
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coated with 0.05% aminopropyl silane (Sigma) in 95% ethanol. Coated slides are cured in a 110°C 
oven. 

Array elements are applied to the coated glass substrate using a procedure described in US 
Patent No. 5,807,522, incorporated herein by reference. 1 fil of the array element DNA, at an average 
concentration of 100 ng/fil, is loaded into the open capillary printing element by a high-speed robotic 
apparatus. The apparatus then deposits about 5 nl of array element sample per slide. 

Microarrays are UV-crosslinked using a STRATAUNKER UV-crosslinker (Stratagene). 
Microarrays are washed at room temperature once in 0.2% SDS and three times in distilled water. 
Non-specific binding sites are blocked by incubation of microarrays in 0.2% casein in phosphate 
buffered saline (PBS) (Tropix, Inc., Bedford, MA) for 30 minutes at 60°C followed by washes in 
0.2% SDS and distilled water as before. 



15 



20 



Hybridization 

Hybridization reactions contain 9 fil of probe mixture consisting of 0.2 fig each of Cy3 and Cy5 
labeled cDNA synthesis products in 5X SSC, 0.2% SDS hybridization buffer. The probe mixture is 
heated to 65°C for 5 minutes and is aliquoted onto the microarray surface and covered with an 1.8 
cm 2 coverslip. The arrays are transferred to a waterproof chamber having a cavity just slightly larger 
than a microscope slide. The chamber is kept at 100% humidity internally by the addition of 140 M l of 
5x SSC in a comer of the chamber. The chamber containing the arrays is incubated for about 6.5 
hours at 60°C. The arrays are washed for 10 min at 45°C in a first wash buffer (IX SSC, 0.1% 
SDS), three times for 10 minutes each at 45° C in a second wash buffer (0.1X SSC), and dried. 

Detection 

Reporter-labeled hybridization complexes are detected with a microscope equipped with an 
25 Innova 70 mixed gas 10 W laser (Coherent, Inc., Santa Clara CA) capable of generating spectral lines 
at 488 nm for excitation of Cy3 and at 632 nm for excitation of Cy5. The excitation laser light is 
focused on the array using a 20X microscope objective (Nikon, Inc., Melville NY). The slide 
containing the array is placed on a computer-controlled X-Y stage on the microscope and raster- 
scanned past the objective. The 1.8 cm x 1.8 cm array used in the present example is scanned with a 
3 o resolution of 20 micrometers. 

In two separate scans, a mixed gas multiline laser excites the two fluorophores sequentially. 
Emitted light is split, based on wavelength, into two photomultiplier tube detectors (PMT R1477, 
Hamamatsu Photonics Systems, Bridgewater NJ) corresponding to the two fluorophores. Appropriate 
filters positioned between the array and the photomultiplier tabes are used to filter the signals. The 
3 5 emission maxima of the fluorophores used are 565 nm for Cy3 and 650 nm for Cy5. Each array is 
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typically scanned twice, one scan per fluorophore using the appropriate filters at the laser source, 
although the apparatus is capable of recording the spectra from both fluorophores simultaneously. 

The sensitivity of the scans is typically calibrated using the signal intensity generated by a 
cDNA control species added to the probe mix at a known concentration. A specific location on the 
5 array contains a complementary DNA sequence, allowing the intensity of the signal at that location to 
be correlated with a weight ratio of hybridizing species of 1:100,000. When two probes from different 
sources (e.g., representing test and control cells), each labeled with a different fluorophore, are 
hybridized to a single array for the purpose of identifying genes that are differentially expressed, the 
calibration is done by labeling samples of the calibrating cDNA with the two fluorophores and adding 

1 o identical amounts of each to the hybridization mixture. 

The output of the photomultiplier tube is digitized using a 12-bit RTI-835H analog-to-digital 
(A/D) conversion board (Analog Devices, Inc., Norwood, MA) installed in an IBM-compatible PC 
computer. The digitized data are displayed as an image where the signal intensity is mapped using a 
linear 20-color transformation to a pseudocolor scale ranging from blue (low signal) to red (high 
15 signal). The data is also analyzed quantitatively. Where two different fluorophores are excited and 

measured simultaneously, the data are first corrected for optical crosstalk (due to overlapping emission 
spectra) between the fluorophores using each fluorophore's emission spectrum. 

A grid is superimposed over the fluorescence signal image such that the signal from each spot 
is centered in each element of the grid. The fluorescence signal within each element is then 

2 o integrated to obtain a numerical value corresponding to the average intensity of the signal. The 

software used for signal analysis is the GEMTOOLS gene expression analysis program (Tncyte). 

XII. Complementary Nucleic Acids 

Sequences complementary to the sptm are used to detect, decrease, or inhibit expression of 
25 the naturally occurring nucleotide. The use of oligonucleotides comprising from about 15 to 30 base 
pairs is typical in the art. However, smaller or larger sequence fragments can also be used. 
Appropriate oligonucleotides are designed from the sptm using OLIGO 4.06 software (National 
Biosciences) or other appropriate programs and are synthesized using methods standard in the art or 
ordered from a commercial supplier. To inhibit transcription, a complementary oligonucleotide is 

3 o designed from the most unique 5 9 sequence and used to prevent transcription factor binding to the 

promoter sequence. To inhibit translation, a complementary oligonucleotide is designed to prevent 
ribosomal binding and processing of the transcript. 

XIII. Expression of SPTM 

3 5 Expression and purification of SPTM is accomplished using bacterial or virus-based 
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expression systems. For expression of SPTM in bacteria, cDNA is subcloned into an appropriate 
vector containing an antibiotic resistance gene and an inducible promoter that directs high levels of 
cDNA transcription. Examples of such promoters include, but are not limited to, the trp-lac (toe) 
hybrid promoter and the T5 or T7 bacteriophage promoter in conjunction with the lac operator 
regulatory element. Recombinant vectors are transformed into suitable bacterial hosts, e.g., 
BL21(DE3). Antibiotic resistant bacteria express SPTM upon induction with isopropyl beta-D- 
miogalactopyranoside (IPTG). Expression of SPTM in eukaryotic cells is achieved by infecting insect 
or mammalian cell lines with recombinant Autographica California nuclear polyhedrosis vims 
(AcMNPV), commonly known as baculovirus. The nonessential polyhedrin gene of baculovirus is 
replaced with cDNA encoding SPTM by either homologous recombination or bacterial-mediated 
transposition involving transfer plasmid intermediates. Viral infectivity is maintained and the strong 
polyhedrin promoter drives high levels of cDNA transcription. Recombinant baculovirus is used to 
infect Spodoptera frugiperda (Sf9) insect cells in most cases, or human hepatocytes, in some cases. 
Infection of the latter requires additional genetic modifications to baculovirus. (See e.g., Engelhard, 
supra : and Sandig, supra.) 

In most expression systems, SPTM is synthesized as a fusion protein with, e.g., glutathione S- 
transferase (GST) or a peptide epitope tag, such as FLAG or 6-His, permitting rapid, single-step, 
affinity-based purification of recombinant fusion protein from crude cell lysates. GST, a 26-kilodalton 
enzyme from Schistosoma iaponicum. enables the purification of fusion proteins on immobilized 
glutathione under conditions that maintain protein activity and antigenicity (Amersham Pharmacia 

* 

Biotech). Following purification, the GST moiety can be proteolytically cleaved from SPTM at 
specifically engineered sites. FLAG, an 8-amino acid peptide, enables immunoaffinity purification 
using commercially available monoclonal and polyclonal anti-FLAG antibodies (Eastman Kodak 
Company, Rochester NY). 6-His, a stretch of six consecutive histidine residues, enables purification 
on metal-chelate resins (QIAGEN). Methods for protein expression and purification are discussed in 
Ausubel (1995, supra, Chapters 10 and 16). Purified SPTM obtained by these methods can be used 
directly in the following activity assay. 

XTv . Demonstration of SPTM Activity 

An assay for SPTM activity measures the expression of SPTM on the cell surface. cDNA 
encoding SPTM is subcloned into an appropriate mammalian expression vector suitable for high levels 
of cDNA expression. The resulting construct is transfected into a nonhuman cell line such as 
NIH3T3. Cell surface proteins are labeled with biotin using methods known in the art. 
frnmunoprecipitations are performed using SPTM-specific antibodies, and immunoprecipitated samples 
are analyzed using SDS-PAGE and immunoblotting techniques. The ratio of labeled 
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immunoprecipitant to unlabeled immunoprecipitant is proportional to the amount of SPTM expressed 
on the cell surface. 

Alternatively, an assay for SPTM activity measures the amount of SPTM in secretory, 
membrane-bound organelles. Transfected cells as described above are harvested and lysed. The 
lysate is fractionated using methods known to those of skffl in the art, for example, sucrose gradient 
ultracentrifugation. Such methods allow the isolation of subcellular components such as the Golgi 
apparatus, ER, small membrane-bound vesicles, and other secretory organelles, hnmunoprecipitations 
from fractionated and total cell lysates are performed using SPTM-specific antibodies, and 
immunoprecipitated samples are analyzed using SDS-PAGE and immunoblotting techniques. The 
concentration of SPTM in secretory organelles relative to SPTM in total cell lysate is proportional to 
the amount of SPTM in transit through the secretory pathway. 



XV. Functional Assays 

SPTM function is assessed by expressing sptm at physiologically elevated levels in 
mammalian cell culture systems. cDNA is subcloned into a mammalian expression vector containing 
a strong promoter that drives high levels of cDNA expression. Vectors of choice include pCMV 
SPORT (Life Technologies) and pCR3.1 (Invitrogen Corporation, Carlsbad CA), both of which 
contain the cytomegalovirus promoter. 5-10 fig of recombinant vector are transiently transfected into 
a human cell line, preferably of endothelial or hematopoietic origin, using either liposome formulations 
or electroporation. 1-2 jig of an additional plasmid containing sequences encoding a marker protein 
are co-transfected. 

Expression of a marker protein provides a means to distinguish transfected cells from 
nontransfected cells and is a reliable predictor of cDNA expression from the recombinant vector. 
Marker proteins of choice include, e.g., Green Fluorescent Protein (GFP; CLONTECH), CD64, or a 
CD64-GFP fusion protein. Flow cytometry (FCM), an automated laser optics-based technique, is 
used to identify transfected cells expressing GFP or CD64-GFP and to evaluate the apoptotic state of 
the cells and other cellular properties. 

FCM detects and quantifies the uptake of fluorescent molecules that diagnose events 
preceding or coincident with cell death. These events include changes in nuclear DNA content as 
measured by staining of DNA with propidium iodide; changes in cell size and granularity as measured 
by forward light scatter and 90 degree side light scatter, down-regulation of DNA synthesis as 
measured by decrease inbromodeoxyuridine uptake; alterations in expression of cell surface and 
intracellular proteins as measured by reactivity with specific antibodies; and alterations in plasma 
membrane composition as measured by the binding of fluorescein-conjugated Annexin V protein to the 
cell surface. Methods in flow cytometry are discussed in Ormerod, M. G. (1994) How. 
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Oxford, New York NY. 

The influence of SPTM on gene expression can be assessed using highly purified populations 
of cells transfected with sequences encoding SPTM and either CD64 or CD64-GPP. CD64 and 
CD64-GEP are expressed on the surface of transfected cells and bind to conserved regions of human 
immunoglobulin G (IgG). Transfected cells are efficiently separated from nontransfected cells using 
magnetic beads coated with either human IgG or antibody against CD64 (DYNAL, Inc., Lake 
Success NY). mRNA can be purified from the cells using methods well known by those of skill in the 
art. Expression of mRNA encoding SPTM and other genes of interest can be analyzed by northern 
analysis or microarray techniques. 

XVI. Production of Antibodies 

SPTM substantially purified using polyacrylamide gel electrophoresis (PAGE; see, e.g., 
Harrington, M.G. (1990) Methods Enzymol. 182:488-495), or other purification techniques, can be 
used to immunize rabbits and to produce antibodies using standard protocols. 

Alternatively, ihe SPTM amino acid sequence is analyzed using LASERGENE software 
(DNASTAR) to determine regions of high immunogenicity, and a corresponding peptide is synthesized 
and used to raise antibodies by means known to those of skill in the art Methods for selection of 
appropriate epitopes, such as Ihose near the C-terminus or in hydrophilic regions are well described in 
the art. (See, e.g., Ausubel, 1995, supra . Chapter 11.) 

Typically, peptides 15 residues in length are synthesized using an ABI 431 A peptide 
synthesizer (Applied Biosystems) using fmoc-chemistry and coupled to KLH (Sigma) by reaction wilh 
N-maleimidobenzoyl-N-hydroxysuccinimide ester (MBS) to increase immunogenicity. (See, e.g., 
Ausubel, supra.) Rabbits are immunized with the peptide-KLH complex in complete Freund's 
adjuvant. Resulting antisera are tested for antipeptide activity by, for example, binding the peptide to 
plastic, blocking with 1% BSA, reacting with rabbit antisera, washing, and reacting wilh radio- 
iodinated goat anti-rabbit IgG. Antisera with antipeptide activity are tested for anti-SPTM activity 
using protocols well known in the art, including ELISA, RIA, and immunoblotting. 

XVII. Purification of Naturally Occurring SPTM Using Specific Antibodies 

Naturally occurring or recombinant SPTM is substantially purified by immunoaffinity 
chromatography using antibodies specific for SPTM. An immunoaffinity column is constructed by 
covalently coupling anti-SPTM antibody to an activated chromatographic resin, such j 
CNBr-activated SEPHAROSE (Amereham Pharmacia Biotech). After the coupling, the j 
blocked and washed according to the manufacturer's instructions. 

Media containing SPTM are passed over the immunoaffinity column, and the column is 
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washed under conditions that allow the preferential absorbance of SPTM (e.g., high ionic strength 

buffers in the presence of detergent). The column is enited under conditions that disrupt 
antibody/SFIM binding (e.g., a buffer of P H 2 to pH 3, or a high concentration of a chaotrope, such as 
urea or ihiocyanate ion), and SPTM is collected. 

5 

XVIH. Identification of Molecules Which Interact with SPTM 

SPTM, or biologically active fragments thereof, are labeled with 125 I Bolton-Hunter reagent. 
(See, e.g., Bolton, A.E. and W.M. Hunter (1973) Biochem. J. 133:529-539.) Candidate molecules 
previously arrayed in the wells of a multi-well plate are incubated with the labeled SPTM, washed, 
io and any wells with labeled SPTM complex are assayed. Data obtained using different concentrations 
of SPTM are used to calculate values for the number, affinity, and association of SPTM with the 
candidate molecules. 

Alternatively, molecules interacting with SPTM are analyzed using the yeast two-hybrid 
system as described in Fields, S. and O. Song (1989) Nature 340:245-246, or using commercially 
15 available kits based on Che two-hybrid system, such as me MATCHMAKER system (CLONTECH). 

SPTM may also be used in the PATHCALL1NG process (CuraGen Corp., New Haven CT) 
which employs the yeast two-hybrid system in a high-throughput manner to determine ah interactions 
between the proteins encoded by two large libraries of genes (Nandabalan, K. et al. (2000) U.S. 
Patent No. 6,057,101). 

20 

All publications and patents mentioned in the above specification are herein incorporated by 
reference. Various modifications and variations of 1he described method and system of the invention 
will be apparent to those skilled in me art without departing from Ihe scope and spirit of Ihe invention. 
Although the invention has been described in connection with specific embodiments, it should be 
25 understood that the invention as claimed should not be unduly limited to such specific embodiments. 
Indeed, various modifications of the above-described modes for carrying out Ihe invention which are 
obvious to those skilled in the field of molecular biology or related fields are intended to be within the 
scope of the following claims. 
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TABLE 1 



CCA TT""\ \TA 

i>EQ ID NO: 


Template ID 


SEQ ID NO: 


1 


LG : 1 04 1 0 1 5 .22:200 1 MAR30 


568 


2 


LG: 1 06877. 10:2001MAR30 


569 


3 


LG:3 138554.16:2001MAR30 


570 


4 


LG: 1 383277.7:2001MAR30 


571 


5 


LG:1397614.15:2001MAR30 


572 


6 


LG:1399315.8:2001MAR30 


573 


7 


LG: 1 98782. 1 :2001MAR30 


574 


7 


LG: 198782. 1:2001MAR30 


575 


7 


LG: 198782. 1 :2001MAR30 


576 


8 


LG:236046. 1 :2001MAR30 


577 


9 


LG:332122.6:2001MAR30 


578 


10 


LG:345320. 16:2001MAR30 


579 


11 


LG:350827. 10:2001MAR30 


580 


12 


LG:399901.5:2001MAR30 


581 


13 


LG:404563. 1 :2001MAR30 


582 


14 


LG:9778 1 2. 15 :2001MAR30 


583 


15 


LG:9838 1 0. 1 :2001MAR30 


584 


16 


LG:984488. 1 :2001MAR30 


585 


17 


LG:01 1606. 1 :2001MAR30 


586 


18 


LG:025465.5;2002MAR30 


587 


19 


LG:025724. 10:2001MAR30 


588 


20 


LG: 1 095426. 1 :200 1 MAR30 


589 


21 


LG: 1 1 324 1 8 . 1 :2001MAR30 


590 


22 


LG:1377900.14:2001MAR30 


591 


23 


LG:1383812.1:2001MAR30 


592 


24 


LG:1468687.1:2001MAR30 


593 


25 


LG:1505513.1:2001MAR30 


594 


26 


LG: 1 78823.9:2001MAR30 


595 


27 


LG: 198342.3:2001MAR30 


596 


28 


LG:210672. 1 :2001MAR30 


597 


29 


LG:212823.8:2001MAR30 


598 


30 


LG:220495.9:2001MAR30 


599 


31 


LG:238262. 1 :2001MAR30 


600 


32 


LG:239410.21:2001MAR30 


601 


33 


LG:245854.7:2001MAR30 


602 


34 


LG:294697. 1 :2001MAR30 


603 


35 


LG:345884. 1 :2001MAR30 


604 


36 


LG:400095.15:2001MAR30 


605 


37 


LG:402 1 80. 1 :200 1 MAR30 


606 


38 


LG:403401.1:2001MAR30 


607 


39 


LG:41 1327.29:2001MAR30 


608 


40 


LG:4 17464. 1 0:200 1 MAR30 


609 


41 


LG:48 1 997. 1 : 200 1 MAR30 


610 


42 


- ' ? •* vn. / ;zuu i lvmiOU 


611 .. 
612 


43 


LG:997964.1:2001MAR30 


44 


LG:998845. 1 :2001MAR30 


613 


45 


LG:000014. 1 :2001MAR30 


614 


46 


LG:000290.9:200 1 MAR30 


615 


47 


LG:001923.1:2001MAR30 


616 


47 


LG:001923.1:2001MAR30 


617 


48 


LG:008606.2 1 :200 1 MAR30 


618 


49 


LG:009699.32:2001MAR30 


619 


50 


LG:016723.6:2001MAR30 


620 


51 


LG:0 1 7 1 26.5 :200 1 MAR30 


621 
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ORF ID 

LG : 1 04 1 0 15 .22.orf 1 :200 1 MAR30 
LG : 1 06877. 1 O.orf3:200 1 MAR30 
LG:1 138554.16.orf2:2001MAR30 
LG:1383277.7.orf3:2001MAR30 
LG:1397614.15.orfl:2001MAR30 
LG: 1 3993 15.8.orf 1 :2001MAR30 
LG: 1 98782. 1 .orf2a:2001 MAR30 
LG:198782.1.orf2b:2001MAR30 
LG : 1 98782. 1 .orf3 :2001 MAR30 
LG:236046. 1 .orf2:2001MAR30 
LG:332122.6.orf3:2001MAR30 
LG:345320.16.orf 1 :2001MAR30 
LG:350827. 10.orf3:2001MAR30 
LG:399901.5.orf3:2001MAR30 
LG:404563.1.orf2:2001MAR30 
LG:977812.15.orf2:2001MAR30 
LG:983810.Lorfl :2001MAR30 
LG:984488. 1 .orf 1 :2001MAR30 
LG:01 1 606. 1 .orf 1 :2001MAR30 
LG:025465.5.orf! :2001MAR30 
LG:025724.10.orf3:2001MAR30 
LG: 1 095426. 1 .orf3:2001MAR30 
LG:1 132418.1.orf2:2001MAR30 
LG: 1 377900. 1 4.orf3:2001 MAR30 
LG: 1 3838 12.1 .orf2:2001MAR30 
LG: 1468687. 1 .orf3:2001MAR30 
LG: 15055 13. 1 .orf 1 :2001MAR30 
LG:178823.9.orf2:2001MAR30 
LG:198342.3.orf3:2001MAR30 
LG:210672.1.orfl :2001MAR30 
LG:212823.8.orfl:2001MAR30 
LG:220495.9.orf2:2001MAR30 
LG:238262. 1 .orf3 :2001MAR30 
LG:23941 0.2 1 .orf2:2001MAR30 
LG:245854.7.orf3:2001MAR30 
LG:294697. 1 .orf3:2001MAR30 
LG:345S84. 1 .orfl ;2001MAR30 
LG:400095. 15.orfl:2001MAR30 
LG:402 1 80. 1 .orf3:2001MAR30 
LG:40340 1 . 1 .orf3:2001MAR30 
LG:41 1327.29.orfl:2001MAR30 
LG:4 1 7464. 1 0.orf2:2001MAR30 
LG:48 1 997. 1 .orfl :2001MAR30 
LG:979304.7.orf3:2001MAR30 
LG:997964. 1 .orf3:2001MAR30 
LG:998845. 1.orf2:2001MAR30 
LG:0000 1 4. 1 .orfl :2001MAR30 
LG:000290.9.orfl :2001MAR30 
LG:001 923. 1 .orf3a:2001MAR30 
LG:001 923. 1 .orf3b:2001MAR30 
LG:008606.21 .orf3:2001MAR30 
LG:009699.32.orf3:2001MAR30 
LG:01 6723.6.orf 1 :2001MAR30 
LG:0!7I26.5.orf2:200IMAR30 . 
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SEQ ID NO: 
52 
53 
54 
55 
56 
57 
58 
59 
59 
60 
61 
62 
63 
63 
64 
65 
66 
67 
68 
69 
70 
71 
72 
73 
74 
75 
76 
77 
78 
79 
80 
81 
82 
83 
84 
84 
85 
86 
87 
88 
89 
90 
91 
92 
93 
94 
95 
96 
97 
98 
99 
100 
101 
102 



TABLE 1 

Template ID SEQ ID NO: 

LG:019362.10:2001MAR30 622 

LG:022183.1:2001MAR30 623 

LG:028493.1:2001MAR30 624 

LG:034 197.1 :2001 M AR30 625 

LG:054096.3 1 :200 1M AR30 626 

LG:054807.3:2001MAR30 627 

LG:065873.12:2001MAR30 628 

LG:083814.6:2001MAR30 629 

LG:083814.6:2001MAR30 630 

LG:093477.1:2001MAR30 631 

LG:099572. 12:200 1MAR30 632 

LG:100396.31:2001MAR30 633 

LG:1026903.5:2001MAR30 634 

LG: 1026903 .5 :200 1M AR30 635 

LG:1060168.6:2001MAR30 636 

LG: 1086906.4 1 :2001 MAR30 637 

LG: 1 089326. 1 8 :2001 MAR30 638 

LG:1090862.32:2001MAR30 639 

LG:1091941.41:2001MAR30 640 

LG:1093386.8:2001MAR30 641 

LG:1094187.33:2001MAR30 642 

LG:1098692.18:2001MAR30 643 

LG:1173104.22:2001MAR30 644 

LG:1215335.7:2001MAR30 645 

LG:1256753.1:2001MAR30 646 

LG: 1 326702. 1 0:200 1 MAR30 647 

LG: 1327239. 15 :2001 M AR30 648 

LG:1327867.15:2001MAR30 649 

LG:1383232.1:2001MAR30 650 

LG: 1383368.40:200 1MAR30 651 

LG:1384477.1:2001MAR30 652 

LG:1390822.1:2001MAR30 653 

LG:1398274.13:2001MAR30 654 

LG:1398646.1:2001MAR30 655 

LG: 1 398905 . 1 :200 1 MAR30 656 

LG:1398905.1:2001MAR30 657 

LG: 1 399785 . 1 :200 1 MAR30 65 8 

LG:1446193.10:2001MAR30 659 

LG:1446210.8:2001MAR30 660 

LG: 1 450054 .6:200 1 MAR30 66 1 

LG:1452516.4:2001MAR30 662 

LG: 1455293 .7 :200 1 MAR30 663 

LG: 1498 1 13. 1 :200 1 MAR30 664 

LG: 1500042. 1 :200 1 MAR30 665 

LG: 1 500434.4:200 1 MAR30 666 

LG:1501102.4:2001MAR30 667 

LG: 150 1768.2:200 1 MAR30 668 

LG:1502155.6:2001MAR30 669 

LG:1512304.2:2001MAR30 670 

LG: 1 5 1293 1 . 1 1 :200 1 MAR30 67 1 

LG: 155076. 1 8:200 1 MAR30 672 

LG:1591 1 1.41 :2001MAR30 673 

LG:170604.1:2001MAR30 674 

LG:190477.4:2001MAR30 675 

67 



ORFID 

LG:019362.10.orfl:2001MAR30 
LG:022 183.1 .orf2:200 1MAR30 
LG:028493. 1 .orf3:2001MAR30 
LG:034197.1.orf2:2001MAR30 
LG:054096.3 1 .orf 1 :2001MAR30 
LG:054807.3.orf2:2001MAR30 
LG:065873.12.orf2:2001MAR30 
LG:083814.6.orf 1 :2001MAR30 
LG:083814.6.orf2:2001MAR30 
LG:093477. 1 .orf3:2001MAR30 
LG:099572.12.orfl:2001MAR30 
LG: 1 00396.3 1 .orf3:2001MAR30 
LG:1026903.5.orf2:2001MAR30 
LG:1026903.5.orf3:2001MAR30 
LG:1060168.6.orfl:2001MAR30 
LG:1086906.41 .orf 1 :2001MAR30 
LG:1089326.18.orf2:2001MAR30 
LG:1090862.32.orf3:2001MAR30 
LG : 1 09 1 94 1 .4 1 .orf3 :200 1 MAR30 
LG:1093386.8.orf2:2001MAR30 
LG:1094187.33.orf3:2001MAR30 
LG:1098692.18.orf2:2001MAR30 
LG: 1 173 1 04.22.orf3 :200 1MAR30 
LG:1215335.7.orfl:2001MAR30 
LG:1256753.1.orf2:2001MAR30 
LG: 1326702.10.orf2:2001MAR30 
LG:1327239.15.orf2:2001MAR30 
LG:1327867.15.orf2:2001MAR30 
LG:1383232.Lorfl:2001MAR30 
LG:1383368.40.orf2:2001MAR30 
LG: 1 384477. 1 .orf2:2001MAR30 
LG: 1390822. 1 .orf 1 :2001MAR30 
LG:1398274.13.orf3:2001MAR30 
LG: 1398646. 1 .orf2:200 1MAR30 
LG : 1 398905 . 1 .orf 1 :200 1M AR30 
LG: 1 398905 . 1 .orf2:200 1MAR30 
LG: 1399785 . 1 .orf 1 :200 1MAR30 
LG: 14461 93. lO.orfl :2001MAR30 
LG:1446210.8.orfl:2001MAR30 
LG:1450054.6.orf2:200lMAR30 
LG: 14525 1 6.4.orf3:2001MAR30 
LG:1455293.7.orf2:2001MAR30 
LG:1498113.Lorfl:2001MAR30 
LG: 1500042. 1 .orf 1 :2001MAR30 
LG:1500434.4.orf3:2001MAR30 
LG:1501 102.4.orf3:2001MAR30 
LG:1501768.2.orfl:2001MAR30 
LG:1502l55.6.orfl:2001MAR30 
LG:1512304.2.orf3:2001MAR30 
LG: 15 1 293 1 . 1 1 .orf3 :200 1 MAR30 
LG: 1 55076. 1 8.orf3 :200 1MAR30 
LG: 1591 1 1 .41 ,orf3:2001MAR30 
LG: 170604. 1 .orf3:2001MAR30 
LG:190477.4.orf3:2001MAR30 



BNSDOCID: <WO 02083876A2._L> 



WO 02/083876 



PCT/US02/09921 



TABLE 1 



SEQ ID NO: 


Template ID 


SEQ ID NO: 


103 


LG:198087.8:2001MAR30 


676 


104 


LG:198743.2:2001MAR30 


677 


105 


LG: 1 99 1 94. 1 :200 1 MAR30 


678 


106 


LG:200727.6:2001MAR30 


679 


107 


LG:201572.20:2001MAR30 


680 


108 


LG:201669.25:2001MAR30 


681 


109 


LG:208588.4:2001MAR30 


682 


110 


LG:2 1 04 1 2.29:200 1MAR30 


683 


111 


LG:21505 1. 15:2001MAR30' 


684 


112 


LG:215475.21:2001MAR30 


685 


113 


LG:224523. 1 :2001MAR30 


686 


114 


LG:228 186. 1 :2001MAR30 


687 


115 


LG:233138.2:2001MAR30 


688 


116 


LG:234811.10:2001MAR30 


689 


117 


LG:236092. 1 :2001MAR30 


690 


118 


LG:236098.12:2001MAR30 


691 


119 


LG:236697.15:2001MAR30 


692 


120 


LG:237503.21:2001MAR30 


693 


121 


LG:238023.7:2001MAR30 


694 


122 


LG:238209. 1 :2001MAR30 


695 


123 


LG:238456.10:2001MAR30 


696 


124 


LG:239245. 1 :2001MAR30 


697 


125 


LG:239579.8:2001MAR30 


698 


126 


LG:239601.22:2001MAR30 


699 


126 


LG:239601 .22:2001MAR30 


700 


127 


LG:240 121 . 1 :2001MAR30 


701 


128 


LG:241 110.2:2001MAR30 


702 


129 


LG:244948.4:2001MAR30 


703 


130 


LG:245378.6:2001MAR30 


704 


131 


LG:248203.9:2001MAR30 


: 705 


132 


LG:249247. 1 :2001MAR30 


706 


133 


LG:267153.16:2001MAR30 


707 


134 


LG:291759.5:2001MAR30 


708 


135 


LG:298 1 02. 1 :2001MAR30 


709 


136 


LG:30889 1 . 1 :2001MAR30 


710 


137 


LG:312668.4:2001MAR30 


711 


138 


LG:331642.6:2001MAR30 


712 


139 


LG:331851.12:2001MAR30 


713 


140 


LG:332414.5:2001MAR30 


714 


141 


LG:332730.12:2001MAR30 


715 


142 


LG:333062.22:2001MAR30 


716 


143 


LG:335705.2:2001MAR30 


717 


144 


LG:337930. 16:2001MAR30 


718 


1 AC 
* ~t-f 


j_,^j;j>WfOi.lD:zuUiMAK3U 


719 


146 


LG:349164.1:2001MAR30 


720 


147 


LG:350957.5:2001MAR30 


721 


148 


LG:383512.8:2001MAR30 


722 


149 


LG:401 163.1 0:200 1MAR30 


723 


150 


LG:402133.1:2001MAR30 


724 


151 


LG:405820. 1 :2001 MAR30 


725 


152 


LG:405846. 1 :2001MAR30 


726 


153 


LG:407401.2:2001MAR30 


727 


154 


LG:408448.10:2001MAR30 


728 


155 


LG:408854. 1 3:200 1 MAR30 


729 



68 



ORFID 
LG:198087.8.orf2:2001MAR30 
LG:198743.2.orf3:2001MAR30 
LG: 1 99 1 94. 1 .orf2:2001MAR30 
LG:200727.6.orf2:2001MAR30 
LG:20l572.20.orfl:2001MAR30 
LG:20l669.25.orf3:2001MAR30 
LG:208588.4.orf 1 :2001MAR30 
LG :2 1 04 1 2.29.orf 1 :200 1MAR30 
LG:215051.15.orfl:2001MAR30 
LG :2 1 5475 .2 1 .orf 1 :200 1MAR30 
LG:224523. 1 .orf 1 :2001MAR30 
LG:228 1 86. 1 .orf2:2001MAR30 
LG:233 1 38.2.orf2:2001 MAR30 
LG:23481 1.10.orf2:2001MAR30 
LG:236092. 1 .orf2:2001MAR30 
LG:236098.12.orfl:2001MAR30 
LG:236697.15.orfl:2001MAR30 
LG:237503.2Lorf3:2001MAR30 
LG:238023.7.orf2:2001MAR30 
LG:238209. 1 .orf2:2001MAR30 
LG:238456.10.orf3:2001MAR30 
LG:239245. 1 .orf3:20011VlAR30 
LG:239579.8.orf3:2001MAR30 
LG:239601.22.orfl:2001MAR30 
LG:239601.22.orf3:2001MAR30 
LG:240121.1.orf3:2001MAR30 
LG:241 1 10.2.orf3:2001MAR30 
LG:244948.4.orf3:2001MAR30 
LG:245378.6.orf3:2001MAR30 
LG:248203.9.orf 1 :2001MAR30 
LG:249247.1.orf3:2001MAR30 
LG:267153.16.orf2:2001MAR30 
LG:291759.5.orf2:2001MAR30 
LG:298 102. 1 .orf 1 :2001MAR30 
LG:30889 1 . 1 .orf2:2001MAR30 
LG:312668.4.orfl:2001MAR30 
LG:331642.6.orf2:2001MAR30 
LG:33 1 85 1 . 1 2.orf3 :200 1 MAR30 
LG:332414.5.orf2:2001MAR30 
LG:332730.12.orf2:2001MAR30 
LG:333062.22.orf2:2001MAR30 
LG:335705.2.orf2:2001MAR30 
LG:337930. 1 6.orf2:2001MAR30 
LG:34648 1. 15.orfl :2001MAR30 
LG:349 1 64. 1 .orf3 :2001M AR30 
LG:350957.5.orf 1 :2001MAR30 
LG:3835 1 2.8.orf 1 :2001MAR30 
LG:401 163.10.orfl:2001MAR30 
LG:402 133.1 .orf 1 :200 1 MAR30 
LG:405820. 1 .orf2 : 200 1 M AR30 
LG:405846. 1 .orf3:2001MAR30 
LG:407401.2.orf2:2001MAR30 
LG:40844S.10.orf3:200IMAR30 
LG:40S854. 1 3.orf2:200lMAR30 



BNSDOCID: <WO 02083876A2_L> 



WO 02/083876 



PCT/US02/09921 



TABLE 1 

SEQ ID NO: Template ID SEQ ID NO: 

156 LG:411150.14:2001MAR30 730 

157 LG:411466.1:2001MAR30 731 

158 LG:41 3969.68:200 1MAR30 732 

159 LG:419641.35:2001MAR30 733 

1 60 LG:428206.7:2001MAR30 734 

161 LG:430059.1:2001MAR30 735 

162 LG:448040.3:2001MAR30 736 

163 LG:451274.1:2001MAR30 737 

164 LG:456110.1:2001MAR30 738 

165 LG:456954.1:2001MAR30 739 

166 LG:474942.12:2001MAR30 740 

167 LG:475119.14:2001MAR30 741 

1 68 LG:479908.77:2001MAR30 742 

1 69 LG:480127.47:2001MAR30 743 

170 LG:481 154.1 2:200 1MAR30 744 

171 LG:481414.6:2001MAR30 745 

172 LG:481941.1:2001MAR30 746 



173 


J_Aj:<So /^lD.H.Z.UUlivi/vrv*?w 


747 


174 


t n-RQQzino ^*onniMAR30 
L/Vj . o y y 'fu^c . j . z.vju i iYXjrtos. j \j 


748 


175 




749 


176 


t r;-Q77Q0R 1-9001MAR30 


750 


ill 


T rVQ77Q9Q 1-9001MAR30 


751 


1 /O 


t n-Q78nnR 14-9001MAR30 


752 


i id 


t G 0700S4 1 8*200 1MAR30 


753 


i on 


TH-Q7Q1R5 1O-2001MAR30 


754 


ioi 

AO 1 


T CV9Jtt654 1 2001MAR30 


755 


1 CO 
Ioi 


LG:985092.12:2001MAR30 


756 




T (V9R7396 8*2001MAR30 


757 


184 


LG:987418.10:2001MAR30 


758 


184 


LG :9874 1 8 . 1 0:2001 MAR30 


7^Q 

/jy 


185 


LG:997203.25:2001MAR30 


760 


186 


LG:997477.8:2001MAR30 


761 


187 


LG:998855.4:2001MAR30 


762 


188 


LG:999093.1:2001MAR30 


763 


189 


LG:999183.1:2001MAR30 


764 


190 


LI: 1 032972. 1 :2001MAY 17 


765 


191 


LI:170666.6:2001MAY17 


766 


192 


LI:197048.10:2001MAY17 


767 


193 


LI :228655 .5 :200 1MAY 17 


768 


194 


LI:229789.6:2001MAY17 


769 


195 


LI:231500.8:2001MAY17 


770 


196 


LI:253851.26:2001MAY17 


771 


197 


LL373302. 1 :200 1M AY 1 7 


772 


198 


LI:405707.12:2001MAY17 


773 


199 


LI:4 1 144 1 .8:2001M AY 1 7 


774 


200 


LI:758193.3:2001MAY17 


775 


201 


LI:1028562.3:2001MAY17 


776 


202 


LI: 1 04650.7 :200 1M AY 1 7 


777 


203 


LI:1094557.4:2001MAY17 


778 


204 


LI: 1 143528.4:2001MAY17 


779 


205 


LI: 1 172210.7 :2001MAY17 


780 


206 


LI:1 178659.14:2001MAY17 


781 


207 


LI: 1983726.3:2001MAY17 


782 


208 


LI:205 1495 .3 :2001M AY 1 7 


783 

69 



ORFID 

LG:41 1 150.14.orf2:2001MAR30 
LG:41 1466. 1 .orf2:2001MAR30 
LG :4 1 3969.68.orf 1 :2001M AR30 
LG:419641.35.orfT.2001MAR30 
LG:428206.7.orf2:2001MAR30 
LG:430059.1.orf3:2001MAR30 
LG:448040.3 .orf2:2001 M AR30 
LG:45 1 274. 1 .orf3:2001MAR30 
LG:456 1 1 0. 1 .orf 1 :2001M AR30 
LG:456954. 1 .orf3:2001MAR30 
LG:474942.12.orf3:2001MAR30 
LG:475119.14.orfl:2001MAR30 
LG:47990S.77.orf3:2001MAR30 
LG:480127.47.orf3:2001MAR30 
LG:481 154. 12.orf 1:2001 MAR30 
LG:481414.6.orf2:2001MAR30 
LG:48 1 94 1 . 1 .orf3:2001MAR30 
LG:887216.4.orf3:2001MAR30 
LG:899402.3.orf 1 :2001MAR30 
LG:899894.2.orf3:2001MAR30 
LG:977908. 1 .orf3:2001MAR30 
LG:977929.1 .orf 1 :2001MAR30 
LG:978008.14.orf3:2001MAR30 
LG:979054.18.orfl:2001MAR30 
LG:979 185.1 0.orf 1 :200 1 MAR30 
LG:983654.1 .orf2:2001MAR30 
LG:985092.12.orf3:2001MAR30 
LG:987396.8.orf2:2001MAR30 
LG:987418.10.orf2:2001MAR30 
LG:987418.1O.orf3:2001MAR3O 
LG:997203.25.orf3:2001MAR30 
LG:997477 .8 .orf3 :2001 M AR30 
LG:998855.4.orf 1 :2001MAR30 
LG:999093.1 .orf2:2001MAR30 
LG:999183.1.orf3:2001MAR30 
LI:1032972.1.orfl:2001MAY17 
LI:170666.6.orf2:2001MAY17 
LI: 1 97048. 1 0.orO :200 1 MAY 1 7 
LI:228655.5.orf3:2001MAY17 
LI:229789.6.orf3:2001MAY17 
LI:231500.8.orfl:2001MAY17 
LI:253851.26.orf3:2001MAY17 
LI:373302.1.orfl :2001MAY17 
LI:405707.12.orf2:2001MAY17 
LI:411441.8.orf3:2001MAY17 
LI:758193.3.orf2:2001MAY17 
LI: 1 028562.3.orf2:2001 MA Y 17 
LI: 1 04650.7 .orf 3 :200 1 MAY 1 7 
LI: 1 094557 .4 .orf3 :200 1 MAY 17 
LI:1 143528.4.orf2:2001MAY17 
LI:1172210.7.orf2:2001MAY17 
LI: 1 178659. 1 4.orf 1 :2001 M AY 17 
LI: 1 983726.3 .orf3 :200 1 MAY 1 7 
LI:2051495.3.orf2:2001MAY17 



BNSDOCID: <WO 02083876A2 J > 



WO 02/083876 



PCT/US02/09921 



TABLE 1 



SEQ ID NO: 


Template ID 


SEQ ID NO: 


209 


LI:2117629.1:20MMAY17 


784 


210 


LI:2118007.3:2001MAY17 


785 


211 


LI:2 1 1 8292.9:2001MAY 1 7 


786 


212 


LI:21 1 8733.7:2001MAY 17 


787 


213 


LI:212702.3:2001MAY17 


788 


214 


LI:220787 1 . 1 0:2001MAY 1 7 


789 


215 


LI:2207876.5:2001MAY17 


790 


215 


LI:2207876.5:2001MAY17 


791 


216 


LI:2208743.1:2001MAY17 


792 


217 


LL2208744. 1 :2001MAY 17 


793 


218 


LI:230905.3:2001MAY17 


794 


219 


LI:235233.95:2001MAY17 


795 


220 


• LI:235359.24:2001MAY17 


796 


221 


LI:238365.6:2001MAY17 


797 


222 


LI:260259.23:2001MAY17 


798 


223 


LI:321069.2:2001MAY17 


799 


224 


LI:331499.8:2001MAY17 


800 


225 


LI:332176.8:2001MAY17 


801 


226 


LI:333952.7:2001MAY17 


802 


227 


LI:338428.2:2001MAY17 


803 


228 


LI:343869.2:2001MAY17 


804 


229 


LI:363532.1:2001MAY17 


805 


230 


LI.-39S 153.37:2001MAY1 7 


806 


231 


LI:4 1 6650. 1 :2001MAY 1 7 


807 


232 


LI:444767.32:2001MAY17 


. 808 


233 


LI:759073.1:2001MAY17 


809 , 


234 


LI:759902.4:2001MAY17 . 


810 


235 


LI:762268.1:2001MAY17 


811 


236 


LI:813699.1:2001MAY17 


• 812 


237 


LI:024142.16:2001MAY17 


813 


238 


LI: 1 01 8424.4:2001MAY17 


814 


239 


LI: 1085250.6:2001MAY17 


815 


240 


LI:179233.63:2001MAY17 


816 


241 


LI:2207125.3:2001MAY17 


817 


242 


LI:235 153.44:2001MA Yl 7 


818 


243 


LI:007101.10:2001MAY17 


819 


244 


LI:008541.2:2001MAY17 


820 


245 


LI:009658. 1 3 :2001 MAY 1 7 


821 


246 


LI:020012.14:2001MAY17 


822 


247 


LI:02069L1:2001MAY17 


823 


248 


LI:021188.12:2001MAY17 


824 


249 


LI:021 324.4:2001MAY17 


825 


250 


LI:021 834.15:2001MAY17 


826 


or i 

<£~r i 


i^:uz<t54*i.i:zuuiiviA Y l / 


827 


252 


LI:025724.12:2001MAY17 


828 


253 


L1:029328.2:2001MAY17 


829 


254 


LI:032171.5:2001MAY17 


830 


255 


LI:035055. 1:2001MAY17 


831 


255 


LI : 035055 . 1 :200 1 MAY 1 7 


832 


256 


LL036747. 17:2001MAY17 


833 


257 


LI : 04430 1 .2 :200 1 MAY 1 7 


834 


258 


LI:061585.10:2001MAY17 


835 


259 


LI:066742.21:2001MAY17 


836 


260 


LI:075492.206:2001MAY17 


837 



70 



ORF ID 

LI:2 1 1 7629 . 1 ,orf3 :200 1 MAY 1 7 
LI:21 18007 .3.orO:2001MAY17 
LI:21 18292.9.orf 1 :2001MAY17 
LI:2 1 1 8733.7.orf 1 :200 1 MAY 1 7 
LI:212702.3.orfl:2001MAY17 
LL220787 1 . 10.orf2:200 1M AY 17 
LI:2207876.5.orf 1 : 200 1 MAY 1 7 
LI:2207876.5.orf2:2001MAYl7 
LL2208743 . 1 .orf3 :200 1 MAY 1 7 
LL2208744. 1 .orf2:2001MAY 17 
LI:230905.3.orf2:200 1 MAY 1 7 
LI:235233.95.orf3:2001MAYl7 
LI:235359.24.orO :200 1 MAY 1 7 
LI:238365.6.orf2:2001MAY 1 7 
LI:260259.23.orf2 :200 1 MAY 1 7 
LI:321069.2.orfl:2001MAY17 
LI:33 1499.8.orf 1 :2001MAY 17 
LI:332176.8.orf2:2001MAY17 
LI:333952.7.orf 1 :200 1 MAY 1 7 
LI:338428.2.orf3 :200 1 MAY 1 7 
LI:343869.2.orf3:2001MAY17 
LI:363532. 1 .orf 1 :200 1 MAY 1 7 
LI:398153.37.or£3:2001MAY17 
LI:4 1 6650. 1 .orf3 :200 1 MAY 1 7 
LI:444767.32.orf2 : 200 1 MAY 1 7 
LI:759073. 1 .orf 1 :200 1 MAY 1 7 
LI:759902.4.orf3 :200 1 MAY 1 7 
LI:762268. l.orf 1 :200IMAY1 7 
LI: 8 1 3699. 1 .orf3 :200 1 MAY 1 7 
LL024142. 16.orf2:2001 MAY 17 
LI:1018424.4.orf2:200lMAYl7 
LI: 1 085250.6.orf 1 : 200 1 MAY 1 7 
LL-l 79233.63.orf2:2001 MA Yl 7 
LI:2207125.3.orf3:2001MAYl7 
LI:235153.44.orf 1 :200] MAY 1 7 
LI:007101.10.orfl:2001MAY17 
LL00854 1 .2.orf3 :200 1 MA Y 1 7 
LI:009658.13.orfl :2001MAY17 
LI:020012. 14.orf3:2001 MAY 17 
LL02069 1 . 1 .orf 1 :200 1 M A Y 1 7 
U:021188.12.orf2:2001MAYl7 
LI:02 1 324.4.orf3 :200 1 MAY 1 7 
LL021 834. 15.orf 1 :2001 MAY 1 7 
LL024841 . 1 .orf 1 :200 1 MAY 1 7 
LL025724. 1 2.orf2:200 1 MAY 1 7 
LI:029328,2.orf2:200 1 MAY 1 7 
LI:032171.5.orf2:2001MAYl7 
LI.-035055. 1 .orf2a;2001 M A Y 1 7 
LL035055. 1 .orf2b:200 1 MA Y 1 7 
LL036747. 17.orf2:200 1 MAY 1 7 
LL044301 ,2.orf3:200 1 MAY 1 7 
LL061585. 10.orf3:200 1 MAY 1 7 
LL066742.2 1 .orf2:200 1 MA Y 1 7 
LI:075492.206.orf2:2001 MA Y 1 7 



BNSDOCID: <WO 02083876A2_I. > 



WO 02/083876 



PCT/US02/09921 



TABLE 1 

SEQ ID NO: Template ID SEQ ID NO: 

261 LI:090782.3:2001MAY17 838 

262 LI:1031308.1:2001MAY17 839 

263 LI:1054377.1:2001MAY17 840 

264 LI:1072074.10:2001MAY17 841 

265 LI:1072889.15:2001MAY17 842 

266 L1:1077480.1:2001MAY17 843 

267 LI:1079555.1:2001MAY17 844 

268 LI:1084992.28:2001MAY17 845 

269 LI: 1 085472.5 :2001MAY17 846 

270 LI:1086800.7:2001MAY17 847 

271 U:1089871.9:2001MAY17 848 

272 LI: 1 10297.6:200 1MAY17 849 

273 LI:1143463.8:2001MAY17 850 

274 LI:1 144466.1 :2001MAY17 851 

275 LI:1170624.2:2001MAY17 852 

276 LI:1171602.39:2001MAY17 853 

277 LI:1182361.3:2001MAY17 854 



97 R 


T T-1 1 88194 15-2001MAY17 


855 


97Q 


O- 11 89195 7-2001MAY17 


856 


9RH 


LI: 1 190092. 1 3 :200 1 MAY 1 7 


857 


981 


LI: 1 1903 1 8.4:2001MAY17 


858 


989 


LI: 14423 3. 1 :200 1MAY 17 


859 




LI: 154608. 1 :2001MAY 1 7 


860 


984 


LI:170101.1:2001MAY17 


861 


9RS 


LI: 1 80043 . 1 :200 1M A Y 1 7 


862 


Z»0\J 


LI:193050.1:2001MAY17 


863 


287 


LI: 197477.3 1 :2001MAY17 


864 


288 


LI:199639.12:2001MAY17 


865 


289 


LI:200058.6:2001MAY17 


866 


290 


LI:201374.23:2001MAY17 


867 


291 


LI:201824.1:2001MAY17 


868 


292 


LI:201989.11:2001MAY17 


869 


293 


LL2035159.1 :2001MAY17 


870 


294 


LL20481 8. 10:2001MAY17 


871 


295 


LI:2048337.1:2001MAY17 


872 


296 


LI:2049697.4:2001MAY17 


873 


297 


LI:2050808. 19:2001 MAY 17 


874 


298 


LI:209773.25:2001MAY17 


875 


299 


LI:211788L32:2001MAY17 


876 


300 


LI:21 1 8 1 40.9:2001MAY 17 


877 


301 


LI:2118151.15:2001MAY17 


878 


302 


LI:2 1 1 8324.9:2001MAY 17 


879 


303 


LI:21 1 8368. 1 2:2001MAY17 


880 


304 


LI:2119448.5:2001MAY17 


881 


305 


LI:212023.7:2001MAY17 


882 


306 


LI:2 120556.1 :2001MAY17 


883 


307 


LI :2 1 2 1 577 .3 :2001MAY 17 


884 


308 


LI:2123395.11:2001MAY17 


885 


309 


LI:2 1 23452.9:2001M AY 17 


886 


310 


LI:21 64 1 09. 1 :2001 MAY17 


887 


311 


LI:2 1 68320. 1 :2001MAY 17 


888 


312 


LI:2173577.1:2001MAY17 


889 


313 


LI:2179256.3:2001MAY17 


890 


314 


LI:21 80388. 1:2001MAY17 


891 



71 



ORF ID 
LI:090782.3.orf 1 :2001MAY17 
LI: 1 03 1308. 1 .orf2:2001MAY 17 
LI: 1 054377. 1 .orf2:2001 M A Y 1 7 
LI: 1 072074 . 1 0.orf2:200 i MAY 1 7 
LI: 1 072889. 15.orf3:2001MAY 17 
LI: 1 077480. 1 .orf3 :2001 MAY 17 
LI: 1 079555 . 1 .orf2:2001 M AY 1 7 
LI:1084992.28.orf2:2001MAY17 
LI: 1 085472.5 .orf 1 :2001M A Y 17 
LI:1086800.7.orf2:2001MAY17 
LI:1089S71.9.orf2:2001MAY17 
LI: 1 10297.6.orf2:2001MAY17 
LI:1 143463.8.orfl:2001MAY17 
LI:1 144466.1.orf2:2001MAY17 
LI:1 170624.2.orf2:2001MAY17 
LI:1 17l602.39.orf2:2001MAY17 
LI:1182361.3.orfl:2001MAY17 
LI:1188194.15.orfl:2001MAY17 
LI:1189195.7.or£3:2001MAY17 
LI:1190092.13.orf3:2001MAY17 
LI:119031S.4.orf2:2001MAY17 
LI:144233.Lorf3:2001MAY17 
LI: 154608. l.orf2:2001MAY17 
LI:170101.1.orf2:2001MAY17 
LI: 180043. l.orfl :2001MAY17 
LI: 193050. 1 .orf2:200 1 MA Yl 7 
• LI:197477.31.orfl:2001MAY17 
LI:199639.12.orfl:2001MAY17 
. LI:200058.6.orB:2001MAY17 
LI:201 374.23 .orf2:2001M AY 1 7 
LI:201824.1.orf2:2001MAY17 
LI:201989.11.orf2:2001MAY17 
LI:2035 1 59. 1 .orO :2001 MAY 1 7 
LL2048 1 8 . lO.orf 1 :200 1 MAY 17 
LI:2048337.1 .orf3:2001MAY 17 
LI:2049697.4.orf3:2001MAY17 
LI:2050808.l9.orf2:2001MAY17 
LI:209773.25.orf3:2001MAY17 
LI:21 17881 .32.orf2:2001MAY 1 7 
LI:2 1 1 8 140.9.orf 1 :2001M AY 1 7 
LI:2118151.15.orf2:2001MAY17 
LI:2118324.9.orf2:2001MAY17 
LI:2 1 1 8368. 12.orf2:2001 MA Y 1 7 
LI:21194483.orf3:2001MAY17 
LI:212023.7.orf2:2001MAY17 
LI:2120556.1.orf2:2001MAY17 
LI:2121577.3.orf3:2001MAY17 
LI:2 123395. 1 1 .orf3:200 1 MAY 1 7 
LI:2123452.9.orf2:2001MAY17 
LI:2164109.1.orf3:2001MAY17 
LI:2168320. 1 .orf 1 :200 1 MAY 1 7 
LL2173577. 1 .orf 1 :200 1 MAY 1 7 
LI:2179256. 1 .orf 1 :2001 MAY 1 7 
LI:2 1 803 88 . 1 .orf 1 :200 1 MAY 1 7 



BNSDOCID: <WO 02083876A2_L. > 



WO 02/083876 



PCT/US02/09921 



TABLE 1 



cpn rn mo- 


Template ID 


SEQ ID NO: 


DID 


LI:2199713.8:2001MAY17 


. 892 


510 


LI:2200587.2:2001MAY17 


893 


"X 1 7 


LI:2200761.12:2001MAY17 


' 894 


jIo 


LI:2203624.1:2001MAY17 


895 


OIQ 

jly 


LI:220495.9:2001MAY17 


S96 


'ion 


LI:2205532.1:2001MAY17 


897 


11 1 
3/1 


LL2206277. 1 :2001MAY 17 


898 


322 


LI: 2207765 .8 :200 1 MAY 1 7 


899 


O O O 

323 


LI:2208404.4:2001MAY17 


900 


324 


LI:220S715.3:2001MAY17 


901 


325 


LI:2208766.2:2001MAY17 


902 


326 


LI:2209636.3:2001MAY17 


903 


327 


LI:221864.68:2001MAY17 


904 


328 


LI.-229267. 1 :2001MAY1 7 


905 


329 


LI:229648.2:2001MAY17 


906 


330 


LI:23 1 01 6. 1 :2001MA Y 1 7 


907 


331 


LI:231 140.5:2001MAY17 


908 


332 


LI:231695.14:2001MAY17 


909 


333 


LI:232846.24:2001MAY17 


910 


334 


LI:2334 11.11 :2001MA Y 17 


911 


335 


LI:233545.13:2001MAY17 


912 


336 


LL-23467 1.101 :2001MA Yl 7 


913 


337 


LI:236098.14:2001MAY17 


914 


338 


LI:236196.15:2001MAY17 


915 


339 


LI:237086.1:2001MAY17 


916 


340 


LI:238585.30:2001MAY17 


917 


341 


0:238672.6:200 1MAY17 


918 


342 


LI:239579.9:2001MAY17 


919 


343 


LI:239720. 1 :200 IMA Y 1 7 


920 .. 


344 • 


LI:240037.6:2001MAY17 


921 


345 


LI:243900.7:2001M A Y 1 7 


922 


346 


LI:244378.1:2001MAY17 


923 


347 


LI:245500.3:2001MAY17 


924 


348 


LI:245982.24:2001MAY17 


925 


349 


LI:246054.1:2001MAY17 


926 


350 


LL25605 1.229:2001MAY17 


927 


351 


LI:260629.7:2001MAY 1 7 


928 


352 


LL272723. 1 :2001MA Y 1 7 


929 


352 


LL272723 . 1 :200 1M A Y 1 7 


930 


353 


LI: 272766. 1 :200 1M A Y 1 7 


931 


354 


LI:275726.1:2001MAY17 


932 


355 


LL276815. 1 :2001MAY17 


933 


35 0 


LI:283562.5:2001MAY17 


934 


35 / 






35 5 


LI:33 1 040. 1 7:2001MAY1 7 


936 


359 


L1:332414.5:2001MAY17 


937 


360 


LI:332730.1 6:2001MAY17 


938 


OOl 


LI:333849.21:2001MAY17 


939 


362 


LI:337038.15:2001MAY17 


940 


363 


LI:337606.6:2001MAY17 


941 


364 


LL338032. 1 0:2001 MA Yl 7 


942 


365 


LI:339265 . 1 6:2001 MA Y 1 7 


943 


366 


LI:344646.4:200 1 MA Yl 7 


944 


367 


LI:347393.7:2001MAY17 


945 



ORF ID 
LI:2199713.8.orfl:2001MAY17 
LI:2200587.2.orfl:2001MAY17 
LL220076 1 . 1 2.orf2:200 1MAY 1 7 
LI:2203624.1.orf2:2001MAY17 
LI:220495.9.orf2:2001MAYl7 
LI:2205532.1.orf3:2001MAY17 
LI:2206277.1.orf3:2001MAY17 
LI:2207765.8.orf3:2001MAY17 
LI:2208404.4.orf2:2001MAY17 
LI:2208715.3.orfl:2001MAY17 
LI:2208766.2.orf3:2001MAY17 
LI:2209636.3.orfl :2001MAY17 
LI:221 864.68.orf 1 :2001MAY17 
LL229267. 1 .orf3:2001MAY 1 7 
LI:229648.2.orfl:2001MAY17 
LI:23 1 01 6. 1 .orf3:2001MA Yl 7 
LI:231 140.5.orfl:2001MAY17 
LI:231695.14.orf3:2001MAY17 
LI:232846.24.orf3:2001MAY17 
LL23341 1. 1 l.orf3:2001MAY17 
LI:233545.13.orf3:200lMAY17 
LI:234671.101.orf3:2001MAY17 
LI:236098.14.orf3:2001MAY17 
LI:236 196. 15.orf 1 :2001MA Yl 7 
LI:237086.1.orf2:2001MAY17 
LI;23S585.30.orf2:2001MAY17 
.LI:238672.6.orf2:2001MAY17 
LI:239579.9.orf2:2001MAY17 
LI:239720.Lorf3:2001MAY17 
LI:240037.6.orf2:2001MAY17 
Ll:243900.7.orf3:2001MAY17 
LI:244378.Lorf2:2001MAY17 
LI:245500.3.orfl :2001MAY17 
LI:245982.24.orf2:200lMAY17 
LL246054. 1 .orf3 :200 1M AY 1 7 
LI:256051.229.orf3:2001MAY17 
LI:260629.7.orf 1 :2001MAY17 
LI:272723.1.orf3a:2001MAY17 
LI:272723.1.orf3b:2001MAY17 
LI:272766. 1 .orf2 :200 IMA Y 1 7 
LL275726. 1 .orf2:2001MAY 1 7 
LI:276815.1.orf2:2001MAY17 
LI:283562.5.orf3:2001MAYl7 
LL289066.i5.orf3:200iMAY 17 
LI:331040.17.orfl:2001MAY17 
LI:332414.5.orfl:2001MAY17 
LI:332730.16.orf2:2001MAY17 
LI:333849.21.orf3:2001MAY17 
LI: 337038. 1 5.orf 1 :200 1 MAY 1 7 
LI:337606.6.orf2:200lMAYl7 
LL338032. 1 0. orf2 : 2001 MAY 1 7 
LI:339265.16.orf3:2001MAY17 
LI:344646.4.orf3:2001MAY17 
LI:347393.7.orf2:2001MAY17 . 



BNSDOC1D: <WO 02083876A2J > 



WO 02/083876 



PCT/US02/09921 



SEQ ID NO: 
368 
369 
370 
371 
372 
373 
374 
375 
376 
377 
378 
379 
380 
381 
382 
383 
384 
385 
386 
387 
388 
389 
390 
391 
392 
393 
394 
395 
396 
397 
398 
399 
400 
401 
402 
403 
404 
405 
406 
407 
408 
409 
410 
411 
412 
413 
414 
415 
416 
417 
418 
419 
420 
421 



TABLE 1 

Template ID SEQ ID NO: 

LI:348107.36:2001MAY17 946 

LI:35 1 120.6:2001MAY17 947 

U:358762.41 :2001MAY17 948 

LI:363003.48:2001MAY17 949 

LI:370899.6:2001MAY17 950 

LI:376470.1:2001MAY17 951 

U:400961.18:2001MAY17 952 

LI:404482.20:2001MAY17 953 

LI:405985.1:2001MAY17 954 

LI:406389.1:2001MAY17 955 

U:406833.1 :2001MAY17 956 

LI:407921.3:2001MAY17 957 

LI:409078.54:2001MAY17 958 

LI:42360L6:2001MAY17 959 

LI:425024.5:2001MAY17 960 

LI:427909.29:2001MAY17 961 

LI:428198.20:2001MAY17 962 

LI:429738.6:2001MAY17 963 

LI:449437. 1 :2001MAY17 964 

LI:459269.25:2001MAY17 965 

L1:464206.1:2001MAY17 966 

LI:465821.2:2001MAY17 967 

LI:474414.28:2001MAY17 968 

LI:474435.14:2001MAY17 969 

LI:474458.1 1:2001MAY17 970 

LL477 127. 1 8:2001MAY17 97 1 

LI:480375.55:2001MAY17 972 

LI:480467.24:2001MAY17 973 

LI:480587.1:2001MAY17 974 

LI:480798.13:2001MAY17 975 

LI:481203.14:2001MAY17 976 

LI:481237.11:2001MAY17 977 

L1:481368.12:2001MAY17 978 

LI:48230L8:2001MAY17 979 

L1:482482.29:2001MAY 17 980 

LI:758877.26:2001MAY17 981 

LI:791042.1:2001MAY17 982 

L1:808999.26:2001MAY17 983 

LI:815715.10:2001MAY17 984 

LI:902980.16:2001MAY17 985 

LI:903196.25:2001MAY17 986 

LI:903914.10:2001MAY17 987 

LG:0067 64.2:2001 JUN22 988 

LG:014704.8:2001JUN22 989 

LG:1447607.7:2001JUN22 990 

LG:1455032.3:2001JUN22 991 

LG: 1 50 1 898 . 1 8 :2001 JUN22 992 

LG:1502692.5:2001JUN22 993 

LG:208949.8:2001JUN22 994 

LG:240501.10:2001JUN22 995 

LG:329228.27:2001JUN22 996 

LG:337056.1 1:2001 JUN22 997 

LG:346663.9:2001JUN22 998 

LG:7685586.2:2001JUN22 999 

73 



ORF ID 
LL34S 107.36.orf3 :2001 M AY 1 7 
LL351 120.6.orf3:2001MAY17 
LI:358762.41.orf3:2001MAY17 
LI:363003.48.orf2:2001MAY17 
LI:370899.6.orf 1 :200 1 MAY 1 7 
LL376470. 1 .orf2:200 1 MA Y 1 7 
LI :40096 1.18 .orf 1 :2001 MAY 1 7 
LI:404482.20.orf3:2001MAY17 
LI:405985.1.orf2:2001MAY17 
LI:406389. 1 .orf2:2001 M AY 1 7 
LI:406833.1.orf2:2001MAY17 
LL407921 .3.orf 1 :2001MAY 17 
LI:40907 8.54.orf3 :200 1 MAY 17 
LI:423601.6.orf3:2001MAY17 
LI:425024.5.orf 1 :2001MAY17 
LI:427909.29.orf 1 :2001MAY17 
LI:428198.20.orf3:2001MAY17 
LI:429738.6.orf3:2001MAY17 
LI:449437 . 1 .orf 1 :200 1M AY 17 
LI:459269.25.orf 1 :2001MAY17 
LI:464206.1.orf3:2001MAY17 
LI:465821.2.orfl:2001MAY17 
LI:47441 4.28.orf 1 :2001M AY 17 
LI:474435.14.orf2:2001MAY17 
LI:474458.1Lorf3:2001MAY17 
LI:477127.18.or£3:2001MAY17 
LI:480375.55.orf3:2001MAY17 
LI:480467:24.orf2:200 1 MAY 1 7 
LI:480587.1.orf3:2001MAY17 
LI:480798.13.orf2:2001MAY17 
LI:481203.14.orfl:2001MAY17 
LI:481237.1 1 .orf 1 :2001MAY17 
LI:481368.12.orf3:2001MAY17 
LI:482301.8.orf3:2001MAY17 
LI:482482.29.orfl:2001MAY17 
LI:758877.26.orf3:200lMAY17 
LI:791042.1.orf3:2001MAY17 
LI:808999.26.orf3:2001MAY17 
LI:815715.10.orfl:2001MAY17 
LI:902980.16.orf3:2001MAY17 
LI:903196.25.orf2:2001MAY17 
LI :9039 1 4. 1 0.orf2:2001 M AY 1 7 
LG :006764.2.orf2:200 1 JUN22 
LG:014704.8.orf3:2001JUN22 
LG: 1 447 607 .7 .orf 1 :2001JUN22 
LG: 1 455032.3.orf2:200 1 JUN22 
LG: 1 50 1 898. 18.orf 1 -.2001 JUN22 
LG: 1502692.5.orf2:2001 JUN22 
LG:208949.8.orf2:2001JUN22 
LG:240501.10.orf3:2001JUN22 
LG:329228.27.orf2:2001JUN22 
LG:337056.1 l.orf2:2001 JUN22 
LG:346663.9.orf3:2001JUN22 
LG:7685586.2.orf3:2001JUN22 



BNSDOCID: <WO.. 



02083876A2_L> 



WO 02/083876 



PCT/US02/09921 



TABLE 1 



SEQ ID NO: 


Template ID 


SEQ ID NO: 


422 


LG:407730.13:2001JUN22 


1000 


423 


LG:025465.5:2001JUN22 


1001 


424 


LG:054509. 1 4:200 1 JUN22 


1002 


425 


LG: 1067876. 1:2001 JUN22 


1003 


426 


LG: 1327699.55:2001 JUN22 


1004 


427 


LG: 1482904.10:2001 JUN22 


1005 


428 


LG:222317.4:2001JUN22 


1006 


429 


LG:332701. 3:2001 JUN22 


1007 


430 


LG:36988 1 .5 :2001 JUN22 


1008 


431 


1X3:404381.2:2001 JUN22 


1009 


432 


1X3:405709.2:2001 JUN22 


1010 


433 


1X3:406664. 17:2001 JUN22 


1011 


434 


LG :76706 81.1: 200 1 JUN22 


1012 


435 


LG:7687404.1 :2001 JUN22 


1013 


436 


LG:7690030.24:2001JUN22 


1014 


437 


LG:7690229.3:2001JUN22 


1015 


438 


LG:7690533. 16:2001 JUN22 


1016 


439 


LG:769 1131 .2:200 1 JUN22 


1017 


440 


LG:7692559.6:2001JUN22 


1018 


441 


LG:7684866. 10:2001 JUN22 


1019 


442 


LG.002 1 06.5:2001 JUN22 


1020 


443 


LG:004064. 1 :2001 JUN22 


1021 


444 


LG:00791 6.8:2001 JUN22 


1022 


445 


LG:014719.14:2001JUN22 


1023 


446 


LG:02 1 763 .3 1 :200 1JUN22 


1024 


447 


LG:025397.1:2001JUN22 


1025 


448 


LG:029880.20:2001JUN22 


1026 


449 


LG:040422.37:2001JUN22 


1027 


450 


LG:065935.1 1:2001 JUN22 


1028 


451 


LG:07438 1 . 1 :2001 JUN22 


1029 


452 


LG:08381 4.6:2001 JUN22 


1030 


453 


LG:090985. 1 :2001 JUN22 


1031 


454 


LG:093750.2:2001JUN22 


1032 


455 


LG: 1013708.26:2001 JUN22 


1033 


456 


LG: 1022283.8:2001 JUN22 


1034 


457 


LG: 1034386. 1 :2001 JUN22 


1035 


458 


LG: 1045617.36:2001 JUN22 


1036 


459 


LG: 1063303. 1 :2001 JUN22 


1037 


460 


LG: 1094200. 1 :200 1 JUN22 


1038 


461 


LG: 1099249. 19:2001 JUN22 


1039 


462 


LG:1 10667. 1:2001 JUN22 


1040 


463 


LG: 1 1 32386.20:2001 JUN22 


1041 


464 


LG: 11 601 5.2:2001 JUN22 


1042 


HOD 


juo:i i 73104. i5:'200iJUJN22 


1043 


466 


LG: 1 285 1 09. 14:2001 JUN22 


1044 


467 


LG: 13 1477.1 1:2001 JUN22 


1045 


468 


LG: 13336 18. 1:2001 JUN22 


1046 


469 


LG: 1 347760. 1 6:2001 JUN22 


1047 


470 


LG: 1 383039.369:2001 JUN22 


1048 


471 


LG:1383313.3:2001JUN22 


1049 


472 


LG : 1 3 84075 . 8 : 200 1 JUN22 


1050 


473 


LG:1384155.1:2001JUN22 


1051 


474 


LG: 1 385280. 12:2001 JUN22 


1052 


475 


LG:1390535.25:2001JUN22 


1053 



74 



ORF ID 
LG:407730. 1 3.orf 1 :200 J JUN22 
LG:025465.5.orf3:2001JUN22 
LG:054509.14.orf3:2001JUN22 
LG: 1 067876. 1 .orf 1 :200 1 JUN22 
LG: 1 327699.55 .orf3 :200 1 JUN22 
LG:1482904.10.orf3:2001JUN22 
LG:222317.4.orf2:2001JUN22 
LG:33270l.3.orfl:2001JUN22 
LG:36988 1 .5 .orf 1 :2001 JUN22 
LG:404381.2.orf2:2001JUN22 
LG:405709.2.orf2:2001JUN22 
LG:406664.17.orf3:2001JUN22 
LG.767068 1 . 1 .orf 1 :200 1 JUN22 
LG:7687404.1.orf2:2001JUN22 
LG:7690030.24.orf3:2001JUN22 
LG:7690229.3.orfl:2001JUN22 
LG:7690533 . 1 6.orf3 :200 1 JUN22 
LG:7691131.2.orf3:2001JUN22 
LG:7692559.6.orf3:2001JUN22 
LG:7684866.10.orf2:2001JUN22 
LG:0021 06.5.orf 1 :2001 JUN22 
LG:004064. 1 .orf2:2001 JUN22 
LG:007916.8.orf2:2001JUN22 
LG:014719.14.orf3:2001JUN22 
LG:021 763.3 1 .orf3:2001 JUN22 
LG:025397. Lorf3:2001 JUN22 
LG:029880.20.orf2:2001JUN22 
LG:040422.37.orfl:2001JUN22 
LG:065935.1 l.orf2:2001 JUN22 
LG:07438 1 . 1 .orf2:200 1 JUN22 
LG:083814.6.orf3:2001JUN22 
LG:090985.1.orf2:2001JUN22 
LG:093750.2.orf3:2001JUN22 
LG: 101 3708.26.orf 1 :2001 JUN22 
LG; 1 022283. 8. orf 1 :2001JUN22 
LG:1034386.1.orO:2001JUN22 
LG:1045617.36.orfl:2001JUN22 
LG:1063303.1.orfl:2001JUN22 
LG: 1094200. 1 .orf 1 :200 1 JUN22 
LG:1099249.19.orf3:2001JUN22 

LG:1 10667. Lorfl:2001JUN22 
LG:1 132386.20.orf2:2001JUN22 

LG: 1 1 6015.2.orf 1 :2001 JUN22 
LG: 1 1 73 1 04. 1 5 .orf3 :200 1 JUN22 
LG : 1 285 1 09. 14 .orf3 :200 1 JUN22 
LG: 1 3 1 477. 1 Lor£3:200 1 JUN22 
LG: 1 3336 18.1 .orf2:200 1 JUN22 
LG : 1 347760. 1 6.orf 1 :200 1 JUN22 
LG:1383039.369.orf3:2001JUN22 
LG: 1 3833 13.3.orf3:2001 JUN22 
LG:1384075.8.orf2:2001JUN22 
LG : 1 3 84 1 55 . 1 . orf 1 :200 1 JUN22 
LG:1 385280. 12.orf3:2001JUN22 
LG: 1390535.25 .orf3:2001 JUN22 



BNSDOCID: <WO 02083876A2. 1_ > 



WO 02/083876 



PCT/US02/09921 



SEQ ID NO: 
476 
All 
478 
479 
480 
481 
482 
483 
484 
485 
486 
487 
488 
489 
490 
491 
492 
493 
494 
495 
496 
497 
498 
499 • 
500 
501 
502 
503 
504 
505 
506 
507 
508 
509 
510 
511 
512 
513 
514 
515 
516 
517 
518 
519 
520 
521 
522 
523 
524 
525 
526 
527 
528 
529 



TABLE 1 

Template ID SEQ ID NO: 

LG: 1 397047 . 1 :2001 JUN22 1 054 

LG:1398646.15:2001JUN22 1055 

LG:1446193.10:2001JUN22 1056 

LG: 1446405. 14:2001 JUN22 1057 

LG : 1 44 8 1 4 8 . 1 : 200 1 JUN22 1 05 8 

LG:1452619.13:2001JUN22 1059 

LG:1452783.22:2001JUN22 1060 

LG:1453417.5:2001JUN22 1061 

LG: 1455222.23 :2001JUN22 1062 

LG: 149121. 8:2001 JUN22 1063 

LG:1500175.18:2001JUN22 1064 

LG: 1500434.6:2001 JUN22 1065 

LG:1501550.19:2001JUN22 1066 

LG: 1501923.26:2001 JUN22 1067 

LG: 150960.9:2001 JUN22 1068 

LG:182744.29:2001JUN22 1069 

LG: 1 97 166, 1 :200 1 JUN22 1070 

LG:197455.5:2001JUN22 1071 

LG: 19825 1 .8:200 1 JUN22 1 072 

LG:200149.3:2001JUN22 1073 

LG:203483.3:2001JUN22 1074 

LG:209701. 7:200 1JUN22 1075 

LG:210614.1:2001JUN22 1076 

LG:210672.1:2001JUN22 1077 

LG:215051.10:2001JUN22 1078 

LG:218989.3:2001JUN22 1079 

LG:228 107.1 1 :2001 JUN22 1080 

LG:23 1016.1 :200 1 JUN22 108 1 

LG:235943.60:2001JUN22 1082 

LG:235970.14:2001JUN22 1083 

LG:236697.15:2001JUN22 1084 

LG:238576.3:2001JUN22 1085 

LG:238602.2:2001JUN22 1086 

LG:241291.46:2001JUN22 1087 

LG:241742.1:2001JUN22 1088 

LG:244520.33:2001JUN22 1089 

LG:247556. 1 :2001 JUN22 1090 

LG:247792.5 :200 1 JUN22 109 1 

LG:253580.6:2001JUN22 1092 

LG:291759.5:2001JUN22 1093 

LG:298226. 1 :2001 JUN22 1094 

LG:306342. 1 :2001 JUN22 1095 

LG:327144.5:2001JUN22 1096 

LG:331499.8:2001JUN22 1097 

LG:331582.12:2001JUN22 1098 

LG:333017.12:2001JUN22 1099 

LG:334438.8 :200 1 JUN22 1 1 00 

LG:337835.7:200UUN22 1101 

LG:346536. 1 2:200 1 JUN22 1 1 02 

LG:3481 1 7.5:2001 JUN22 1 103 

LG:350407.22:2001JUN22 1104 

LG:37321 9. 1 3:200 1 JUN22 1 1 05 

LG:375048. 1 5:200 1 JUN22 1 106 

LG:4001 14.3:2001 JUN22 1107 

75 



ORF ID 
LG : 1 397047 . 1 .orf3 :200 1 JUN22 
LG: 1398646. 15.orf2:2001JUN22 
LG: 1446193. 10.orfl:2001JUN22 
LG:1446405.14.orf2:2001JUN22 
LG:1448148.1.orfl:2001JUN22 
LG:14526l9.13.orfl:2001JUN22 
LG:1452783.22.orf3:2001JUN22 
LG:1453417.5.orf3:2001JUN22 
LG: 1455222.23 .orfl :2001 JUN22 
LG: 149 121.8.orf 1 :2001 JUN22 
LG : 1 500175 . 1 8 .orf3 :200 1 JUN22 
LG: 1500434.6.orf2:2001 JUN22 
LG:1501550.19.orfl:2001JUN22 
LG:1501923.26.orf2:2001JUN22 
LG:150960.9.orf2:2001JUN22 
LG: 182744.29.orf 1:2001 JUN22 
LG:197166.1 .orf 1 :2001 JUN22 
LG:197455.5.orf2:2001JUN22 
LG: 19825 1 .8 .orf2:200 1 JUN22 
LG:200149.3.orfl:2001JUN22 
LG:203483.3.or£2:2001JUN22 
LG:209701.7.orfl :2001 JUN22 
LG:2106 1 4. 1 .orfl :2001 JXJN22 
LG:2 10672. 1 .orfl :2001 JUN22 
LG:21505 1 . 10.orf3:200 1 JUN22 
LG:218989.3.orf2:2001JUN22 
LG:228107.11.orf3:2001JUN22 
LG:231016.Lorf2:2001JUN22 
LG:235943.60.orfl:2001JUN22 
LG:235970.14.orf2:2001JUN22 
. LG:236697.15.orfl:2001JUN22 
LG:238576.3 .orf2:200 1 JUN22 
LG:238602.2.orfl:2001JUN22 
LG:241291.46.orfl:2001JUN22 
LG:241742.1.orf3:2001JUN22 
LG:244520.33.orf2:2001JUN22 
LG:247556.1 .orf 1 :2001 JUN22 
LG:247792.5 .orf3:200 1 JUN22 
LG:253580.6.orf3:2001JUN22 
LG:291759.5.orf3:2001JUN22 
LG:298226.1.orfl:2001JUN22 
LG:306342. 1 .orf2:2001 JUN22 
LG :327 1 44.5 .orf2:200 1 JUN22 
LG:331499.8.orf3:2001JUN22 
LG:33 1582. 12.orf2:200 1 JUN22 
LG:33301 7 . 1 2.orf2:2001 JUN22 
LG:334438.8.orf2:2001JUN22 
LG:337835.7.orf3:2001JUN22 
LG:346536.12.orf2:2001JUN22 
LG:3481 17.5.orfl:2001 JUN22 
LG:350407.22.orf3:2001JUN22 
LG:373219.13.orf2:2001JUN22 
LG:375048.15.orf3:2001JUN22 
LG:4001 14.3.orf3:2001 JUN22 



BNSDOCID: <WO 02083876A2J.„> 



WO 02/083876 



PCT/US02/09921 



SEQ ID NO: 


Template ID 


530 


LG:400652.1 :2001 JUN22 


531 


LG:4013 13. 10:2001 JUN22 


532 


LG:406389.1:2001JUN22 


533 


LG:406595.2:2001JUN22 


534 


LG:410628.21:2001JUN22 


535 


LG:413583. 15:2001 JUN22 


536 


LG:419641.35:2001JUN22 


537 


LG:420759.4:2001JUN22 


538. 


LG:425448.1 8:2001 JUN22 


539 


LG:43571 7.5:2001 JUN22 


540 


LG:441159.31:2001JUN22 


541 


LG:461375.2:2001JUN22 


542 


LG:474674.34:2001JUN22 


543 


LG:481414.8:2001JUN22 


544 


LG:7669276. 1 :200 1JUN22 


545 


LG:7677848. 1 :200 1 JUN22 


546 


LG:7 68498 1 .3 :200 1 JUN22 


547 


LG:7685048.6:2001JUN22 


548 


LG:7688302.1:2001JUN22 


549 


LG:7690463 .3 :200 1 JUN22 


550 


LG:7691479.5:2001JUN22 


551 


LG:769 1527 .4:2001 JUN22 


552 


LG:769 1 663 . 1 :2001 JUN22 


553 


LG:7691854.1:2001JUN22 


554 • 


LG:7692235.2:2001JUN22 


555- 


LG:7692239. 1 :2001JUN22 


556 


LG:7692575 . 1 :200 1 JUN22 


557 


LG:7692742. 1 :2001 JUN22 


558 


LG:7693942. L:2001 JUN22 


559 


LG:899248.22:2001JUN22 


560 


LG:97905 L25:2001JUN22 


561 


LG:979054. 1 8:2001 JUN22 


562 


LG:979415. 1:2001 JUN22 


562 


LG:9794 15. 1 :2001 JUN22 


563 


LG:980685. 1 :2001 JUN22 


564 


LG:981272.6:2001JUN22 


565 


LG:982723 .4:200 1 JUN22 


566 


LG:982915.8:2001JUN22 


567 


LG:987785. 10:2001 JUN22 



1 



SEQ ID NO: 


ORF ID 


1108 


LG:400652 1 orfl*2001JUN79 


1109 


LG:401313 10 orfl*2001 JITN79 


1110 


LG:406389 1 6rf2-2001 TI7N97 


1111 


LG:406595 2 orf 1*2001 JUN79 


1112 


LG:410628 21 orf2-9001 TT TT\T77 


1113 


LG:413583 15 orf3-9001 TTTN99 


1114 


LG:419641 35 orf3-90,ni TTTNT99 


1115 


LG:420759 4 nrfl -9001 TTTW77 


1116 


LG*425448 18 orfl -9(1111 TTTW7 9 


1117 


JLG'435717 5 orfl -9001 TTTM99 


1118 


LG*441159 31 nrfl -9007 77TW77 

.uvj.-t*t i .Villi .wCUUl J L/iNZZ 


1119 


LG*461 V75 9 nrfl -9001 TTTM77 


1120 


LG*474674 34 nrfV7001 TTTM77 


1121 


LG-4R1414 8 nrfl *7001 TTTTVT77 
i-»vj.tO IHlt.O.Uri 1 .ZUU1J UJNZZ 


1122 


I G*76nQ776 1 nr f7' 7 H0 1 TTTTSTOO 
i-.vj. / UU7Z /u.i.orcz.zuuiJ UJNZZ 


1123 


T Cr'1fni9i.A9i. 1 nrHOnni TTTXTOO 

j-rVJ./o/ / o*fO. l.orij.ZUUiJ UINZZ 


1124 


I G*76R4QR1 3 nr f3 • 0 00 1 TTTMOO 


1125 


T 0*76RSn4R 6 rtrf}'Oftf\1 TTTNTIO 

/OoJU*fo.D.oriZ.ZVJUiJ UJNZZ 


1126 


i^vj. / uoojuz. i .oru.zuuu UJNZZ 


1127 


LAJ. / OT7U*fD3.o.oril.ZuUIJ UJN Zz 


1128 


T 0*7601470, ^ nrfl 'Orvm tttxto'*) 
.laj. /'J5'i £ f/y.j.oril.ZUUlJ UINZZ 


1129 


J-Aj. /U7ljz/ .*-+.oril.ZuUlJ UJNZZ 


1130 


T 0*7601 66^ 1 nrf7 •**> Ofl 1 TT TNTO *") 
-l^vj, / 071DDJ. 1 .onz.zuui J UJNZZ 


1131 


LG*7fiQ1RS«d 1 r»rf9 • 7 nn i tttxtoo 
j-»vj. / u*? i ojt, i .onz.zuui j ujnzz 


1132 


LO*7fi0973S 9 r»rf9*7f>m TTTNJOO 
i - ,VJ - / U"ZZjj.Z.OriZ.ZUUlJ UJNZZ 


1133 


1^0*7609930 1 nrfl -onm tttmoo 

i \yy z*z,Dy . j. .oril.ZUUIJ UJNZZ 


1134 


I O"7609*S7*N 1 nrfl 'OOni TTrMOO 
i-.vj. / * .Oil 1.ZUU1J UJNZZ 


1135 


LG'7609749 1 orfl »9HfTi tttktoo 
x-^vj. / U7Z / *+z. 1 . on 1 . ZUU 1 J UINZZ 


1136 


Ln'760304.9 1 r»rf3'7fini TTTKTOO 
j-rVJ. / \j?jzt L +z..i .OITj.ZUUI J UJNZZ 


1137 


LG*80994R 77 nrfl *7nni TTTKTOO 
i-«VJ.o^^^, i to.jiZ.ori l.ZUULJ UiNZZ 


1138 


LG'0700S1 9S nrf7 • 7 HfT 1 TTTXT70 

/ i .zj.unz.zuuiJ UINZZ 


1139 


LG*979054 1R nrf9-9nni TTTNT77 


1140 


LG:9794 1 5. 1 .orfl :2001 JUN22 


1141 


LG:979415. 1 .orf3:2001 JUN22 


1142 


LG:980685.1.orf3:2001JUN22 


1143 


LG:98l272.6.orfl:2001JUN22 


1144 


LG:982723.4.orf3:2001JUN22 


1145 


LG:982915.8.orf2:2001JUN22 


1146 


LG:987785. 10.orf2:2001 JUN22 



BNSDOCID: <WO 02083876A2. 1_> 



WO 02/083876 
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SEQ D NO: Template ID 

LG:1041015.22:2001MAR30 
LG:1041015.22:2001MAR30 
LG:!041015.22:2001MAR30 
LG: 1 04 10 1 5 .22:2001MAR30 
LG: 1 04 1 0 1 5 .22 :2001MAR30 
LG : 1 04 1 0 15 .22:2001M AR30 
LG:1041015.22:2001MAR30 
LG:1041015.22:2001MAR30 

2 LG: 106877. 1 0:200 1MAR30 

2 LG: 106877. 10:2001MAR3O 

2 LG:106877.10:2001MAR30 

2 LG: 106877. 10:2001MAR30 

2 LG:106877.10:2001MAR30 

2 LG: 106877. 1 0:2001MAR30 

2 LG:106877.10:2001MAR30 

2 LG:106877. 10:2001MAR30 

2 LG:106877.10:2001MAR30 

2 LG:106877.10:2001MAR30 

2 LG: 1 06877. 10:2001MAR30 

2 LG:106877.10:2001MAR30 

3 LG: 1 138554. 16:2001MAR30 
3 LG: 1 138554. 16:2001MAR30 
3 LG:1 138554. 16:2001MAR30 
3 LG: 1 138554. 16:200lMAR30 
3 LG: 1 138554. 1 6:2001MAR30 
3 LG:1 138554. 16:2001MAR30 

3 LG:1 138554. 16:2001MAR30 

4 LG:1383277.7:2001MAR30 
4 LG:1383277.7:2001MAR30 
4 LG:1383277.7:2001MAR30 
4 LG:1383277.7:2001MAR30 
4 LG:1383277.7:2001MAR30 
4 LG:1383277.7:2001MAR30 
4 LG: 1383277 .7 :2001MAR30 
4 LG:1383277.7:2001MAR30 
4 LG:1383277.7:2001MAR30 
4 LG:1383277.7:2001MAR3O 
4 LG:1383277.7:2001MAR30 
4 LG:1383277.7:2001MAR30 
4 LG: 1 383277.7:200 1MAR30 
4 LG: 1383277 .7:2001MAR30 
4 LG:1383277.7:2001MAR30 
4 LG: 1 383277 .7 :200 1MAR30 
4 LG:13S3277.7:2001MAR30 
4 LG:1383277.7:2001MAR30 

4 LG: 1 383277 .7 :200 1MAR30 

5 LG:1397614.15:2001MAR30 
5 LG: 1397614. 1 5:2001MAR30 
5 LG:1397614.15:2001MAR30 
5 LG:1397614.15:2001MAR30 
5 LG: 1 3976 14.15 :200 1MAR30 
5 LG:1397614.15:2001MAR30 
5 LG:1397614.15:2001MAR30 
5 LG:13976I4.I5:2001MAR30 



TABLE 2 
Start Stop 



1 

20 
43 
55 
78 
1 

61 
84 
1 

79 
102 
128 
151 
1 

72 

95 
178 
201 
743 
766 
1 

228 
251 
257 
280 
294 
317 
1 

45 
68 
156 
179 
199 
219 
1 

53 
76 
1 

68 
91 
94 
114 
154 
177 
199 
219 

1 

2 

22 

36 

59 
194 
217 
226 
77 



19 
42 
54 
77 
290 
60 
83 
290 
78 
101 
127 
150 
952 
71 
94 
177 
200 
742 
765 
952 
227 
250 
256 
279 
293 
316 
332 
44 
67 
155 
178 
198 
218 
221 
52 
75 
221 
67 
90 
93 
113 
153 
176 
198 
218 
220 
1 

21 
35 
58 
193 
216 
225 
243 



Frame 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 2 
forward 2 
forward 2 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 2 
forward 2 
forward 2 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 1 
forward 1 
forward I 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 



Domain Type 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
, TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 



Topology 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Non-Cytbsolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 
Cytosolic 
Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Non-Cytosolic 
Transmembrane 
Cytosolic 
Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 
Cytosolic 
Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 



WO 02/083876 



PCT/US02/09921 



SEQDNO: Template ID 

5 LG:1397614.15:2001MAR30 

5 LG: 1 397614. 15:2001MAR30 

5 LG: 1 3976 1 4 . 1 5 : 200 1 M AR30 

5 LG:1397614.15:2001MAR30 

5 LG:1 397614. 15:2001MAR3O 

5 LG: 1 3976 14. 15:2001MAR30 

5 LG: 1 3976 14. 15:2001MAR30 

5 LG:1397614.15:2001MAR30 

5 LG:1397614,15:2001MAR30 

5 LG: 1397614. 15:2001MAR30 

5 LG:1397614.15:2001MAR30 

5 LG: 1 397614. 15:2001MAR30 

5 LG: 1 3976 14. 15:2001MAR30 

5 LG:1397614.15:2001MAR30 

5 LG:1 397614. 15:2001MAR30 

5 LG:1 397614. 15:2001MAR30 

5 LG: 1 3976 14. 15 :2001MAR30 

5 LG:1397614.15:2001MAR30 

5 LG:1397614.15:2001MAR30 

5 LG:1397614.15:2001MAR30 

5 LG: 1 397614. 15:2001MAR30 

5 LG:1 397614. 15:2001MAR30 

5 LG:1397614.15:2001MAR30 

5 LG: 1 3976 14. 15.2001MAR30 

5 LG:1397614.15:2001MAR30 

5 LG: 1 39761 4. 15:2001MAR30 

5 LG: 1 397614. 15:2001MAR30 

5 LG:1397614.15:2001MAR30 

5 LG:1397614.15:2001MAR30 

5 LG: 1 397614. 15:2001MAR30 

5 LG: 1 397614. 15:2001MAR30 

5 LG:1397614.15:2001MAR30 

5 LG: 1 397614. 15:2001MAR30 

5 LG:1397614.15:2001MAR30 

5 LG:1397614.15:2001MAR30 

5 LG:1397614.15:2001MAR30 

5 LG: 1 397614. 15:2001MAR30 

5 LG:1397614.15:2001MAR30 

5 LG:1397614.15:2001MAR30 

5 LG:1397614.15:200IMAR30 

5 LG: 1 397614.15:2001MAR30 

5 LG: 1 397614. 15:2001MAR30 

5 LG: 1 397614. 15:2001MAR30 

5 1. O-lWZrtl A Konmu&DQn 

■ ..i^.^wvJUTll HV^W 

5 LG:1397614.15:2001MAR30 

6 ■ LG: 1 3993 15.8.-2001MAR30 
6 LG:1399315.8:2001MAR3O 
6 LG:1399315.8:2001MAR30 
6 LG:1399315.8:2001MAR30 
6 LG: 1399315.8:200 1MAR30 
6 LG:1399315.8:2001MAR30 
6 LG:1399315.8:2001MAR30 
6 LG:1399315.8:2001MAR3O 
6 LG:1399315.8:2001MAR30 



TABLE 2 



Start 


Stop 


> Frame 


Domain ' 


244 


259 


forward 1 


TM 


260 


282 


forward 1 


TM 


283 


458 


forward 1 


TM 


459 


481 


forward 1 


TM 


482 


534 


forward 1 


TM 


535 


557 


forward 1 


TM 


558 


566 


forward 1 


TM 


567 


589 


forward 1 


TM 


590 


644 


forward 1 


TM 


1 


43 


forward 2 


TM 


44 


66 


forward 2 


TM 


67 


97 


forward 2 


TM 


98 


120 


forward 2 


TM 


121 


195 


forward 2 


TM 


196 


218 


forward 2 


TM 


219 


260 


forward 2 


TM 


261 


283 


forward 2 


TM 


284 


342 


forward 2 


TM 


343 


365 


forward 2 


TM 


366 


457 


forward 2 


TM 


458 


480 


forward 2 


TM 


481 


499 


forward 2 


TM 


500 


522 


forward 2 


TM 


523 


644 


forward 2 


TM 


1 


1 


forward 3 


TM 


2 


19 


forward 3 


TM 


20 


33 


forward 3 


TM 


34 


56 


forward 3 


TM 


57 


195 


forward 3 


TM 


196 


218 


forward 3 


TM 


219 


263 


forward 3 


TM 


264 


286 


forward 3 


TM 


287 


292 


forward 3 


TM 


293 


315 


forward 3 


TM 


316 


324 


forward 3 


TM 


325 


347 


forward 3 


TM 


348 


396 


forward 3 


TM 


397 


416 


forward 3 


TM 


417 


457 


forward 3 


TM 


458 


480 


forward 3 


TM 


481 


533 


forward 3 


TM 


534 


556 


forward 3 


TM 


557 


565 


forward 3 


TM 


~J \J\J 


JOO 


forward 3 


TM 


589 


644 


forward 3 


TM 


1 


632 


forward 2 


TM 


613 


635 


forward 2 


TM 


636 


742 


forward 2 


TM 


743 


760 


forward 2 


TM 


761 


987 


forward 2 


TM 


1 


243 


forward 3 


TM 


244 


261 


forward 3 


TM 


262 


292 


forward 3 


TM 


293 


315 


forward 3 


TM 


78 









Topology 
Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 
Cytosolic 
Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 



WO 02/083876 



PCT/US02/09921 



SEQ D NO: Template ID 

6 LG:1399315.8:2001MAR30 

7 LG: 198782. 1 :2001MAR30 
7 LG : 1 98782. 1 : 200 1 MAR30 
7 LG:1 98782. l:2O01MAR30 
7 LG:1 98782. 1:2001MAR30 
7 LG: 198782. 1 :2001MAR30 
7 LG:198782. 1 :2001MAR30 
7 LG: 198782. 1 :2001MAR30 
7 LG:198782.1:2001MAR30 
7 LG:198782.1:2001MAR30 
7 LG:198782.1:2001MAR30 
7 LG:198782.1:2001MAR30 
7 LG:198782.1:2001MAR30 
7 LG:198782.1:2001MAR30 
7 LG: 198782. 1 .2001MAR30 
7 LG: 198782.1 :2001MAR30 
7 LG: 198782. 1 :2001MAR30 
7 LG: 1 98782 . 1 :200 1M AR30 
7 LG: 198782.1 :2001MAR30 
7 LG: 1 98782. 1 :2001MAR30 
7 LG: 198782. 1 :2001MAR30 
7 LG: 198782. 1 :2001MAR30 
7 LG: 198782. 1 :2001MAR30 
7 LG: 198782.1 :2001MAR30 
7 LG: 198782. 1 :2001MAR30 
7 LG: 1 98782. 1 :2O01MAR30 
7 LG: 1 98782. 1 :2001MAR30 
7 LG:198782.1:2001MAR30 
7 LG: 1 98782. L2O01MAR30 
7 LG: 198782. 1 :2001MAR30 
7 LG: 1 98782. 1 :2001MAR30 

7 LG: 1 98782. 1 :2001MAR30 

8 LG-.236046. 1 :2001MAR30 
8 LG:236046.1 :2001MAR30 
8 LG:236046.1:2001MAR30 
8 LG:236046.1:2001MAR30 
8 LG:236046. 1 :2001MAR30 
8 LG:236046.1 :2001MAR30 
8 LG:236046.1:2001MAR30 
8 LG:236046.1 :2001MAR30 
8 LG:236046.1 :2001MAR30 
8 LG:236046.1:2001MAR30 
8 LG:236046.1:2001MAR30 
8 LG:236046.1 :2001MAR30 

8 LG:236046. 1 :2001MAR30 

9 LG:332122.6:2001MAR30 
9 LG:332122.6:2001MAR30 
9 LG:332122.6:2001MAR30 
9 LG:332122.6:2001MAR30 
9 LG:332122.6:2001MAR30 
9 LG:332122.6:2001MAR30 
9 LG:332122.6:2001MAR30 
9 LG:332122.6:2001MAR30 
9 LG:332122.6:2001MAR30 



TABLE 2 

Start Stop 

316 986 

1 735 

736 758 

759 770 

771 793 

794 851 



1 

28 
51 



27 
50 
377 



378 400 

401 404 

405 424 

425 769 

770 792 

793 801 

802 819 

820 850 



1 

34 
52 



33 
51 
380 



381 403 

404 406 

407 424 

425 436 

437 459 

460 541 

542 564 

565 770 
' 771 . 793 

794 802 

803 822 

823 850 



1 



160 



161 183 

184 203 

204 226 

227 235 

236 253 

254 273 

274 296 

297 367 

368 390 

391 396 

397 416 

417 848 

1 389 

390 412 

413 447 

448 470 
471 557 



558 575 

576 655 

656 678 

679 681 

79 



Frame 
forward 3 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 



Domain Type 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 



Topology 
Non-Cytosolic 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 



BNSDOCID <WO_ 



_02083876A2_L> 



WO 02/083876 



SEQD 
9 
9 
9 
9 
9 
9 
9 
9 
9 
9 
9 
9 
9 
9 
9 
9 
9 
9 
9 
9 
9 
9 
9 
9 
9 
9 
9 
9 
9 
9 
9 
9 
9 
9 
9 
9 

10 

10 

10 

10 

10 

10 

10 

10 

10 

10 

10 

10 

10 

10 

10 

10 

10 

10 



NO: Template ID 

LG:332122.6:2001MAR30 
LG:332122.6:2001MAR30 
LG:332122.6:2001MAR30 
LG:332122.6:2001MAR30 
LG:332122.6:2001MAR30 
LG:332122.6:2001MAR30 
LG:332122.6:2001MAR30 
LG:332122.6;2001MAR30 
LG:332122.6:2001MAR30 
LG:332122.6:2001MAR30 
LG:332122.6:2001MAR30 
LG:332122.6:2001MAR30 
LG:332122.6:2001MAR30 
LG:332122.6:2001MAR30 
LG:332122.6:2001MAR30 
LG:332122.6:2001MAR30 
LG:332 1 22.6;2001MAR30 
LG:332122.6:2001MAR30 
LG:332122.6:2001MAR30 
LG:332122.6:2001MAR30 
LG:332122.6:2001MAR30 
LG:332122.6:2001MAR30 
LG:332122.6:2001MAR30 
LG:332122.6:2001MAR30 
LG:332122.6:2001MAR30 
LG:332122.6:2001MAR30 
LG:332122.6:2001MAR30 
LG:332122.6:2001MAR30 
LG:332122.6:2001MAR30 
LG:332122.6:2001MAR30 
LG;332122.6:2001MAR30 
LG:332122.6:2001MAR30 
LG:332122.6:2001MAR30 
LG;332122.6;2001MAR30 
LG:332122.6:2001MAR30 
LG:332122.6:2001MAR30 
LG:345320.16:2001MAR30 
LG:345320 1 6:2001MAR30 
LG:345320.16:2001MAR30 
LG.-345320. 1 6.2001MAR30 
LG.345320. 16:2001MAR30 
LG:345320. 1 6:2001MAR30 
LG:345320. 16:2001MAR30 



TABLE 2 
Start Stop 
682 701 



> ~j ~> 
LG:345320. 
LG;345320. 
LG:345320. 
LG:345320. 
LG:345320. 
LG:345320. 
LG:345320. 
LG:345320. 
LG:345320. 
LG:345320. 



16:2001MAR30 
16:2001MAR30 
16:2001MAR30 
16.2001MAR30 
16:2001MAR30 
16:2001MAR30 
1 6:200 1MAR30 
16:2001MAR30 
1 6:200 1MAR30 
16:2001MAR30 



702 758 

759 778 

779 797 

798 817 

818 837 



1 

67 
85 
121 
141 



66 
84 
120 
140 
235 



236 255 

256 269 

270 289 

290 347 

348 370 

371 396 

397 419 

420 431 

432 451 

452 465 

466 488 

489 554 

555 574 

575 837 



1 



231 



232 254 

255 -268 

269 286 

287 328 

329 351 

352 393 

394 416 

417 428 

429 451 

452 836 



1 

83 
106 
115 



82 
105 
114 

137 



138 290 

291 313 

314 327 

328 350 

351 424 

425 447 

448 764 



1 

99 
122 
160 
183 



98 
121 
159 
182 
388 



189 211 
212 331 
80 



Frame 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 





PCT/US02/09921 


Domain Type 


Topolofiv 


TM 


Transmembrane 


TM 


Cytosolic 


TM 


Transmembrane 


TM 


Non-Cytosolic 


TM 


Transmembrane 


TM 


Cytosolic 


TM 


Cvtosolic 


TM 


Transmembrane 


TM 


Non-Cytosolic 


TM 


Transmembrane 


TM 


Cytosolic 


TM 


Transmembrane 


TM 


Non-Cytosolic 


TM 


Transmembrane 


TM 


Cvtosolic 


TM 


Transmembrane 


TM 


Non-Cvtosolic 


TM 


Transmembrane 


TM 


Cytosolic 


TM 


Transmembrane 


TM 


Non-Cvtosolic 


TM 


Transmembrane 


TM 


Cytosolic 


TM 


Trans mem bran e 


TM 


Non-Cytosolic 


TM 


Cytosolic 


TM 


Transmembrane 


TM 


Non-Cytosolic 


TM 


Transmembrane 


TM 


Cytosolic 


TM 


Transmembrane 


TM 


Non-Cvtosolic 


TM 


Transm em bran e 


TM 


Cytosolic 


TM 


Transmembrane 


TM 


Non-Cytosolic 


TM 


Cvtosolic 


TM 


Transmem brane 


TM 


Non-Cytosolic 


TM 


Transmembrane 


TM 


Cvtosolic 


TM 


Transmembrane 


TM 


Non-Cytosolic 


TM 


Transmembrane 


TM 


Cytosolic 


TM 


Tran s m em brane 


TM 


Non-Cytosolic 


TM 


Cvtosolic 


TM 


Transmembrane 


TM 


Non-Cvtosolic 


TM 


Transmembrane 


TM 


Cytosolic 


TM 


Transmembrane 


TM 


Non-Cytosolic 



BNSDOCID: <WO 02083876A2. 1_> 



WO 02/083876 PCT/US02/09921 



TABLE 2 

SEQDNO: Template ID Start Stop 

5 LG:1397614.15:2001MAR30 244 259 

5 LG:1397614.15:2001MAR30 260 282 

5 LG:1397614.15:2001MAR30 283 458 

5 LG:1397614.15:2001MAR30 459 481 

5 LG: 1397614. 15 :2001MAR30 482 534 

5 LG:1397614.15:2001MAR30 535 557 

5 LG:1397614.15:2001MAR30 558 566 

5 LG:1397614.15:2001MAR30 567 589 

5 LG:1397614.15:2001MAR30 590 644 

5 LG:1397614.15:2001MAR30 1 43 

5 LG:1 397614. 15:2001MAR30 44 66 

5 LG:1397614.15:2001MAR30 67 97 

5 LG:1397614.15:2001MAR30 98 120 

5 LG:1397614.15:2001MAR30 121 195 

5 LG:1397614.15:2001MAR30 196 218 

5 LG:1 397614. 15:2001MAR30 219 260 

5 LG: 1397614. 15 :2001MAR30 261 283 

5 LG: 1397614. 15 :2001MAR30 284 342 

5 LG:1397614.15:2001MAR30 343 365 

5 LG:1397614.15:2001MAR30 366 457 

5 LG: 1397614. 15:2001MAR30 458 480 

5 LG: 1397614. 15 :2001MAR30 481 499 

5 LG: 1397614. 15:2001MAR30 500 522 

5 LG:1397614.15:2001MAR30 523 644 

5 LG:1397614.15:2001MAR30 1 

5 LG:1397614.15:2001MAR30 2 

5 LG:1397614.15:2001MAR30 20 

5 LG: 13976 14. 15:2001MAR30 34 

5 LG:1397614.15:2001MAR30 57 

5 LG:1397614.15:2001MAR30 196 218 

5 LG:1397614.15:2001MAR30 219 263 

5 LG:1397614.15:2001MAR30 264 286 

5 LG:1 397614. 15:2001MAR30 287 292 

5 LG:1397614.15:2001MAR30 293 315 

5 LG: 1397614.15 :2001MAR30 316 324 

5 LG:1397614.15:2001MAR30 325 347 

5 LG:1397614.15:2001MAR30 348 396 

5 LG:1397614.15:2001MAR30 397 416 

5 LG:1397614.15:2001MAR30 417 457 

5 LG:1397614.15:2001MAR30 458 480 

5 LG:1397614.15:2001MAR30 481 533 

5 LG:1 397614. 15:2001MAR30 534 556 

5 LG:1397614.15:2001MAR30 557 565 

5 LG:1397614.15:2001MAR30 566 588 

5 LG:1397614.15:2001MAR30 589 644 

6 LG:1399315.8:2001MAR30 1 612 
6 LG:1399315.8:2001MAR30 613 635 
6 LG:1399315.8:2001MAR30 636 742 
6 LG:1399315.8:2001MAR30 743 760 
6 LG:1399315.8:2001MAR30 761 987 
6 LG:1399315.8:2001MAR30 1 243 
6 LG:1399315.8:2001MAR30 244 261 
6 LG:1399315.8:2001MAR30 262 292 
6 LG:1399315.8:2001MAR30 293 315 

81 



1 

19 
33 
56 
195 



Frame 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 3 
forward 3. 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 3 
forward 3 
forward 3 
forward 3 



Domain Type 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 



Topology 
Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 
Cytosolic 
Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 



BNSDOCID: <WO_ 02083876A2J._> 



W ° 02/083876 PCT/US02/09921 



SEQDNO: Template ID 

6 LG:1399315.8:2001MAR30 

7 LG: 198782. 1:2001MAR30 
7 LG: 1 98782. 1 ;2001MAR30 
7 LG: 198782. 1 :2001MAR30 
7 LG:198782.1:2001MAR30 
7 LG: 1 98782. 1 :2001MAR30 
7 LG: 198782. 1 :2001MAR30 
7 LG: 198782. 1 :2001MAR30 
7 LG: 198782. 1 :2001MAR30 
7 LG: 198782. 1 :2001MAR30 
7 LG: 198782. 1 :2001MAR30 
7 LG: 198782. 1 :2001MAR30 
7 LG:198782. 1 :2001MAR30 
7 LG: 198782. 1 :2001MAR30 
7 LG: 1 98782. 1 :2001MAR30 
7 LG: 198782. 1 :2001MAR30 
7 LG: 198782. 1:2001MAR30 
7 LG: 198782. 1 :2001MAR30 
7 LG: 1 98782. 1 :2001MAR30 
7 LG: 198782. 1 :2001MAR30 
7 LG: 1 98782. 1 :2001MAR30 
7 LG: 1 98782. 1 :2001MAR30 
7 LG: 198782. 1 :2001MAR30 
7 LG: 198782. 1 :2001MAR30 
7 LG: 198782. 1 :2001MAR30 
7 LG: 198782. 1 :2001MAR30 
7 LG: 198782. 1 :2001MAR30 
7 LG: 198782. 1 :2001MAR30 
7 LG: 198782. 1 :2001MAR30 
7 LG: 198782. 1 :2001MAR30 
7 LG: 198782. 1 :2001MAR30 

7 LG: 198782. 1 :2001MAR30 

8 LG:236046. 1 :2001MAR30 
8 LG:236046. 1 :2001MAR30 
8 LG:236046. 1 :2001MAR30 
8 LG:236046.1:2001MAR30 
8 LG:236046. 1 :2001MAR30 
8 LG:236046. 1 :2001MAR30 
8 LG:236046.1:2001MAR30 
8 LG:236046.1 :2001MAR30 
8 LG:236046. 1 :2001MAR30 
8 LG:236046. 1 :2001MAR30 
8 LG:236046. 1 :2001MAR30 
8 LG:236046. 1 :2001MAR30 

8 LG:236046. 1 :2001MAR30 

9 LG:332122.6:2001MAR30 
9 LG:332122.6:2001MAR30 
9 LG:332122.6:2001MAR30 
9 LG:332122.6:2001MAR30 
9 LG:332122.6:2001MAR30 
9 LG:332122.6:2001MAR30 
9 LG:332122.6:2001MAR30 
9 LG:332122.6:2001MAR30 
9 LG:332122.6:2001MAR30 



TABLE 2 
Start Stop 
316 986 



1 735 

736 758 

759 770 

771 793 

794 S51 



1 

28 
51 



27 
50 
377 



378 400 
401 404 

405 424 

425 769 

770 792 

793 801 

802 819 
820 850 

1 33 
34 51 

52 380 

381 403 

404 406 

407 , 424 

425 436 

437 459 

460 541 

542 564 

565 770 

771 793 

794 802 

803 822 
823 850 



1 

161 



160 
183 



184 203 

204 226 

227 235 

236 253 

254 273 

274 296 

297 367 

368 390 

391 396 



417 
1 



848 
389 



390 412 

413 447 

448 470 

471 557 

558 575 

576 655 

656 678 

679 681 
82 



Frame 
forward 3 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 
forward 
forward 
forward 
forward 
forward 
forward 
forward 
forward 
forward 
forward 
forward 
forward 
forward 
forward 
forward 
forward 
forward 
forward 
forward 
forward 
forward 



Domain Type 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM. 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 



Topology 
Non-Cytosolic 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 



BNSDOCID: <WO 02083876A2. 1_> 



WO 02/083876 



PCT/US02/09921 



SEQ D NO: Template ID 

9 LG:332122.6:2001MAR30 

9 LG:332122.6:2001MAR30 

9 LG:332122.6:2001MAR30 

9 LG:332122.6:2001MAR30 

9 LG:332122.6:2001MAR30 

9 LG:332122.6:2001MAR30 

9 LG:332122.6:2001MAR30 

9 LG:332122.6:2001MAR30 

9 LG:332122.6:2001MAR30 

9 LG:332122.6:2001MAR30 

9 LG:332122.6:2001MAR30 

9 LG:332122.6:2001MAR30 

9 LG:332122.6:2001MAR30 

9 LG:332122.6:2001MAR30 

9 LG:332122.6:2001MAR30 

9 LG:332122.6:2001MAR30 

9 LG:332122.6:2001MAR30 

9 LG:332122.6:2001MAR30 

9 LG:332122.6:2001MAR30 

9 LG:332122.6:2001MAR30 

9 LG:332122.6:2001MAR30 

9 LG:332122.6:2001MAR30 

9 LG:332122.6:2001MAR30 

9 LG:332122.6:2001MAR30 

9 LG:332122.6:2001MAR30 

9 LG:332122.6:2001MAR30 
9 LG:332122.6:2001MAR30 
9 LG:332122.6:2001MAR30 
9 LG:332122.6:2001MAR30 
9 LG:332122.6:2001MAR30 
9 LG:332122.6:2001MAR30 
9 LG:332122.6:2001MAR30 
9 LG:332122.6:2001MAR30 
9 LG:332122.6:2001MAR30 
9 LG:332122.6:2001MAR30 

9 LG:332122.6:2001MAR30 

10 LG:345320.16:2001MAR30 
10 LG:345320.16:2001MAR30 
10 LG:345320.16:2001MAR30 
10 LG:345320.16:2001MAR30 
10 LG:345320.16:2001MAR30 
10 LG:345320. 16:2001MAR30 
10 LG:345320.16:2001MAR30 
10 LG:345320. 16:2001MAR30 
10 LG:345320.16:2001MAR30 
10 LG:345320.16:2001MAR30 
10 LG:345320.16:2001MAR30 
10 LG:345320.16:2001MAR30 
10 LG:345320.16:2001MAR30 
10 LG:345320.16:2001MAR30 
10 LG:345320.16:2001MAR30 
10 LG:345320.16:2001MAR30 
10 LG:345320.16:2001MAR30 
10 LG:345320. 1 6:200 1MAR30 



TABLE 2 
Start Stop 
682 701 
702 758 
759 778 
779 797 
798 
818 
1 

67 
85 
121 
141 



817 
837 
66 
84 
120 
140 
235 
236 255 
256 269 
270 289 
290 347 



348 
371 
397 



370 
396 
419 



420 431 

432 451 

452 465 

466 488 

489 554 

555 574 



575 
1 



837 
231 



232 254 
255 268 



269 
287 



286 
328 



329 351 

352 393 

394 416 

417 428 

429 451 

452 836 



1 

83 

106 

115 



82 
105 
114 
137 



138 290 
291 313 



314 
328 
351 



327 
350 
424 



425 447 
448 764 



1 

99 
122 
160 
183 



98 
121 
159 
182 
188 



189 211 
212 331 
83 



Frame 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 



Domain Type 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 



Topology 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 
Cytosolic 
Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 



BNSDOCID: <WO 02083876A2 J_> 



WO 02/083876 



PCT/US02/09921 



SEQD 
10 
10 
10 
10 
10 
10 
10 
10 
10 
10 
10 
10 
10 
10 
10 

11 

11 

11 

11 

11 

11 

11 

11 

11 

11 

11 

11 

11 

11 

11 

11 

11 

11 

11 

11 

12 

12 

12 

12 

12 

13 

13 

13 

13 

13 

13 

13 

13 

13 

13 

13 

13 

13 

13 



NO: Template ID 

LG:345320. 1 6:2001MAR30 

LG:345320. 1 6:200 1 MAR30 

LG:345320.16:2001MAR30 

LG:345320.16:2001MAR30 

LG:345320.16:2001MAR30 

LG:345320.16:2001MAR30 

LG:345320.1 6:200 1MAR30 

LG:345320.16:2001MAR30 

LG:345320.16:2001MAR30 

LG:345320.16:2001MAR30 

LG:345320.16:2001MAR30 

LG:345320. 16:2001MAR30 

LG:345320. 16:200 1MAR30 

LG:345320. 1 6:2001MAR30 

LG:345320. 1 6:2001MAR30 

LG:350827. 10:2001MAR30 

LG:350827.10:2001MAR30 

LG:350827.10:2001MAR30 

LG:350827. 1 0:2001MAR30 

LG:350827.10:2001MAR30 

LG:350827.10:2001MAR30 

LG:350827. 10:2001MAR30 

LG:350827.10:2001MAR30 

LG:350827.10:2001MAR30 

LG:350827. 10:2001MAR30 

LG:350827.10:2001MAR30 

LG:350827. 10:2001MAR30 

LG:350827.10:2001MAR30 

LG:350827.10:2001MAR30 

LG:350827.10:2001MAR30 

LG;350827. 1 0:2001MAR30 

LG:350827. 10:2001MAR30 

LG:350827.10:2001MAR30 

LG:350827.10:2001MAR30 

LG:350827.10:2001MAR30 

LG:399901.5:2001MAR30 

LG:399901 .5:2001MAR30 

LG:399901.5:2001MAR30 

LG:399901.5:2001MAR30 

LG:399901.5:2001MAR30 

LG:404563. 1 :2001MAR30 

LG:404563. L2001MAR30 

LG:404563. 1 :2001MAR30 

F tt-AC\A*M 1 .OAAiTViT Anon 
.w .-w^.*.a, VV i mmv ju 



TABLE 2 
Start Stop 



LG:404563.1 
LG:404563.1 
LG:404563.1 
LG:404563.1 
LG:404563.1 
LG:404563.1 
LG:404563.1 
LG:404563.1 
LG:404563.1 
LG:404563.1 



:2001MAR30 
:2001MAR30 
2001MAR30 
2001MAR30 
:2001MAR30 
:2001MAR30 
:2001MAR30 
:2001MAR30 
:2001MAR30 
:2001MAR30 



332 354 

355 447 

448 470 

471 764 



1 

89 
112 
115 
138 



88 
111 
114 
137 
172 



173 195 

196 330 

331 353 

354 438 

439 461 

462 764 



1 

10 

33 
83 



9 
32 
82 
105 



106 109 

110 129 

130 149 

150 172 

173 181 

182 204 

205 273 

274 296 

297 352 



1 

10 
33 
141 
164 
178 



9 

32 

140 

163 

177 

197 



198 351 

1 308 

309 33 1 

332 343 

344 366 

367 376 



1 



351 



352 374 

375 662 

y S »-» — 

686 1103 
I 33 
34 51 

52 894 

895 917 

918 999 

1000 1022 

1023 1102 

1 896 

897 919 
84 



Frame 
forward 2 
forward 2 
forward 2 
forward 2 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 3 
forward 3 



Domain Type 

TM 

TM 

TM 

TM 

TM 

TM 

TM 

TM 

TM 

TM 

TM 

TM 

TM 

TM 

TM 

TM 

TM 

TM 

TM 

TM 

TM 

TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 



Topology 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Non-Cytosolic 
Transmembrane 



BNSDOCID: <WO_ 



. 02083876A2J_> 



WO 02/083876 



PCT/US02/09921 



SEQ D NO: Template ID 

1 3 LG:404563. 1 :2001MAR30 

1 3 LG:404563. 1 :2001MAR30 

1 3 LG:404563.1 :2001MAR30 

14 LG:977S12.15:2001MAR30 
14 LG:977812.15:2001MAR30 
14 LG:977812.15:2001MAR30 
14 LG:977812. 15:200 1MAR30 

* 14 LG:977812.15:2001MAR30 
14 LG:977812.15:2001MAR30 
14 LG:977812.15:2001MAR30 
14 LG:977812.15:2001MAR30 
14 LG:977812.15:2001MAR30 
14 LG:977812.15:2001MAR30 
14 LG:977812.15:2001MAR30 
1 4 LG:9778 12. 15:200 1MAR30 
14 LG:977812. 15:200 1MAR30 
14 LG:977812.15:2001MAR30 
14 LG:977812.15:2001MAR30 
14 LG:977812.15:2001MAR30 
14 LG:977S12.15:2001MAR30 
14 LG:977812.15:2001MAR30 
14 LG:977812.15:2001MAR30 
14 LG:977812.15:2001MAR30 
14 LG:977812.15:2001MAR30 
14 LG:977812.15:2001MAR30 
14 LG:977812.15:2001MAR30 
14 LG:977812.15:2001MAR30 
14- LG:977812.15:2001MAR30 
14 LG:977812.15:2001MAR30 
14 LG:9778 12. 15:200 1MAR30 

* 14 LG:977812.15:2001MAR30 
14 LG:977812.15:2001MAR30 
14 LG:977812.15:2001MAR30 
14 LG:977812.15:2001MAR30 
14 LG:977812.15:2001MAR30 
14 LG:977812.15:2001MAR30 
14 LG:977812.15:2001MAR30 
14 LG:977812.15:2001MAR30 
14 LG:977812.15:2001MAR30 
14 LG:977812.15:2001MAR30 
14 LG:977812.15:2001MAR30 
14 LG:977812. 15:2001MAR30 
14 LG:9778 1 2. 15:2001MAR30 
14 LG:977812.15:2001MAR30 
14 LG:977812.15:2001MAR30 
14 LG:977812.15:2001MAR30 
14 LG:977812.15:2001MAR30 
14 LG:977812.15:2001MAR30 
14 LG:977812.15:2001MAR30 
14 LG:977 8 1 2. 1 5 :200 1MAR30 
14 LG:977812.15:2001MAR30 
14 LG:977812.15:2001MAR30 
14 LG:977812.15:2001MAR30 
14 LG:977812.15:2001MAR30 



TABLE 2 
Start Stop 



920 
997 
1015 
1 

24 
44 
53 
76 
95 
113 
116 
139 
159 
178 
211 
229 
248 
271 
285 
308 
340 
358 
447 
467 
1 

90 
108 
114 
137 
151 
174 
260 
283 
334 
357 
418 
441 
450 
468 
1 

94 
117 
126 
149 
155 
175 
210 
228 
247 
270 
284 
307 
338 
356 
85 



996 
1014 
1102 
23 
43 
52 
75 
94 
112 
115 
138 
158 
177 
210 
228 
247 
270 
284 
307 
339 
357 
446 
466 
482 
89 
107 
113 
136 
150 
173 
259 
282 
333 
356 
417 
440 
449 
467 
481 
93 
116 
125 
148 
154 
174 
209 
227 
246 
269 
283 
306 



337 
355 
381 



Frame 
forward 3 
forward 3 
forward 3 
forward 
forward 
forward 
forward 
forward 
forward 
forward 
forward 
forward 
forward 
forward 
forward 
forward 
forward 
forward 
forward 
forward 
forward 
forward 
forward 
forward 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 



Domain Type 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 



TM 

TM 

TM 

TM 

TM 

TM 

TM 

TM 

TM 

TM 

TM 

TM 

TM 

TM 

TM 

TM 

TM 

TM 

TM 

TM 



Topology 
Cytosolic 
Transmembrane 
Non-Cytosolic 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 
Cytosolic 
Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 



BNSDOCID: <WO 02083876A2_L> 



WO 02/083876 



PCT/US02/09921 







TABLE 2 




SEQD 


NO: Template ID 


Start 


Stop Frame 


14 


LG:977S12.15:2001MAR30 


382 


404 


forward 3 


14 


LG:977812.15:2001MAR30 


405 


446 


forward 3 


14 


LG:977812.15:2001MAR30 


447 


469 


forward 3 


14 


LG:977812.15:2001MAR30 


470 


481 


forward 3 


15 


LG:983810.1:2001MAR30 


1 


86 


forward 1 


15 


LG:983810.1:2001MAR30 


87 


109 


forward 1 


15 


LG :9838 1 0. 1 :2001MAR30 


110 


115 


forward 1 


15 


LG:9S38 3 0. 1 :2001MAR30 


116 


138 


forward 1 


15 


LG:9838 1 0. 1 :2001MAR30 


139 


380 


forward 1 


15 


LG:983810.1:2001MAR30 


381 


403 


forward 1 


15 


LG:9838 10. 1 :2001MAR30 


404 


451 


forward 1 


15 


LG:983810.1:2001MAR30 


452 


474 


forward 1 


15 


LG:9838 10. 1 :2001MAR30 


475 


493 


forward 1 


15 


LG:9838 10. 1 :2001MAR30 


494 


516 


forward 1 


15 


LG:983810.1:2001MAR30 


517 


528 


forward 1 


15 


LG:9838 10. 1 :2001MAR30 


529 


551 


forward 1 

A. W A FT vU U X 


15 


LG:983810.1:2001MAR30 


552 


615 


forward 1 


15 


LG:9838 10. 1 :2001MAR30 


616 


638 


forward 1 

*wi ww ax \x x 


15 


LG :9838 1 0. 1 :2001MAR30 


639 


650 


forward 1 

X\JL VVulU i. 


15 


LG:983810.1:2001MAR30 


651 


673 


forward 1 

i\Jl VYCU.U X 


15 


LG:983810.1:2001MAR30 


674 


773 


forward 1 


15 


LG:9838 1 0. 1 :2001MAR30 


1 


93 


forward 9 


15 


LG:983810.1:2001MAR30 


94 


116 


forward 9 


15 


LG:983810.1:2001MAR30 


117 


331 


forward 9 

X\JX waiu im 


15 


LG:983810.1:2001MAR30 


332 


351 


forward 9 


15 


LG:9838 1 0. 1 :2001MAR30 


1 352 


455 


forward 2 


15 


LG:9838 1 0. 1 :2001MAR30 


. 456 


478 


forward 2 


15 


LG:9S38 1 0. 1 :2001MAR30 


479 


521 


forward 1 

AwX 'i UI U 


15 


LG:9S38 1 0. 1 :2001MAR30 


522 


541 


forward 2 


15 


LG:9838 1 0. 1 :2001MAR30 


542 


553 


forward 1 


15 


LG:9838 10. 1 :2001MAR30 


554 


571 


forward 2 


15 


LG:983810.1:2001MAR30 


572 


613 


forward 2 


15 


LG:9838 1 0. 1 :2001MAR30 


614 


636 


forward 2 


15 


LG:9S38 10. 1 :2001MAR30 


637 


642 


forward 2 


15 


LG :9838 1 0. 1 :2001MAR30 


643 


665 


forward 2 


15 


LG:9838 10. 1 :2001MAR30 


666 


684 


forward 2 


15 


LG:983810.1:2001MAR30 


685 


707 


forward 2 


15 


LG:9838 1 0. 1 :2001MAR30 


708 


772 


forward 2 


15 


LG :9838 1 0. 1 :2001MAR30 


1 


94 


forward 3 


15 


LG:983810.1:2001MAR30 


95 


117 


forward 3 


15 


LG :9838 1 0. 1 :2001MAR30 


118 


123 


forward 3 


15 


LG:983810.1:2001MAR30 


124 


146 


forward 3 


15 
16 


LG:9838 1 0. 1 :2001MAR30 


147 


772 


forward 3 


T n-QQA AQQ i .onm \ x a t» ir\ 


i 


12 


forward 1 


16 


LG:984488. l:2001MAR3O 


13 


35 


forward 1 


16 


LG:984488.1 :2001MAR30 


36 


54 


forward 1 


16 


LG:984488. 1 .2001MAR30 


55 


77 


forward 1 


16 


LG:984488.1:2001MAR30 


78 


218 


forward 1 


16 


LG:984488.1:2001MAR30 


1 


14 


forward 3 


16 


LG:984488.1:2001MAR30 


15 


37 


forward 3 


16. 


LG:984488. 1 :2001MAR30 


38 


218 


forward 3 


17 


LG:01 1606.1 :2001MAR30 


1 


92 


forward 3 


17 


LG:01 1606.1:2001MAR30 


93 


115 


forward 3 


17 


LG:0 1 ] 606. 1 :2001MAR30 


116 


129 


forward 3 



86 



Domain Type 


Topology 


TM 


Transmembrane 


TM 


Cytosolic 


TM 


Transmembrane 


TM 


Non-Cytosolic 


TM 


Non-Cvtnsolir 


TM 


Transmembrane 


TM 


Cvtosnlir 


TM 


Transmembrane 


TM 


Non-Cvto<;olir 


TM 


Transmembrane 


TM 


fvfncnlir' 


TM 


Transmem hranp 


TM 


TsJnrjwOx/tocrvl \r* 


TM 


Tran^mpmhranp 
a i auoiiiwiitui alic 


TM 


CvrriQrilir* 
v — '_j lUovJitv 


TM 


i iciiioincmurane 


TM 


Nfon-C^ vtricrtl i r 


TM 


i ransmemorane 


TM 


v-» y ivjiuiits 


TM 


1 1 aiibinemorane 


TM 


Nnn-P Vtnenl i n 
i^\jii"-v_y iajoUIjl, 


TM 


y~-y LusoiiC 


TM 


* * ciiioiiiciuui allc 


TM 


lNUii-v^yiosoilC 


TM 


TrjinQmf*mKrii rt<^ 
x laiioiiidiiui alic 


TM 


v—y losoijc 


TM 


Tran^TTiprnKran/* 

x i ai ion ic-tiiui til IC 


TM 


Mnn -f""' v t r* e/% 1 i /■• 


TM 


Trans m em hra n p> 


TM 


v-y losoiic 


TM 


Tran^mpmHron** 


TM 


Non-CvtnQnHr 


TM 


T rflntmpmKfaiip 
* i aiioiiidllUlallc 


TM 


Cvto<;olir 


TM 


TraiTJmPTnKrftnp 
x i ai ioi iivvlllUi aj Iv 


TM 


Non-Cvto^nl ir 


TM 


Transmembrane 


TM 


t-UoUIlL, 


TM 


Non~Cvto<>olir 


TM 


TrJin^mprnKrono 


TM 


Cvto^olir 


TM 


Transmembrane 


TM 


Non «-f v f n col i c 


TM 


Cvtosolir 


TM 


Transmembrane 

* i uii^iiivl 11 Ul Lll 1 v 


TM 


Non-f^vto^oHp 

iivii >w » y iv/SUllv 


TM 


Transmembrane 


TM 


Cytosolic 


TM 


Non-Cytosolic 


TM 


Transmembrane 


TM 


Cytosolic 


TM 


Cytosolic 


TM 


Transmembrane 


TM 


Non-Cytosolic 



WO 02/083876 



PCT/US02/09921 



SEQ D NO: Template ID 

17 LG:011606.1:2001MAR30 

17 LG:01 1606.1 :2001MAR30 

1 8 LG :025465 .5 :200 1 MAR30 
18 LG:025465.5:2001MAR30 
18 LG:025465.5:2001MAR30 
1 8 LG:025465 .5 :200 1 MAR30 

1 8 LG:025465 .5 :200 1M AR30 

19 LG:025724.10:2001MAR30 
19 LG:025724.10:2001MAR30 
19 LG:025724.10:2001MAR30 
19 LG:025724. 10:200 1MAR30 
19 LG:025724.10:2001MAR30 
19 LG:025724.10:2001MAR30 
19 LG:025724.1 0:200 1MAR30 
19 LG:025724.10:2001MAR30 
19 LG:025724. 1 0:200 1MAR30 
1 9 LG :025724. 1 0:200 1 MAR30 
19 LG:025724.10:2001MAR30 
19 LG:025724. 10.2001MAR30 
1 9 LG :025724 . 1 0: 200 1 MAR30 
19 LG:025724. 10:2001MAR30 
19 LG:025724.10:2001MAR30 
19 LG:025724.10:2001MAR30 
19 LG:025724. 10:200 1MAR30 
19 LG:025724. 10:200 1MAR30 
19 LG:025724.10:2001MAR30 
19 LG:025724.10:2001MAR30 
19 LG:025724. 10:200 1MAR30 
19 LG:025724.10:2001MAR30 
19 LG:025724. 10:2001MAR30 
19 LG:025724. 1 0:200 1MAR30 
19 LG:02572410:2001MAR30 
19 LG:0257241 0:200 1MAR30 
19 LG:025724.1 0:200 1MAR30 
19 LG:025724.10:2001MAR30 
19 LG:025724. 10:2001MAR30 
19 LG:025724. 10:2001MAR30 
19 LG:025724. 1 0:2001MAR30 
1 9 LG:025724. 1 0:2001MAR30 
19 LG:025724. 10.2001MAR30 
19 LG:025724. 1 0.2001MAR30 
19 LG:025724. 1 0:200 1MAR30 
19 LG:025724.10:2001MAR30 
19 LG:025724. 10:2001MAR30 
19 LG:025724. 1 0:200 1MAR30 
19 LG:025724.10:2001MAR30 
19 LG:025724. 1 0:200 1MAR30 
19 LG:025724. 1 0:200 1M AR30 
19 LG.025724. 10:2001MAR30 
19 LG:025724. 1 0:200 1MAR30 
19 LG:025724. 1 0:2001MAR30 
19 LG:025724. 1 0:2001MAR30 
19 LG:025724. 1 0:2001MAR30 
19 LG:025724. 1 0:2001MAR30 



TABLE 2 
Start Stop 



130 
153 
1 

375 
398 
454 
477 
1 

93 
116 
404 
427 
639 
657 
663 
686 
695 
718 
729 
749 
763 
786 
806 
829 
832 
855 
861 
• 884 
930 
953 
994 
1017 
1 

684 
704 
715 
733 
747 
770 
846 
869 
935 
958 
969 
992 
1025 
1048- 
1 

10 
29 
75 
98 
397 
420 
87 



152 
400 
374 
397 
453 
476 
661 
92 
115 
403 
426 
638 
656 
662 
685 
694 
717 
728 
748 
762 
785 
805 
828 
831 
854 
860 
883 : 
929 
952 
993 
1016 
1151 
683 
703 
714 
732 
746 
769 
845 
868 
934 
957 
968 
991 
1024 
1047 
1151 
9 

28 
74 
97 
396 
419 
635 



Frame 
forward 3 
forward 3 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
; forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 



Domain Type 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 



Topology 
Transmembrane 

Cytosolic 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosoiic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 
Cytosolic 



BNSDOCID: <WO 02083876A2_I_> 



WO 02/083876 



PCT/US02/09921 



SEQDNO: Template ID 

19 LG:025724.1 0:200 1MAR30 

19 LG:025724. 10:2001MAR30 

19 LG:025724. 10:2001MAR30 

19 LG:025724. 10;2001MAR30 

19 LG:025724. 10:2001MAR30 

19 LG:025724.30:2001MAR30 

19 LG.025724. 10:2001MAR30 

19 LG:025724. 10:2001MAR30 

19 LG:025724.10:2001MAR30 

19 LG:025724.10;2001MAR30 

19 LG:025724.10:2001MAR30 

19 LG:025724.10:2001MAR30 

20 LG: 1 095426. 1 :200 1M AR30 
20 LG: 1095426. 1 :2001MAR30 
20 LG:1095426.1:2001MAR30 
20 LG: 1 095426. 1 :2001MAR30 
20 LG: 1095426. 1 :200 1MAR30 
20 LG: 1095426. 1 :2001MAR30 
20 LG: 1095426. 1:2001MAR30 

20 LG: 1 095426. 1:2001MAR30 

21 LG: 1 1 324 1 8. 1 :2001MAR30 
21 LG: 1 1324 1 8. 1 :2001MAR30 

21 LG: 1 1324 18. 1 :2001MAR30 

22 LG: 1377900. 24:2001MAR30 
22 LG: 1 377900. 14:2001MAR30 
22 LG: 1 377900. 14.2001MAR30 
22 LG: 1 377900. 14:2001MAR30 

22 LG:1377900.14:2001MAR30 

23 LG:1383812.1:2001MAR30 
23 LG: 1 3838 12. 1 :2001MAR30 

* 23 LG:1383812.1:2001MAR30 

23 LG: 13838 12. 1 :2001MAR30 

23 LG:1383812.1:2001MAR30 

23 LG: 1 3838 12. 1 :2001MAR30 

23 LG: 13838 12. 1 :2001MAR30 

23 LG: 1 3838 12. 1 :2001MAR30 

23 LG: 1 3838 1 2. 1 :200 1MAR30 

23 LG:1383812.1:2001MAR30 

23 LG: 13838 12. L2001MAR30 

23 LG:1383S12.1:2001MAR30 

23 LG:1383812.1:2001MAR30 

24 LG: 1 468687. 1 :2001MAR30 
24 LG.1468687.3 :2001MAR30 

24 LG: 1468687,1 :2001MAR30 

25 LG: 35055 13. 1 :2001MAR30 
25 LG: 15055 13.1 :2001MAR30 
25 LG: 15055 13.1 :2001MAR30 
25 LG: 15055 13.1 :2001MAR30 
25 LG:1505513.1:2001MAR30 
25 LG: 15055 13.1 :2001MAR30 
25 LG: 15055 13. 1 :2001MAR30 
25 LG: 15055 13. 1 :200 1MAR30 
25 LG: 15055 1 3. 1 :2001MAR30 
25 LG: 15055 13.1 :2001MAR30 



TABLE 2 
Start Stop 
636 653 
654 680 
681 703 



704 871 

872 889 

890 968 

969 991 

992 1083 

1084 1106 

3107 1115 

1116 1135 

1136 1151 



I 



168 



169 191 

192 202 

203 225 

226 883 



1 



119 



120 142 
143 882 



1 

142 



141 
164 



165 260 



1 

158 
183 



157 
180 
199 



200 222 
223 230 



1 

84 
107 



83 
106 
125 



126 143 
144 152 



153 
171 



170 
176 



177 196 

197 200 

201 218 

219 224 

225 247 

248 732 

1 48 

49 71 



1 

15 

38 
111 
134 
153 
173 

1 

13 

36 

88 



14 

37 
110 
133 
152 
172 
344 
12 
35 
49 



Frame 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 1 
forward 2 
forward i 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 2 
forward 2 
forward 2 



Domain Type 
TM 
TM 
TM 
TM 

TM 

TM 

TM 

TM 

TM 

TM 

TM 

TM 

TM 

TM 

TM 

TM 

TM 

TM 

TM 

TM 

TM 

TM 

TM 

TM 

TM 

TM 

TM 

TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 



Topology 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 

Cytosolic 
Transmembrane 
Non-Cytosolic 

Cytosolic 
Transmembrane 
Non-Cytosolic 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 
Cytosolic 
Cytosolic 
Transmembrane 
Non-Cytosolic 



WO 02/083876 



PCT/US02/09921 



SEQ D NO: Template ID 

25 LG : 1 5055 13 . 1 :200 1MAR30 

25 LG : 1 5055 13.1:2001 MAR30 

25 LG:1505513.1:2001MAR30 

25 LG : 1 5055 1 3 . 1 :200 1 MAR30 

25 LG: 15055 13.1:2001MAR30 

25 LG : 1 5055 13.1 :200 1M AR30 

25 LG: 1 5055 13.1 :200 1M AR30 

25 LG: 1 5055 13.1 :200 1MAR30 

25 LG: 1 5055 1 3 . 1 :2001M AR30 

26 LG:178823.9:2001MAR30 
26 LG:178823.9:2001MAR30 
26 LG:178823.9:2001MAR30 
26 LG: 178823 .9:2001MAR30 
26 LG:178S23.9:2001MAR30 
26 LG: 178823.9:2001MAR30 
26 LG: 178823 .9:2001MAR30 
26 LG: 178823 .9:2001MAR30 
26 LG: 178823 .9:2001MAR30 
26 LG:178823.9:2001MAR30 
26 LG:178823.9:2001MAR30 
26 LG:178823.9:2001MAR30 
26 LG:178823.9:2001MAR30 
26 LG: 178823 .9.2001MAR30 
26 LG:178823.9:2001MAR30 
26 LG:178823.9:2001MAR30 
26 LG: 1 78823.9:2001MAR30 

26 LG: 178823 .9:2001MAR30 

27 LG:198342.3:2001MAR30 
27 LG: 198342.3:2001MAR30 
27 LG:198342.3:2001MAR30 
27 LG:198342.3:2001MAR30 

27 LG:198342.3:2001MAR30 

28 LG:2 10672. 1 :200 1MAR30 
28 LG:210672.1:2001MAR30 
28 LG:210672.1:2001MAR30 
28 LG:210672.1:2001MAR30 
28 LG:210672. 1 :2001MAR30 
28 LG:210672.1:2001MAR30 
28 LG:2 10672. 1 :2001MAR30 
28 LG:210672.1:2001MAR30 
28 LG:210672.1:2001MAR30 
28 LG:210672.1:2001MAR30 
28 LG:21067ll:2001MAR30 

28 LG:210672.1:2001MAR30 

29 LG :2 1 2823. 8 :200 1 MAR30 
29 LG:212823.8:2001MAR30 
29 LG:212823.8:2001MAR30 
29 LG:212823.8:2001MAR30 
29 LG:212823.8:2001MAR30 
29 LG:212823.8:2001MAR30 
29 LG:212823,8:2001MAR30 
29 LG:212823.8:2001MAR3O 
29 LG:212823.8:2001MAR30 
29 LG:212823.8:2001MAR30 



TABLE 2 



Start Stop Frame Domain Type 



50 


72 


forward 2 


TM 


73 


110 


forward 2 


TM 


111 


133 


forward 2 


TM 


134 


343 


forward 2 


TM 


1 


14 


forward 3 


TM 


15 


37 


forward 3 


TM 


38 


108 


forward 3 


TM 


109 


126 


forward 3 


TM 


127 


343 


forward 3 


TM 


1 


262 


forward 1 


TM 


263 


281 


forward 1 


TM 


282 


292 


forward 1 


TM 


293 


312 


forward 1 


TM 


313 


316 


forward 1 


TM 


317 


334 


forward 1 


TM 


335 


346 


forward 1 


TM 


347 


369 


forward 1 


TM 


370 


398 


forward 1 


TM 


1 


90 


forward 2 


TM 


91 


113 


forward 2 


TM 


114 


127 


forward 2 


TM 


128 


150 


forward 2 


TM 


151 


296 


forward 2 


TM 


297 


319 


forward 2 


TM 


320 


333 


forward 2 


TM 


334 


351 


forward 2 


TM 


352 


398 


forward 2 


TM 


1 


1418 


forward 3 


TM 



1419 1441 forward 3 TM 

1442 1545 forward 3 TM 

1546 1568 forward 3 TM 

1569 1597 forward 3 TM 



1 


397 


forward 1 


TM 


398 


420 


forward 1 


TM 


421 


468 


forward 1 


TM 


469 


491 


forward 1 


TM 


492 


585 


forward 1 


TM 


1 


76 


forward 2 


TM 


77 


99 


forward 2 


TM 


100 


102 


forward 2 


TM 


103 


125 


forward 2 


TM 


126 


402 


forward 2 


TM 


403 


425 


forward 2 


TM 


426 


585 


forward 2 


TM 


1 


58 


forward 1 


TM 


59 


81 


forward 1 


TM 


82 


100 


forward 1 


TM 


101 


123 


forward 1 


TM 


124 


569 


forward 1 


TM 


570 


588 


forward 1 


TM 


589 


594 


forward 1 


TM 


595 


617 


forward 1 


TM 


618 


835 


forward 1 


TM 


1 


37 


forward 2 


TM 



89 



Topology 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 
Cytosolic 
Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Cytosolic 



WO 02/083876 



PCT/US02/09921 



SEQ D NO: Template ID 


29 


LG:212823.8:2001MAR30 


29 


LG:212823.8:2001MAR30 


29 


LG:212823.8:2001MAR30 


29 


LG:212823.8:2001MAR30 


29 


LG:212823.8:2001MAR30 


29 


LG:212823.8:2001MAR30 


29 


LG:212823.8:2001MAR30 


29 


LG:212823.8:2001MAR30 


29 


LG:212823.8:2001MAR30 


29 


LG:212823.8:2001MAR30 


29 


LG:212823.8:2001MAR30 


29 


LG:212823.8:2001MAR30 


29 


LG:212823.8:2001MAR30 


30 


LG:220495.9:2001MAR30 


30 


LG:220495.9:2001MAR30 


30 


LG:220495.9:2001MAR30 


30 


LG:220495.9:2001MAR30 


30 


LG:220495.9:2001MAR30 


30 


LG:220495.9:2001MAR30 


30 


LG:220495.9:2001MAR30 


30 


LG:220495.9:2001MAR30 


30 


LG:220495.9:2001MAR30 


30 


LG:220495.9:2001MAR30 


30 


LG:220495.9:2001MAR30 


30 


LG:220495.9:2001MAR30 


30 


LG:220495.9:2001MAR30 


30 


LG:220495.9;2001MAR30 


30 


LG:220495.9:2001MAR30 


30 


LG:220495.9:2001MAR30 


30 


LG:220495.9:2001MAR30 


30 


LG;220495.9:2001MAR30 


30 


LG:220495.9:2001MAR30 


30 


LG:220495.9:2001MAR30 


30 


LG:220495.9:2001MAR30 


30 


LG:220495.9:2001MAR30 


30 


LG:220495.9:2001MAR30 


30 


LG:220495.9:2001MAR30 


31 


LG:238262. 1 :2001MAR30 


31 


LG:238262. 1 :2001MAR30 


31 


LG:238262. 1 :2001MAR30 


31 


LG:238262. 1 :2001MAR30 


31 


LG:238262.1:2001MAR30 


31 


LG:23S262. 1 :2001MAR30 


31 




31 


LG.238262. 1 :2001MAR30 


32 


LG:239410.21:2001MAR30 


32 


LG:239410.21:2001MAR30 


32 


LG.2394 1 0.2 1 :2001MAR30 


32 ' 


LG:239410.21:2001MAR30 


32 


LG.2394 1 0.2 1 :2001MAR30 


32 


LG.-2394 J 0.2 1 :2001MAR30 


32 


LG:2394 1 0.2 1 :200 1MAR30 


32 


LG.2394 1 0.2 1 :2001MAR30 


32 


LG:2394I0.21:2001MAR30 



TABLE 2 



Start 


Stop Frame 


38 


60 


forward 2 


61 


64 


forward 2 


65 


82 


forward 2 


83 


88 


forward 2 


89 


111 


forward 2 


112 


835 


forward 2 


1 


9 


forward 3 


10 


32 


forward 3 


33 


51 


forward 3 


52 


74 


forward 3 


75 


587 


forward ^ 


588 


610 


forward 1 


611 


834 


forward *\ 

Avl TV LAX V_i / 


1 


14 


forward 1 


15 


37 


forward 1 


38 


446 


forward 1 


447 


465 


forward 1 


466 


484 


forward 1 

1U1 VVCUU I 


485 


507 


firvrwarrl 1 

1 \JA w ax Li i 


508 


567 


forwarrf 1 


568 


590 


fnrwarH 1 

L\JX w oi u X 


591 


599 


forwarH 1 


600 


622 


frirwarH 1 

M.KJ1 VV CIV U J. 


623 


737 


forwarrl 1 


1 


40 


forward 9 


41 


63 


forwarri 0 


64 


163 


forwarrf 9 


164 


183 


forward 9 
iwi waiu jL> 


184 


192 


forward 9 

*.\JK TVU1U ^ 


193 


210 


forward 9 


211 


247 


forward 9 


248 


270 


forward 9 


271 


284 


forward 2 


285 


307 


forward 2 


308 


486 


forward 2 


487 


509 


forward 2 


510 


737 


forward 2 


1 


327 


forward 1 


328 


350 


forward 1 


351 


369 


forward 1 



370 392 forward 1 

393 405 forward 1 

1 334 forward 3 

335 357 forward 3 

358 404 forward 3 

1 816 forward 1 

817 834 forward 1 

835 963 forward 1 

1 139 forward 2 

140 162 forward 2 

163 163 forward 2 

164 186 forward 2 
187 219 forward 2 
220 242 forward 2 



Domain Type Topol ogy 


TM 


1 J alioiUClllui dllC 


TM 


Non-Cytosolic 


TM 


Transmembrane 


TM 


Cytosolic 


TM 


Transmembrane 


TM 


in on-cy tosoiic 


TM 


Non-CytosoJic 


1 XVI 


Transmembrane 


TM 


Cytosolic 


TM 


Transmembrane 


TM 


Non-Cytosolic 


TM 


Transmembrane 


TKA 
X XVI 


Cytosolic 


TM 


Non-Cytosolic 


1M 


Transmembrane 


TM 


Cytosolic 


IiVi 


Transmembrane 


TKA 
1M 


Non-Cytosolic 


TM 
1JVJ 


Transmembrane 


IM 


Cytosolic 


TKA 
IM 


Transmembrane 


IM 


Non-Cytosolic 


TM 
AM 


Transmembrane 




Cytosolic 


TTV/f 
IM 


Non-Cytosolic 


IM 


Transmembrane 


TTV/T 
ISVL 


Cytosolic 


TKA 
IM 


Transmembrane 


TM" 
IM 


Non-Cytosolic 


TM 
IM 


Transmembrane 


TM 


Cytosolic 


TM 


Transmembrane 


TM 


Non-Cytosolic 


TM 
iivi 


Transmembrane 


TM 


Cytosolic 


TM 


Transmembrane 


TM 

J. IVI 


Non-Cytosolic 


TM 


Cytosolic 


TM 

1 IVI 


Transmembrane . 


TM 

I IVI 


Non-Cytosolic 


TM 


Transmembrane 


TM 

A IVI 


Cytosolic 


TM 


rvon-cytosolic 


TM 


Transmembrane 


TM 


Cytosolic 


TM 

1 IVI 


Non-Cytosolic 


TM 


Transmembrane 


TM 


Cytosolic 


TM 


Non-Cytosolic 


TM 


Transmembrane 


TM 


Cytosolic 


TM 


Transmembrane 


TM 


Non-Cytosolic 


TM 


Transmembrane 



WO (12/083876 
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D NO: 


Template ID 


32 


LG:239410.21:2001MAR30 


32 


LG:239410.21:2001MAR30 


32 


LG:239410.21:2001MAR30 


32 


LG :2394 1 0.2 1 :200 1M AR30 


32 


LG :2394 1 0.2 1 :200 1M AR30 


32 


LG:239410.21:2001MAR30 


32 


LG:239410.21:2001MAR30 


32 


LG:23941 0.21 :2001MAR30 


32 


LG:239410.21:2001MAR30 


32 


LG:239410.21:2001MAR30 


32 


LG:239410.21:2001MAR30 


32 


LG:23941 0.2 1 :2001MAR30 


32 


LG:239410.21 :2001MAR30 


33 


LG:245854.7:2001MAR30 


33 


LG:245854.7:2001MAR30 


33 


LG:245854.7:2001MAR30 


34 


LG:294697. 1:200 1MAR30 


34 


LG:294697. 1 :2001MAR30 


34 


LG:294697.1:2001MAR30 


34 


LG:294697. 1 :2001MAR30 


34 


LG:294697.1:2001MAR30 


34 


LG:294697.1:2001MAR30 


34 


LG:294697.1 :2001MAR30 


34 


LG:294697.1:2001MAR30 


35 


LG:345884.1:2001MAR30 


35 


LG:345884.1:2001MAR30 


35 


LG:345884.1:2001MAR30 


36 


LG:400095.15:2001MAR30 


36 


LG:400095.15:2001MAR30 


36 


LG:400095.15:2001MAR30 


36 


LG:400095.15:2001MAR30 


36 


LG:400095.15:2001MAR30 


36 


LG:400095.15:2001MAR30 


36 


LG:400095.15:2001MAR30 


37 


LG:402180.1:2001MAR30 


37 


LG:402 1 80. 1 :2001MAR30 


37 


LG :402 1 80. 1 :200 1MAR30 


37 


LG:402180.1:2001MAR30 


37 


LG :402 1 80. 1 :2001M AR30 


37 


LG:402 1 80. 1 :2001MAR30 


37 


LG:402 1 80. 1 :2001 MAR30 


37 


LG :402 1 80. 1 .2001MAR30 


37 


LG:402 1 80. 1 :2001MAR30 


37 


LG:402 1 80. 1 :2001MAR30 


37 


LG :402 1 80. 1 :2001M AR30 


37 


LG :402 1 80. 1 :2001 M AR30 


37 


LG :402 1 80. 1 :2001MAR30 


37 


LG :402 1 80. 1 :2001 MAR30 


37 


LG:4021 80. 1 :2001MAR30 


37 


LG:402 1 80. 1 :2001MAR30 


37 


LG:402 1 80. 1 :2001MAR30 


37 


LG:402 1 80. 1 :2001MAR30 


38 


LG:403401.1:2001MAR30 


38 


LG:403401 . 1 :2001MAR30 



TABLE 2 






Start 


Stop 


Frame 


Domain Type 


243 . 


267 


forward 2 


TM 


268 


290 


forward 2 


TM 


291 : 


365 


forward 2 


TM 


366 


388 


forward 2 


TM 


389 


408 


forward 2 


TM 


409 


431 


forward 2 


TM 


432 


470 


forward 2 


TM 


471 


493 


forward 2 


TM 


494 


508 


forward 2 


TM 


509 


531 


forward 2 


TM 


532 


550 


forward 2 


TM 


551 


573 


forward 2 


TM 


574 


963 


forward 2 


TM 


1 


68 


forward 3 


TM 


69 


88 


forward 3 


TM 


89 


1346 


forward 3 


TM 


1 * 


61 


forward 1 


TM 


62 


84 


forward 1 


TM 


85 


225 


forward 1 


TM 


1 


85 


forward 3 


TM 


86 


105 


forward 3 


TM 


106 


178 


forward 3 


TM 


179 


201 


forward 3 


TM 



202 


224 


forward 3 


TM 


1 


28 


forward 1 


TM 


29 


51 


forward 1 


TM 


52 


192 


forward 1 


TM 


1 


970 


forward 1 


TM 


971 


993 


forward 1 


TM 


994 ; 


997 


forward 1 


TM 


998 


1015 


forward 1 


TM 


1016 


1018 


forward 1 


TM 


1019 


1036 


forward 1 


TM 


1037 


1062 


forward 1 


TM 


1 


162 


forward 1 


TM 


163 


185 


forward 1 


TM 


186 


204 


forward 1 


TM 


205 


227 


forward 1 


TM 


228 


283 


forward 1 


TM 


284 


306 


forward 1 


TM 


307 


325 


forward 1 


TM 


326 


348 


forward 1 


TM 


349 


560 


forward 1 


TM 


561 


583 


forward 1 


TM 


584 


614 


forward 1 


TM 


615 


637 


forward 1 


TM 


638 


658 


forward 1 


TM 


1 


318 


forward 2 


TM 


319 


.341 


forward 2 


TM 


342 


562 


forward 2 


TM 


563 


585 


forward 2 


TM 


586 


658 


forward 2 


TM 


1 


176 


forward 1 


TM 


177 


199 


forward 1 


TM 



Topology 
Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 
Cytosolic 
Cytosolic 
Transmembrane 
Non-Cytosolic 

Cytosolic 
Transmembrane 
Non-Cytosolic 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 
Cytosolic 
Cytosolic 
Transmembrane 
Non-Cytosolic 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 
Cytosolic 
Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 

Cytosolic 
Transmembrane 



BNSDOCID: <WO 02083876A2_ L> 
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SEQ D 


NO: Template ID 


Start 


38 


LG :40340 1 . 1 :200 1 MAR30 


200 


38 


LG:403401. 1 :200lMAR30 


219 


38 


LG :40340 1 . 1 :200.1 MAR30 


239 


38 


LG:403401 . 1 :2001MAR30 


251 


38 


LG:403401.1:2001MAR30 


274 


38 


LG:403401.1:2001MAR30 


1 


38 


LG:403401.1:2001MAR30 


15 


38 


LG:403401 . 1 :2001MAR30 


38 


38 


LG:403401 . 1 :2001MAR30 


177 


38 


LG:403401.1:2001MAR30 


200 


38 


LG :40340 1 . 1 : 200 1 MAR30 


214 


38 


LG:403401 . 1 :2001MAR30 


237 


38 


LG:403401 . 1 :200 1MAR30 


1 


38 


LG :40340 1 . 1 :200 1 MAR30 


139 


38 


LG:40340L 1 :2001MAR30 


162 


38 


LG:403401 . 1 :200 1M AR30 


193 


38 


LG:403401 . 1 :2001MAR30 


216 


38 


LG:403401 . 1 :2001MAR30 


227 


38 


LG:403401 . 1 :2001MAR30 


250 


39 


LG:41 1327.29:200 1MAR30 


1 


39 


LG:4 1 1 327.29:2001MAR30 


98 


39 


LG:41 1327.29:2001MAR30 


121 


40 


LG:4 1 7464. 1 0:200 1MAR30 


1 


40 


LG:4 1 7464. 1 0:200 1MAR30 


20 


40 


LG:4 17464. 1 0:2001MAR30 


43 


40 


LG :4 1 7464. 1 0:200 1MAR30 


299 


40 


LG:4 1 7464. 1 0:200 1MAR30 


322 


40 


LG :4 1 7464. 1 0:200 1MAR30 


341 


40 


LG:417464.10:2001MAR30 


364 


40 


LG:417464.10:2001MAR30 


1 


40 


LG:417464.10:2001MAR30 


288 


40 


LG:4 1 7464. 1 0:2001MAR30 


311 


40 


LG:4 1 7464. 1 0:2001MAR30 


331 


40 


LG :4 1 7464. 1 0:200 1 MAR30 


354 


40 


LG:4 1 7464. 1 0:200 1 MAR30 


368 


40 


LG :4 1 7464. 1 0:200 1MAR30 


391 


40 


LG:4 1 7464. 1 0:200 1MAR30 


1 


40 


LG:4 1 7464. 1 0:2001MAR30 


2 


40 


LG :4 1 7464. 1 0:200 1MAR30 


25 


40 


LG :4 1 7464. 1 0:200 1 MAR30 


96 


40 


LG:4 1 7464. 1 0:200 1 MAR30 


119 


40 


LG:417464.10:2001MAR30 


329 


40 


LG:4 1 7464. 10:2001MAR30 


352 


41 


T (~l~AQ 1 00*7 1 .OAA1 -KA a r» on 
— - — • ^ * * <s i • a l irxrxi\.j\j 


1 


41 


LG:48 1 997. 1 :2001MAR30 


83 


41 


LG:48 1 997. 1 :2001MAR30 


106 


41 


LG:48 1 997. 1 :2001MAR30 


153 


41 


LG:481997.1:2001MAR30 


176 


41 


LG:48 1 997. 1 :2001MAR30 


254 


41 


LG:48 1 997. 1 :2001MAR30 


277 


41 


LG:48 1 997. 1 :2001MAR30 


280 


41 


LG:481997.1:2001MAR30 


303 


41 


LG:48 1 997. 1 :2001MAR30 


1 


41 


LG:48 1 997. 1 :2001MAR30 


82 



92 



2 



Stop 


> Frame 


Domain Type 


Topology 


218 


forward 1 


TM 


Non-Cytosolic 


238 


forward 1 


TM 


Transmembrane 


250 


forward 1 


TM 


Cytosolic 


273 


forward 1 


TM 


Transmembrane 


350 


forward 1 


- TM 


Non-Cytosolic 


14 


forward 2 


TM 


Non-Cytosolic 


37 


forward 2 


TM 


Transmembrane 


176 


forward 2 


TM 


Cytosolic 


199 


forward 2 


TM 


Transmembrane 


213 


forward 2 


TM 


Non-Cytosolic 


236 


forward 2 


TM 


Transmembrane 


350 


forward 2 


TM 


Cytosolic 


138 


forward 3 


TM 


Cytosolic 


161 


forward 3 


TM 


Transmembrane 


192 


forward 3 


TM 


Non-Cvtosolic 


215 


forward 3 


TM 


Transmembrane 


226 


forward 3 


TM 


Cvto<ir>lir 


249 


forward 3 


TM 


Transmembrane 


350 


forward 3 


TM 


Non-Cvtn^nlir 

A^VSH v-» y LL/OVI k\* 


97 


forward 1 


TM 




120 


forward 1 


TM 


Trancmpmhranp 


371 


forward 1 


TM 


Nfon-Cvfn^nlir 


19 


forward 1 


TM 


i ^ y wjQ\jig\* 


42 


forward 1 


TM 


Trflnimpmhranp 

*lul lot I IU* <XllC 


298 


forward 1 


TM 


Cvtosolic 


321 


forward 1 


TM 


Transmembrane 


340 


forward 1 


TM 


Non-Cytosolic 


363 


forward 1 


TM 


Trans mem hra n e 


418 


forward 1 


TM 


Cytosolic 


287 


forward 2 


TM 


Non-Cytosolic 


310 


forward 2 


TM 


Trans membrane 


330 


forward 2 


TM 


Cvtosolic 


353 


forward 2 


TM 


Transmemhrane 


367 


forward 2 


TM 


Non-Cvtosolic 


390 


forward 2 


TM 


Transmemhrane 


418 


forward 2 


TM 


Cytosolic 


1 


forward 3 


TM 


Cytosolic 


24 


forward 3 


TM 


Transmembrane 


95 


forward 3 


TM 


Non-Cytosolic 


118 


forward 3 


TM 


Tran s mem bran e 


328 


forward 3 


TM 


Cytosolic 


351 


forward 3 


TM 


Transmembrane 


417 


forward 3 


TM 


Non-Cytosolic 


82 


forward 1 


TM 


Cytosolic 


105 


forward 1 


TM 


Transmembrane 


152 


forward 1 


TM 


Non-Cytosolic 


175 


forward 1 


TM 


Transmembrane 


253 


forward 1 


TM 


Cytosolic 


276 


forward 1 


TM 


Transmembrane 


279 


forward 1 


TM 


Non-Cytosolic 


302 


forward 1 


TM 


Transmembrane 


383 


forward 1 


TM 


Cytosolic 


81 


forward 3 


TM 


Cytosolic 


104 


forward 3 


TM 


Transmembrane 



WO 02/083876 



PCT/US02/09921 



SEQ D NO: Template ID 

41 LG:481997.1:2001MAR30 

42 LG:979304.7 :2001M AR30 
42 LG:979304.7:2001MAR30 
42 LG:979304.7:2001MAR30 
42 LG:979304.7:2001MAR30 
42 LG:979304.7:2001MAR30 
42 LG:979304.7 :200 1 MAR30 

42 LG:979304.7:2001MAR30 

43 LG:997964. 1 :2001MAR30 
43 LG:997964. 1 :2001M AR30 
43 LG:997964. 1 :2001MAR30 

43 LG:997964.1:2001MAR30 

44 LG:998S45.1:2001MAR30 
44 LG:998845.1:2001MAR30 
44 LG:998 845 . 1 :200 1M AR30 
44 LG:998845 . 1 :2001MAR30 
44 LG:998845.1:2001MAR30 
44 LG:99S845.1:2001MAR30 
44 LG:998845. 1 :2001MAR30 
44 LG:998845.1:2001MAR30 
44 LG:998845. 1 :2001MAR30 

44 LG:998845.1:2001MAR30 

45 LG:000014.1:2001MAR30 
45 LG:000014.1:2001MAR30 
45 LG:000014.1:2001MAR30 
45 LG:000014.1 :2001MAR30 
45 LG:000014.1:2001MAR30 
45 LG:000014.1:2001MAR30 
45 LG:000014. 1 :200 1MAR30 
45 LG:000014. 1 :2001MAR30 
45 LG:000014.1:2001MAR30 
45 LG:00001 4. 1 :2001MAR30 
45 LG:000014.1:2001MAR30 
45 LG :0000 14.1 :200 1 MAR30 
45 LG:0000 14.1 :200 1M AR30 
45 LG:000014.1:2001MAR30 
45 LG:000014.1:2001MAR30 
45 LG:000014.1 :2001MAR30 
45 LG:000014. 1 :2001MAR30 
45 LG:000014. 1 :2001MAR30 
45 LG:000014.1 :2001MAR30 
45 LG:000014.1:2001MAR30 
45 LG:00001 4. 1 :2001MAR30 
45 LG:00001 4. 1 :2001MAR30 

45 LG:00001 4. 1 :2001 MAR30 

46 LG:000290.9:2001MAR30 
46 LG:000290.9:2001MAR30 

46 LG:000290.9:2001MAR30 

47 LG:001923. 1 :2001MAR30 
47 LG:001923.1:2001MAR30 
47 LG:001 923. 1 :2001MAR30 
47 LG:001 923.1 :2001MAR30 
47 LG:001923.1:2001MAR30 
47 LG:001 923. 1 :2001MAR30 



TABLE 2 



Start 


Stop 


Frame Domain Type 


105 


382 


forward 3 


TM 


1 


319 


forward 2 


TM 


320 


342 


forward 2 


TM 


343 


354 


forward 2 


TM 


355 


377 


forward 2 


TM 


378 


391 


forward 2 


TM 


392 


414 


forward 2 


TM 


415 


426 


forward 2 


TM 


21 


110 


forward 3 


SP 


1 


356 


forward 3 


TM 


357 


379 


forward 3 


TM 


380 


1082 


forward 3 


TM 


1 


66 


forward 2 


TM 


67 


89 


forward 2 


TM 


90 


281 


forward 2 


TM 


1 


67 


forward 3 


TM 


68 


90 


forward 3 


TM 


91 


102 


forward 3 


TM 


103 


125 


forward 3 


TM 


126 


185 


forward 3 


TM 


186 


208 


forward 3 


TM 


209 


281 


forward 3 


TM 


1 


92 


forward 1 


TM 


93 


115 


forward 1 


TM 


116 


156 


forward 1 


TM 


157 


179 


forward 1 


TM 


180 


198 


forward 1 


TM 


199 


221 


forward 1 


TM 


222 


300 


forward 1 


TM 


301 


323 


forward 1 


TM 


324 


327 


forward 1 


TM 


328 


347 


forward 1 


TM 


348 


363 


forward 1 


TM 


1 


183 


forward 2 


TM 


184 


206 


forward 2 


TM 


207 


276 


forward 2 


TM 


277 


296 


forward 2 


TM 


297 


363 


forward 2 


TM 


1 


94 


forward 3 


TM 


05 


117 


forward 3 


TM 


118 


120 


forward 3 


TM 


121 


140 


forward 3 


TM 


141 


160 


forward 3 


TM 


161 


183 


forward 3 


TM 


184 


363 


forward 3 


TM 


1 


559 


forward 2 


TM 



560 582 forward 2 TM 
583 617 forward 2 TM 
1 109 forward 1 TM 



110 132 forward 1 TM 

133 141 forward 1 TM 

142 164 forward 1 TM 

165 176 forward 1 TM 

177 199 forward 1 TM 



Topology 
Non-Cytosolic 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 
Cytosolic 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 
Cytosolic 
Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Non-Cytosolic 
Transmembrane 
Cytosolic 
Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 



93 
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CCA 


NO: Template ID 


A ~l 

41 


LG:001923.1:2001MAR30 


A "1 

47 


LG:001923.1:2001MAR30 


47 


LG:001923.1:2001MAR30 


47 


LG:001923.1:2001MAR30 


47 


LG:001923.1:2001MAR30 


47 


LG:001923.1:2001MAR30 


47 


LG:001923.1:2001MAR30 


47 


LG:001923.1:2001MAR30 


47 


LG:001923.1:2001MAR30 


47 


LG:001923.1:2001MAR30 


47 


LG:001923.1:2001MAR30 


47 


LG:001923.1:2001MAR30 


47 


LG:001923. 1 :2001MAR30 


47 


LG:001923.1:2001MAR30 


47 


LG:001923.1:2001MAR30 


47 


LG:001923.1:2001MAR30 


47 


LG:001923.1:2001MAR30 


47 


LG:001923.1:2001MAR30 


48 


LG:008606.21 :2001MAR30 


48 


LG:008606.2 1 :2001MAR30 


48 


LG:008606.21 :2001MAR30 


48 


LG:008606.21:2001MAR30 


48 


LG:008606.2 1 :200 1MAR30 


48 


LG:008606.21:2001MAR30 


48 


LG:008606.21:2001MAR30 


48 


LG:008606.21:2001MAR30 


48 


LG:0Q8606.2 1 :2001MAR30 


48 


LG:008606.21 :2001MAR30 


48 


LG:008606.21 :2001MAR30 


48 


LG:008606.21:2001MAR30 


48 


LG:008606.21:2001MAR30 


48 


LG:008606.2 1 :2001MAR30 


48 


LG:008606.21:2001MAR30 


48 


LG:008606.2 1 :200 1M AR30 


48 


LG:008606.21:2001MAR30 


48 


LG:008606.21:2001MAR30 


48 


LG:008606.21:2001MAR30 


48 


LG:008606.21 :2001MAR30 


48 


LG:008606.21:2001MAR30 


48 


LG:008606.2 1 :2001MAR30 


48 


LG:008606.21:2001MAR30 


48 


LG:008606.21:2001MAR30 


48 


LG:008606.21 :2001MAR30 


49 


LG: 009699.32: 200 1MAE3G 


49 


LG:009699.32:2001MAR30 


49 


LG:009699.32:2001MAR30 


49 


LG:009699.32:2001MAR30 


49 


LG:009699.32:2001MAR30 


49 


LG:009699.32:2001MAR30 


49 


LG:009699.32:2001MAR30 


49 


LG:009699.32:2001MAR30 


50 


LG :0 1 6723 .6:200 1 MAR30 


50 


LG:01 6723.6:2001MAR30 


50 


LG:016723.6:2001MAR30 



TABLE 2 



Start 


Stop 


Frame 


Domain Type 


Topology 


200 


265 


forward 1 


TM 


Non-Cytosolic 


266 


288 


forward 1 


TM 


Transmembrane 


289 


461 


forward 1 


TM 


Cytosolic 


462 


484 


forward 1 


TM 


Transmembrane 


485 


503 


forward 1 


TM 


Non-Cytosolic 


504 


526 


forward 1 


TM 


Transmembrane 


527 


532 


forward 1 


TM 


Cytosolic 


533 


555 


forward 1 


TM 


Transmembrane 


556 


590 


forward 1 


TM 


Non-Cytosolic 


1 


135 


forward 3 


TM 


Non-Cytosolic 


136 


158 


forward 3 


TM 


Transmembrane 


159 


164 


forward 3 


TM 


Cytosolic 


165 


187 


forward 3 


TM 


Transmembrane 


188 


201 


forward 3 


TM 


Non-Cytosolic 


202 


221 


forward 3 


TM 


Transmembrane 


222 


241 


forward 3 


TM 


Cytosolic 


242 


264 


forward 3 


TM 


Transmembrane 


265 


589 


forward 3 


TM 


Non-Cytosolic 


1 


160 


forward 1 


TM 


Cytosolic 


161 


183 


forward 1 


TM 


Transmembrane 


184 


202 


forward 1 


TM 


Non-Cytosolic 


203 


225 


forward 1 


TM 


Transmembrane 


226 


401 


forward 1 


TM 


Cytosolic 


402 


424 


forward 1 


TM 


Transmembrane 


425 


443 


forward 1 


TM 


Non-Cytosolic 


444 


466 


forward 1 


TM 


Transmembrane 


467 


668 


forward 1 


TM 


Cytosolic 


1 


404 


forward 2 


TM 


Non-Cytosolic 


405 


427 


forward 2 


TM 


Transmembrane 


428 


439 


forward 2 


TM 


Cytosolic 


440 


462 


forward 2 


TM 


Transmembrane 


463 


667 


forward 2 


TM 


Non-Cytosolic 


1 


169 


forward 3 


TM 


Cytosolic 


170 


192 


forward 3 


TM 


Transmembrane 


193 


201 


forward 3 


TM 


Non-Cytosolic 


202 


224 


forward 3 


TM 


Transmembrane 


225 


230 


forward 3 


TM 


Cytosolic 


231 


253 


forward 3 


TM 


Transmembrane 


254 


410 


forward 3 


TM 


Non-Cytosolic 


411 


433 


forward 3 


TM 


Transmembrane 


434 


439 


forward 3 


TM 


Cytosolic 


440 


462 


forward 3 


TM 


Transmembrane 


463 


667 


forward 3 


TM 


Non-Cytosolic 


t 
i 


n 


for w did 1 


TM 


Cytosolic 


1 


25 


forward 1 


TM 


Transmembrane 


26 


127 


forward 1 


TM 


Non-Cytosolic 


128 


150 


forward 1 


TM 


Transmembrane 


151 


180 


forward 1 


TM 


Cvtosnlic 


1 


J28 


forward 2 


TM 


Non-Cytosolic 


129 


15] 


forward 2 


TM 


Transmembrane 


152 


180 


forward 2 


TM 


Cytosolic 


1 


187 


forward 1 


TM 


Cytosolic 


188 


205 


forward 1 


TM 


Transmembrane 


206 


276 


forward 1 


TM 


Non-Cytosolic 


94 











BNSDOCID: <WO 02083876A2J > 
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SEQ D NO: Template ID 

51 LG:017 126.5 :2001MAR30 

51 LG:017126.5:2001MAR30 

51 LG:017126.5:2001MAR30 

51 LG:017126.5:2001MAR30 

51 LG:017126.5:2001MAR30 

51 LG:017126.5:2001MAR30 

51 LG:017 126.5 :2001MAR30 

52 LG:019362.10:2001MAR30 
52 LG:019362.10:2001MAR30 
52 LG:019362. 10:200 1MAR30 
52 LG:019362.10:2001MAR30 
52 LG:019362.10:2001MAR30 
52 LG:019362.10:2001MAR30 
52 LG:019362.10:2001MAR30 
52 LG:019362.10:2001MAR30 
52 LG:019362.10:2001MAR30 
52 LG:019362.10:2001MAR30 
52 LG:019362.10:2001MAR30 
52 LG:019362. 10:2001MAR3G 
52 LG:019362.10:2001MAR30 
52 LG:0 19362. 10:2001MAR30 
52 LG:019362.10:2001MAR30 
52 LG :0 19362. 1 0:200 1MAR30 
52 LG:019362.10:2001MAR30 
52 LG:019362.10:2001MAR30 
52 LG:019362.10:2001MAR30 
52 LG:019362.10:2001MAR30 
52 LG:019362.10:2001MAR30 
52 LG:019362. 10:200 1MAR30 
52 LG:019362.10:2001MAR30 
52 LG:019362.10:2001MAR30 
52 LG:0 19362. 10.2001MAR30 

52 LG:019362.10:2001MAR30 

53 LG:022 183.1 :2001MAR30 
53 LG.0221 83. 1 :2001MAR30 

53 LG:022183.1:2001MAR30 

54 LG:028493.1 :2001MAR30 
54 LG:028493.1 .2001MAR30 

54 LG:028493. 1 :2001MAR30 

55 LG:034 1 97. 1 :2001MAR30 
55 LG:0341 97. 1 :2001MAR30 
55 LG:034197.1 :2001MAR30 
55 LG:034197.1:2001MAR30 

55 LG:034197.1:2001MAR30 

56 LG:054096.3 L2001MAR30 
56 LG:054096.3 1 :2001MAR30 
56 LG:054096.3 1.-2001MAR30 
56 LG:054096.31:2001MAR30 
56 LG:054096.3 1 :2001MAR30 
56 LG:054096.3 1 :2001MAR30 

56 LG :054096.3 1 :200 1MAR30 

57 LG :054807.3 :200 1MAR30 
57 LG:054807.3:2001MAR30 
57 LG :054 807 .3 :200 1 MAR30 



TABLE 2 
Start Stop 



1 .. 
311 
3341 
361 
384 
414 
434 
1 ; 

21 

41 

50 

73 

305 

324 

338 

358 

378 

401 

495 

515 

535 

558 
1 

48 
71 
378 
398 
464 
484 
496 
519 
547 
570 
1 

20 
43 
1 

522 
545 
1 

13 
36 
140 
163 
1 

724 
747 
753 
776 
790 
813 
1 

254 
277 
95 



310 
333 
360 
383 
413 
433 
952 
20 
40 
49 
72 
304 
323 
337 
357 
377 
400 
494 
514 
534 
557 
572 
47 
70 
377 
397 
463 
483 
495 
518 
546 
569 
571 
19 
42 
272 
521 
544 
689 
12 
35 
139 
162 
192 
723 
746 
752 
775 
789 
812 
844 
253 
276 
330 



Frame 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 



Domain Type 
TM 
TM 
TM 
■ TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
• TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 



TM 

TM 

TM 

TM 

TM 

TM 

TM 

TM 

TM 

TM 

TM 

TM 

TM 

TM 

TM 

TM 

TM 



Topology 
Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 
Cytosolic 
Cytosolic 
Transmembrane 
Non-Cytosolic 
Non-Cytosolic 
Transmembrane 
Cytosolic 
Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Non-Cytosolic 
Transmembrane 
Cytosolic 
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TABLE 2 



SEQ D 


iw. lemplatelD 


Start 


Sto; 


> Frame 


S7 

~> i 


T fJ«n < \/lCrt'7 i .OAn Anon 

L-U ,U54oU / . 3 : 2U0 1 M AR30 


331 


350 


forward 1 


^7 
J / 


.UD48U / .3 :200 1 MAR30 


351 


353 


forward 1 


D 1 


T /**1»AC/1QAT 1 .inrtl Tk jt A t*» *tr\ 

1Aj.U5480/.3:2001MAR30 


354 


373 


forward 1 


^7 


J-U .054807 .3 :200 1 M AR30 


374 


385 


forward 1 


S7 


JjU .U54 6(J7 . 3 :200 1 MAR30 


386 


408 


forward 1 


S7 


1Aj.054oO/.3:2001MAR30 


409 


458 


forward 1 


<J7 
3 / 


T .AC yi OAT ■*> i^ADI \ ir 1 nnn 

iAj : 054 807 . 3 : 200 1 M AR30 


459 


481 


forward 1 


^7 


T fl • ACvf OAT T.lArtl 1 it a rt^f^ 

iAj . 054 807 . 3 : 200 1 M AR30 


482 


551 


forward 1 


D / 


La_j. 054807.3 :2001MAR30 


552 


574 


forward 1 


5/ 


Lu:054807.3:200lMAR30 


575 


577 


forward 1 


5/ 


LG:054807.3:200lMAR30 


578 


600 


forward 1 


J / 


LG:054807.3:2001MAR30 


601 


694 


forward 1 


CT 
5 / 


LG:054807.3:2001MAR30 


695 


717 


forward 1 


C7 


LG:054807.3:2001MAR30 


718 


815 


forward 1 


CT 

57 


LG:054807.3:2001MAR30 


1 


426 


forward 2 


CT 

5 / 


LG:054807.3:2001MAR30 


427 


449 


forward 2 


CT 

5 / 


LG :054807 .3 : 200 1 MAR30 


450 


461 


forward 2 


CT 

5 / 


LG:054807.3:2001MAR30 


462 


484 


forward 2 


CT 

57 


LG:054807.3:2001MAR30 


485 


692 


forward 2 


CT 

57 


LG:054807.3:2001MAR30 


693 


710 


forward 2 


57 


LG:054807.3:2001MAR30 


711 


751 


forward 2 


57 


LG:054807.3:2001MAR30 


752 


774 


forward 2 


57 


LG:054807.3;2001MAR30 


775 


788 


forward 2 


CT 

57 


LG:054807.3:2001MAR30 


• 789 , 


808 


forward 2 


57 


LG : 054 807 . 3 : 200 1 MAR3 0 


809 


814 


forward 2 


57 


LG:054807.3:2001MAR30 


1 


177 


forward 3 


57 


LG :054 807 . 3 : 200 1 MAR30 


178 


197 


forward 3 


57 


LG:054807.3:2001MAR30 


198 


247 


forward 3 


CT 

57 


LG:054807.3:2001MAR30 


248 , 


270 


forward 3 


57 


LG :054807 . 3 : 200 1 MAR30 


271 


327 


forward 3 


CT 

57 


LG : 054807 .3 : 200 1 MAR30 


328 


350 


forward 3 


ct 

57 


LG:054807.3:2001MAR30 


351 


433 


forward 3 


CT 

57 


LG:054807.3:2001MAR30 


434 


456 


forward 3 


CT 

57 


LG:054807.3:2001MAR30 


457 


462 


forward 3 


CT 

5 / 


LG:054807.3:2001MAR30 


463 


485 


forward 3 


CT 

5 / 


LG:054807.3:2001MAR30 


486 


489 


forward 3 


CT 

57 


LG:054807.3:2001MAR30 


490 


512 


forward 3 


57 


LG:054807.3:2001MAR30 


513 


550 


forward 3 


^t 


LG : 054807. 3: 200 1MAR30 


551 


573 


forward 3 


J / 


LG;054807.3:2001MAR30 


574 


576 


forward 3 


CT 

D / 


LG : 054 807 . 3 : 200 1 M AR30 


577 


596 


forward 3 


J / 


LG:054807.3:2001MAR30 


597 


692 


forward 3 


D / 


LG:054807.3:2001MAR30 


693 


712 


forward 3 


ct 

3 / 


LXj :054 oU7 . 3 : 200 1 MAR30 


713 


Ol/I 

\J A T 


f J T 

iUl wtuu _I 


JO 


l^G:065b73. 12:2001MAR30 


1 


38 


forward 1 




T t~* • A/I COTS 1 \ « ■ f~v 

LG; 065 S73. 1 2.2001MAR30 


39 


58 


forward 1 


JO 


LG:065b7j.l2:200IMAR30 


59 


925 


forward 1 


58 


LG:065873.12:2001MAR30 


1 


19 


forward 3 


58 


t-*jr.UDJo / j. AZ.ZUU1IYLA-K30 


20 


42 


forward 3 


58 


LG:065873.12:2001MAR30 


43 


867 


forward 3 


58 


LG:065873. 1 2:2001MAR30 


868 


890 


forward 3 


58 


LG:065873. 1 2:2001MAR30 


893 


924 


forward 3 


59 


LG.0838 J 4.6:2 V 00!MAR30 


1 


660 


forward 1 


59 


LG:083814.6:2001MAR30 


661 
96 


680 


forward 1 



Domain Type 


Topology 


TM 


Transmembrane 


TM 


Non-Cytosolic 


TM 


Transmembrane 


TM 


Cytosolic 


TM 


Transmembrane 


TM 


Non-Cytosolic 


TM 


Transmembrane 


TM 


Cytosolic 


TM 


Transmembrane 


TM 


Non-Cytosolic 


TM 


Transmembrane 


TM 


Cytosolic 


TM 


Transmembrane 


TM 


Non-Cytosolic 


TM 


Non-Cytosolic 


TM 


Transmembrane 


TM 


Cytosolic 


TM 


Transmembrane 


TM 


Non-Cytosolic 


TM 


Transmembrane 


TM 


Cytosolic 


TM 


Transmembrane 


TM 


Non-Cytosolic 


TM 


Transmembrane 


TM 


Cytosolic 


TM 


Cytosolic 


TM 


Transmembrane 


TM 


Non-Cytosolic 


TM 


Transmembrane 


TM 


Cytosolic 


TM 


Transmembrane 


TM 


Non-Cytosolic 


TM 


Transmembrane 


TM 


Cytosolic 


TM 


Transmembrane 


TM 


Non-Cytosolic 


TM 


Transmembrane 


TM 


Cytosolic 


TM 


Transmembrane 


TM 


Non-Cytosolic 


TM 


Transmembrane 


TM 


Cytosolic 


TM 


Transmembrane 


Tivl 


Non-Cytosohc 


TM 


Cytosolic 


TM 


Transmembrane 


TM 


Non-Cytosolic 


TM 


Cytosolic 


TM 


Transmembrane 


TM 


Non-Cytosolic 


TM 


Transmembrane 


TM 


Cytosolic 


TM 


Non-Cytosolic 


TM 


Transmembrane 
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SEQ D NO: Template ID 

59 LG:083814.6:2001MAR30 

59 LG:083814.6:2001MAR30 

59 LG:083814.6:2001MAR30 

59 LG:083S14.6:2001MAR30 

59 LG:083814.6:2001MAR30 

59 LG:083814.6:2001MAR30 

59 LG:083814.6:2001MAR30 

59 LG:083814.6:2001MAR30 

60 LG:093477. 1:2001 MAR30 
60 LG:093477. 1 :2001MAR30 
60 LG:093477. 1 :200 1MAR30 
60 LG:093477. 1 :2001MAR30 
60 LG:093477. 1 :2001MAR30 

60 LG:093477. 1 :2001MAR30 

61 LG:099572.12:2001MAR30 
61 LG:099572.12:2001MAR30 
6 1 LG:099572. 1 2:200 1 MAR30 
61 LG:099572.12:2001MAR30 
61 LG:099572.12:2001MAR30 
61 LG:099572.12:2001MAR30 
61 LG:099572.12:2001MAR30 
61 LG:099572.12:2001MAR30 
61 LG:099572.12:2001MAR30 
61 LG:099572.12:2001MAR30 
61 LG:099572.12:2001MAR30 
61 LG:099572. 1 2:2001MAR30 
61 LG:099572.12:2001MAR30 
61 LG:099572.12:2O01MAR3O 
61 LG:099572.12:2001MAR30 

6 1 LG:099572. 1 2:200 1 MAR30 
* 62 LG: 100396.3 1:2001MAR30 

62 LG: 100396.3 1 :2001MAR30 
62 LG: 100396.3 1 :2001MAR30 
62 LG: 1 00396.3 1 :2001 MAR30 
62 LG: 100396.3 1 :2001MAR30 
62 LG: 100396.3 1 :2001MAR30 
62 LG: 100396.3 1 :2001MAR30 
62 LG: 1 00396.3 1 :2001MAR30 
62 LG: 1 00396.3 1 :2001MAR30 

62 LG: 1 00396.3 1 :200 1MAR30 

63 LG: 1 026903 .5 :200 1 MAR30 
63 LG: 1 026903 .5 .200 1 MAR30 

63 LG:1026903.5:2001MAR30 

64 LG: 1 0601 68.6:2001MAR30 

65 LG: 1 086906.4 1 :2001MAR30 
65 LG: 1 086906.4 1 :2001MAR30 
65 LG: 1 086906.41 :2001MAR30 
65 LG:1086906.41 :2001MAR30 
65 LG : 1 086906.4 1 :200 1 MAR30 

65 LG: 1086906.41 :2001MAR30 

66 LG: 1 089326. 1 8:2001MAR30 
66 LG: 1 089326. 1 8 :2001MAR30 

66 LG: 1089326.1 8:2001MAR30 

67 LG: 1090862.32:2001MAR30 



TABLE 2 
Start Stop 



681 
715 
734 
1 

682 



714 
733 
741 
681 
701 



702 712 
713 730 



731 
1 

13 
36 
1 
7 

30 
1 



740 
12 
35 

291 
6 

29 
291 
803 



804 826 

827 960 

961 975 

976 984 

985 1007 

1008 1043 
1044 1066 
1067 1510 
1511 1533 
1534 1546 

1 1008 

1009 1031 
1032 1089 
1090 1112 
1113 1546 

1 247 

248 265 

266 318 



319 
339 



338 
373 



374 393 

394 394 

1 361 

362 393 

394 394 



1 

85 
108 

1 

1 



84 
107 
452 
147 
417 



418 435 

436 551 

1 412 

413 435 

436 551 



1 

74 
97 
1 



73 
96 
807 
47 



Frame Domain Type 

forward 1 TM 

forward 1 TM 

forward 1 TM 

forward 3 TM 

forward 3 TM 

forward 3 TM 

forward 3 TM 

forward 3 TM 

forward 2 TM 

forward 2 TM 

forward 2 TM 
forward 3 " TM 

forward 3 TM 

forward 3 TM 

forward 2 TM 

forward 2 TM 

forward 2 TM 

forward 2 TM 

forward 2 TM 

forward 2 TM 

forward 2 TM 

forward 2 TM 

forward 2 TM 

forward 2 TM 

forward 2 TM 

forward 3 TM 

forward 3 TM 
forward 3 TM 
' forward 3 TM 
forward 3 TM 
forward 1 TM 
forward 1 TM 
forward 1 TM 
forward 1 TM 
forward 1 TM 
forward 1 TM 
forward 1 TM 
forward 2 TM 
forward 2 TM 
forward 2 TM 
forward 1 TM 
forward 1 TM 
forward 1 TM 
forward 1 ' TM 
forward 2 TM 
forward 2 TM 
forward 2 TM 
forward 3 TM 
forward 3 TM 
forward 3 TM 
forward 2 TM 
forward 2 TM 
forward 2 TM 
forward 3 TM 



Topology 
Cytosolic 
Transmembrane 
Non-Cytosolic 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 

Cytosolic 
Transmembrane 
Non-Cytosolic 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Non-Cytosolic 
Transmembrane 
Cytosolic 
Cytosolic 
Transmembrane 
Non-Cytosolic 

Cytosolic 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Non-Cytosolic 
Transmembrane 
Cytosolic 
Cytosolic 
Transmembrane 
Non-Cytosolic 
Cytosolic 
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SEQD 


lempiate 1 1 ) 


Start 


67 




48 


67 


T f~J*10Q0CA7 ^O'OAnu/f ADin 


71 


68 


j-/Vj . i uy I y4 1 ,4 1 .zuu 1 JVL AK 30 


1 


68 


i-o . i uy i y4 1 .4 1 .zuu 1 M AK30 


7 


68 


T 1 0Q1 Q/l 1 A i .onm Ayr a r> on 
l^u. 1 uy 1 y4 1.41 .ZuU 1 M AK30 


30 


69 


1-/VJ. iuyj3o0.o.ZUUlMAK30 


1 


\jy 


T 1 nQ*2Q O/^ O.OAnu/t»rnrt 

j^u. iuy33oo.o:2U01MAR30 


23 


6Q 


jlu. I uy 33 50.0 :2U01MAR30 


43 




lUy338o.8:2001MAR30 


255 




j^o.ivjy338o.o:2001MAR30 


275 


AO 


jlu . l Uy 3 3 so . 8 :200 1 MAR30 


613 


AO 


Jlaj. 1093386. 8 :2001MAR30 


636 


AO 

oy 


LG. 1093386. 8:2001MAR30 


648 


AO 

oy 


LG.lU9338o.8:2001MAR30 


671 


oy 


LG: 1093386. 8 :2001MAR30 


1 




LG:1093386.8;2001MAR30 


124 


AO 

oy 


LG: 1093386.8:2001MAR30 


147 


AO 

oy 


LG: 1093386.8:2001MAR30 


598 


oy 


LG:1093386.8:2001MAR30 


621 


AO 

oy 


LG:1093386.8:2001MAR30 


643 


AO 

oy 


LG: 1093386.8:2001MAR30 


666 


oy 


LG: 1093386.8.-2001MAR30 


1 


AO 

oy 


LG:1093386.8:2001MAR30 


253 


AO 

oy 


LG: 1093386.8:2001MAR30 


276 


AO 

oy 


LG : 1 0933 86 . 8 :200 1 M AR30 


295 


AO 

oy 


LG:1093386.8:2001MAR30 


31S 


AO 

oy 


LG:1093386.8:2001MAR30 


597 


AO 

oy 


LG: 1093386.8:2001MAR30 


620 


AO 

oy 


LG:1093386.8:2001MAR30 


640 


AO 

oy 


LG:1093386.8:2001MAR30 


663 




LG: 1 094 1 87. 33 :2001M AR30 


1 


70 

/u 


LG: 10941 87.33 :2001MAR30 


129 


7n 
/u 


Lu:1094187.33:2001MAR30 


152 


/u 


LG: 1 094 187.33: 200 1 MAR30 


155 


/u 


LG. 10941 87.33 :2001MAR30 


178 


7n 
/u 


LG : 1 094 187.33: 200 1MAR30 


374 


70 
/u 


LG. 10941 87.33:2001MAR30 


397 


7n 
/u 


LG : 1 094 187.33 :200 1 MAR30 


416 


7n 


LU. 1U941 87.33:2001MAR30 


439 


7n 


iAj. 1 Uy41 87.33:2001MAR30 


1 


70 


L.u.lU94l57.33:2001MAR30 


127 




T f^2« 1 OO/t i o*7 o o .nnn n / a t» o/% 

j^vj. l uy41 8 /. 33:2001 MAR30 


150 


70 


T 1 AQA 1 ,1AAi X K A Vioa 

Lu.iuy4j o/.33:2001MAR30 


182 


70 


Lu. 1U941 87.33:2001 MAR 30 


200 


70 


LU. 1 U94 1 87.33 :2001 MAR30 


373 


70 


T d • 1 AD/1 i 0*"7 ,aaa i \ a a r» AA 

J^u.lU94187.33:2001MAR30 


396 


70 


T • 1 nOy1 1 On .'"inn in* a t** o rs 

lwU. 1U941 87.33 :2001MAR30 


422 


70 


LG: 1 094 1 87.33: 200 1MAR30 


445 


70 


LG* 10941 87 ^-7001 MAP ""iO 


i 


70 


LG: 1 0941 87.33:2001MAR30 


130 


70 


LG: 1 094 1 87.33:2001MAR30 


150 


70 


LG: 1 094 1 87.33:2001MAR30 


151 


70 


LG: 1 094 1 87.33:2001MAR30 


171 


70 


LG:10941 87.33:2001MAR30 


180 
98 



2 



Stop 


► Frame 


Domain Type 


Topology 


70 


forward 3 


TM 


Transmembrane 


568 


forward 3 


TM 


Non-Cytosolic 


6 


forward 1 


TM 


Cytosolic 


29 


forward 1 


TM 


Transmembrane 


260 


forward 1 


• TM 


Non-Cytosolic 


22 


forward 1 


TM 


Non-Cytosolic 


42 


forward 1 


TM 


Transmembrane 


254 


forward 1 


TM 


Cytosolic 


274 


forward 1 


TM 


Transmembrane 


612 


forward 1 


TM 


Non-Cytosolic 


635 


forward 1 


TM 


Transmembrane 


647 


forward 1 


TM 


Cytosolic 


670 


forward 1 


TM 


Transmembrane 


680 


forward 1 


TM 


Non-Cytosolic 


123 


forward 2 


TM 


Non-Cytosolic 


146 


forward 2 


TM 


Transmembrane 


597 


forward 2 


TM 


Cytosolic 


620 


forward 2 


TM 


Transmembrane 


642 


forward 2 


TM 


Non-Cytosolic 


665 


forward 2 


TM 


Transmembrane 


679 


forward 2 


TM 


Cytosolic 


252 


forward 3 


TM 


Non-Cytosolic 


275 


forward 3 


TM 


Trans membrane 


294 


forward 3 


TM 


Cytosolic 


317 


forward 3 


TM 


Transmembrane 


596 


forward 3 


TM 


Non-Cytosolic 


619 


forward 3 


TM 


Transmembrane 


639 


forward 3 


TM 


Cytosolic 


662 


forward 3 


TM 


Transmembrane 


679 


forward 3 


TM 


Non-Cytosolic 


128 


forward 1 


TM 


Cytosolic 


151 


forward 1 


TM 


Transmembrane 


154 


forward 1 


TM 


Non-Cytosolic 


177 


forward 1 


TM 


Transmembrane 


373 


forward 1 


TM 


Cytosolic 


396 


forward 1 


TM 


Transmembrane 


415 


forward 1 


TM 


Non-Cytosolic 


438 


forward 1 


TM 


Transmembrane 


472 


forward 1 


TM 


Cytosolic 


126 


forward 2 


TM 


Cytosolic 


149 


forward 2 


TM 


Transmembrane 


]81 


forward 2 


TM 


Non-Cytosolic 


199 


forward 2 


TM 


Transmembrane 


372 


*W» »» U1U A* 


HTK iT 


Cyiosoiic 


AAV J. 


395 


forward 2 


TM 


Transmembrane 


421 


forward 2 


TM 


Non-Cytosolic 


444 


forward 2 


TM 


Transmembrane 


471 


forward 2 


TM 


Cytosolic 


129 


forward 3 


TM 


Non-Cytosolic 


149 


forward 3 


TM 


Transmembrane 


150 


forward 3 


TM 


Cytosolic 


170 


forward 3 


TM 


Transmembrane 


179 


forward 3 


TM 


Non-Cytosolic 


197 


forward 3 


TM 


Transmembrane 



WO 02/083876 



PCT/US02/09921 



TABLE 2 



CCA "TN MH- 

obQ l^ NU. 




Start 


Stop 


Frame Domain Type 


Topology 


70 


t rvmQAiR7 ^VOOOIMARSO 


198 


355 


iorwuru j 


TM 


Cytosolic 


70 


t r" 1 . i nQ/i 1 C7 ii^nmMAR^o 


356' 


375 


lOI WclLlJ J 


TM 


Transmembrane 


70 


L,Ll. lUy41o / .3D • *-\J\) x lYl.rVIV.-JV7 


376 


404 


1**1/ Of/1 1 

iorwara j 


TM 


Non-Cytosolic 


70 


t r.iOQ/HC? l1«7flfi1M AR^fl 


405^ 


427 


rorwdro j 


TM 


Transmembrane 


70 


t o • i no/i 1 Q7 ii»7nniM at? in 


428 


439 


iorwaro # j> 


TM 


Cytosolic 


70 


i rvo/i 1 c7 ii«7orn M AP 
Laj: 11)9410 / .j j.ZUUllvirviwu 


440 


462 


forward 3 


TM 

X JIVI 


Transmembrane 


70 


LajI lUy41o /.:>j.ZUUllVlrVJ\OU 




471 


forward 3 


TM 

1 ivl 


Non-Cytosolic 


71 


t n.iAno£Q1 1 Q «Or\m 1VA A 1? 1H 
LG . 1 09 ou9 2. 1 o . ZUU 1 M/vK-iU 


I 
1 


^7 


forward 2 


11V1 


Non-Cytosolic 


71 


LG:109ooyZ. 1o:ZUU1M/vK3U 


JO 


^7 


forward z 


TTVA 


Transmembrane 


71 


t t Ano^rtO 1 O .1 Afll "KA A 13 1f\ 

LG : 1 09 8692 . 1 o : 200 1 MAKoU 


JO 




forward 2 


HTM 
livl 


Cytosolic 


71 


LG : 1 09 oo92 . 1 o .ZUU 1 JVi /Ytou 


19^ 

1 L.J 




iorwara 2 


1M 


Transmembrane 


71 


t 1 ArvO/T»1 1 O .lArtl TVA A "D 1f\ 

LG : 1 09 8 692 . 1 o : 20U 1 MAKoU 


145 


1 /D 


forward 2 


1 M 


Non-Cytosolic 


71 


LG : 1 09 8 69 2 . 1 o : 200 1 M AK30 


T*77 
iff 


1 QQ 


forward 2 


1M 


Transmembrane 


71 


LG: 1 09 8 692 . 1 o : 200 1 MAKJU 




71 1 
Zl 1 


forward 2 


TM 


Cytosolic 


71 


LG : 1 09 8692 . 1 8 :200 1MAR30 


Ain 
Z1Z 


711 

Z5 1 


forward 2 


1M 


Transmembrane 


71 


t /"■* 1 r^r\ O ^rs^ i O »^AA1 X A A TD m 

LG:l 098692. lo:2001MAK3U 


LSI* 


7^n 

ZDU 


forward 2 


TM 


Non-Cytosolic 


71 


LG: 1098692. 18:2001MAK30 


25 1 


771 
Z ID 


forward 2 


1M 


Tran ^membrane 


71 


t mnoz"no 1 O.OAH1 X<f A 

LG : 1 09 8 69 2. 1 o : 2UU 1 MAK3U 


Z /4 


^RR 
JOO 


forward 2 


1M 


Cytosolic 


72 


LG: 1 1731 04.22:200 1MAK.3U 


1 
1 


1 RO 


forward 1 


TM 


Non-Cvtosolic 


72 


LG: 1173 104.22:2001MAR30 


lol 


7H1 


forward 1 


1M 


Transmembrane 


72 


LG: 1 173 104.22:2001MAK30 


ZU4 


ZOJ 


forward 1 


TM 


Cytosolic 


72 


LG:1 173 104.22:200 1MAR30 


2O0 


70C 

Zoo 


forward 1 


1M 


Transmembrane 


72 


LG: 1 173104.22:2001MAK3U 


7RQ 


707 

zy / 


forward 1 


TM 


Non-Cytosolic 


72 


LG: 1 173 104.22:2001MAR30 


/yo 


17fV 
SIX) 


forward 1 


1M 


Transmembrane 


72 


LG:1 173104.22:2001MAK30 


5Z1 


IRQ 
joy 


forward 1 


nrx a 
IM 


Cytosolic 


72 


LG: 1 173 104. 22:200 1MAK3U 


i 
1 


ZO«> 


forward 2 


IM 


Cytosolic 


72 


LG: 1 173104.22:2001MAK3U 


ZOO 


7R^ 


forward 2 


IM 


Transmembrane 


72 


LG: 1 1 73 1 04.22:2001MAK3U 


7RA 
ZoO 


zyy 


forward 2 


IM 


Non-Cytosolic 


72 


LG:1 1731 04. 22:200 1JVLAK3U 


5UU 


177 
5ZZ 


forward 2 


IM 


Transmembrane 


72 


T /-« 1 1H01Ayl AA ,or\fM "\/T A T> 1 r\ 

LG: 1173104.22:20011VIAK3U 




IRQ 

joy 


forward 2 


TTvA 
IM 


Cvtosolic 


72 


LG:1 1731U4.22:2U01MAK3U 


1 


zo / 


forward 3 


IM 


Non-Cytosolic 


72 


LG:1 1 73 104.22:2001 MAK3U 


205 


7 on 
zyu 


forward 3 


IM 


Tran sm embran e 


72 


LG:1 173 104. 22.200 1MAK3U 


701 

zyi 


7Qft 

zyo 


forward 3 


7TTVA 
IM 


Cvtosolic 


72 


T inilA/1 TT.1AA1 TVif A DIA 

LG.l 173 104. 22:200 IMAKjU 


707 

zy / 


11 Q 


torward 3 


IM 


Transmembrane 


72 


LG: 1 173 lU4.22:2001MAiv3U 


17 n 
ozu 


1RR 

JOO 


torward 3 


TAA 
IM 


Non-Cytosolic 


73 


LG:1 215335 .7.2001MAK3U 


T 

i 


Q71 

y / 1 


forward 1 


IM 


Non-Cytosolic 


73 


T P.1A1CT3C T.OAA1\jf AD1A 

LG: 1215335. /.ZOUlJViAiCSU 


Q77 
y /Z 


QQ4. 


forward 1 


TTVA 

IM 


Transmembrane 


73 


t n.niMic t.oaai Tv/r a Don 

LG : 1 2 1 5335 .7 :200 1 JVL AK30 




1UJU 


forward 1 


TTVA 
IM 


Cytosolic 


73 


T P.niCIOC TilAAlXiADlH 

LG: 1215335. /:2UU1JYIAJn.5U 


T 

1 




torward 2 


TAA 
IM 


Non-Cytosolic 


73 


LG: 1 2 1 5335.7:200 1MAK3U 


101 


1 R1 
J Oj 


forward 2 


TTVA 
IM 


Trans mem bran e 


73 


LG: 1215335. /.2001MAK3U 


1 RA 




forward 2 


TTVA 
11V1 


Cytosolic 


73 


T » 1 0 1 Cld^ *7«OOm AA A T? "5A 

LU. 1215335. / .2UUlivlAlv3vJ 


AnR 

too 


Aon 


forward 2 


TTVA 
IM 


Transmembrane 


73 


LG: 1215335. / .2UU11YIAK5U 


4V 1 


insn 

1 u_>u 


• forward 2 


TTVA 
11V1 


Non-Cytosolic 


74 


LG : 1 25 D / 5 3 . 1 . 2UU 1 JVI AKJ U 


1 
1 


10 
i \j 


forward 1 


TTVA 
llvi 


Cytosolic 


74 


L,(jr: 125D/55. 1 .ZUUlMAlx5U 


T 1 
i 1 


j j 


forward 1 


TTVA 


Transmembrane 


74 


LG. 1250 /D5.1.2UU1JV1AKOU 


JH 


614 


forward 1 


TTVA 
IM 


Non-Cytosolic 


74 


LG. 1250/53. 1:2UU1JV1AKju 




617 


IUI WdlU 1 


TM 


Transmembrane 


7A 
/4 




638 


669 


forward 1 


TM 


Cytosolic 


74 


LG:1 256753. 1:2001MAR30 . 


1 


573 


forward 2 


TM 


Cytosolic 


74 


LG:1256753.1:2001MAR30 


574 


596 


forward 2 


TM 


Transmembrane 


74 


LG : 1 256753 . 1 :2001MAR30 


597 


615 


forward 2 


TM 


Non-Cytosolic 


74 


LG: 1 256753. 1 :2001MAR30 


616 


638 


forward 2 


TM 


Transmembrane 


74 


LG: 1 256753. 1 :2001MAR30 


639 


669 


forward 2 


TM 


Cytosolic 


74 


LG : 1 256753 . 1 :200 1 MAR30 


1 


45 


forward 3 


TM 


Non-Cytosolic 



99 
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SEQD 


NO: Template ID 


Start 


74 


LG: 1 256753. 1 :200 1MAR30 


46 


74 


LG:1256753.1:2001MAR30 


69 


74 


LG:1256753.1:2001MAR30 


75 


74 


LG:1256753.1:2001MAR30 


98 


74 


LG: 1256753. 1:200 1MAR30 


504 


74 


LG:1256753.1:2001MAR30 


524 


75 


LG: 1326702. 10:2001MAR30 


1 


75 


LG:1326702.10:2001MAR30 


2174 


75 


LG: 1 326702. 1 0:2001MAR30 


2197 


75 


LG: 1 326702. 1 0:2001 MAR30 


2203 


75 


LG: 1326702. 10:2001MAR30 


2226 


75 


LG:1326702.10:2001MAR30 


2235 


75 


LG:1326702.10:2001MAR30 


2258 


75 


LG: 1 326702. 10:200 1MAR30 


1 


75 


LG: 1326702. 10:2001MAR30 


2175 


75 


LG:1326702.10:2001MAR30 


2198 


75 


LG:1326702.10:2001MAR30 


2210 


75 


LG: 1326702. 10:2001MAR30 


2233 


75 


LG: 1326702.10:2001MAR30 


1 ' 


75 


LG:1326702.10:2001MAR30 


1426 


75 


LG:1326702.10:2001MAR30 


1449 


75 


LG:1326702.10:2001MAR30 


1522 


75 


LG:1326702.10:2001MAR30 


1542 


75 


LG: 1326702. 1 0:200 1MAR30 


1609 


75 


LG:1326702.10:2001MAR30 


1632 


75 


LG: 1 326702. 1 0:2001MAR30 


2175 


75 


LG: 1 326702. 1 0:2001MAR30 


2198 


75 


LG:1326702.10:2001MAR30 


2212 


75 


LG:1326702.10:2001MAR30 


2235 


76 


LG:1327239.15:2001MAR30 


1 


76 


LG: 1 327239. 15 :2001MAR30 


60 


76 


LG: 1 327239. 15 :2001MAR30 


83 


76 


LG: 1 327239. 15 :2001MAR30 


254 


76 


LG:1327239.15:2001MAR30 


277 


76 


LG: 1 327239. 15:2001MAR30 


288 


76 


LG: 1 327239. 15:2001MAR30 


311 


76 


LG:1327239.15:2001MAR30 


1 


76 


LG:1327239.15:2001MAR30 


61 


76 


LG: 1 327239. 15:2001MAR30 


84 


76 


LG:1 327239. 15:2001MAR30 


121 


76 


LG: 1327239. 15:2001MAR30 


144 


76 


LG: 1327239. 15:2001MAR30 


156 


76 


LG: 1327239. 15:2001MAR30 


179 


76 


LG: 1 327239. 1 5 : 200 1 M AR30 


X 


76 


LG: 1 327239. 15:2001MAR30 


34 


76 


LG:1 327239. 15:2001MAR30 


57 


76 


LG: 1 327239. 15 :2001MAR30 


61 


76 


LG: 1327239. 15:2001MAR30 


84 


76 


LG: 1327239. 15:2001MAR30 


191 


76 


LG:1327239.15:2001MAR30 


214 


76 


LG: 1 327239. 15:2001MAR30 


255 


76 


LG: 1327239. 15:2001MAR30 


278 


76 


LG: 1 327239. 1 5:2001MAR30 


469 


76 


LG: 1 327239. 15:2001MAR30 


492 



100 



2 



Stop 


Frame 


Domain Type 


Topology 


68 


forward 3 


TM 


Transmembrane 


74 


forward 3 


TM 


Cytosolic 


97 


forward 3 


TM 


Transmembrane 


503 


forward 3 


TM 


Non-Cytosolic 


523 


forward 3 


TM 


Transmembrane 


669 


forward 3 


TM 


Cytosolic 


2173 


forward 1 


TM 


Non-Cytosolic 


2196 


forward 1 


TM 


Transmembrane 


2202 


forward 1 


TM 


Cytosolic 


2225 


forward 1 


TM 


Transmembrane 


2234 


forward 1 


TM 


Non-Cytosolic 


2257 


forward 1 


TM 


Transmembrane 


2258 


forward 1 


TM 


Cytosolic 


2174 


forward 2 


TM 


Non-Cytosolic 


2197 


forward 2 


TM 


Transmembrane 


2209 


forward 2 


TM 


Cytosolic 


2232 


forward 2 


TM 


Transmembrane 


2257 


forward 2 


TM 


Non-Cytosolic 


1425 


forward 3 


TM 


Non-Cytosolic 


1448 


forward 3 


TM 


Transmembrane 


1521 


forward 3 


TM 


Cytosolic 


1541 


forward 3 


TM 


Transmembrane 


1608 


forward 3 


TM 


Non-Cytosolic 


1631 


forward 3 


TM 


Transmembrane 


2174 


forward 3 


TM 


Cytosolic 


2197 


forward 3 


TM 


Transmembrane 


2211 


forward 3 


TM 


Non-Cytosolic 


2234 forward 3 


TM 


Transmembrane 


2257 


forward 3 


TM 


Cytosolic 


59 


forward 1 


TM 


Cytosolic 


82 


forward 1 


TM 


Transmembrane 


253 


forward 1 


TM 


Non-Cytosolic 


276 


forward 1 


TM 


Transmembrane 


287 


forward 1 


TM 


Cytosolic 


310 


forward 1 


TM 


Transmembrane 


499 


forward 1 


TM 


Non-Cytosolic 


60 


forward 2 


TM 


Cytosolic 


83 


forward 2 


TM 


Transmembrane 


120 


forward 2 


TM 


Non-Cytosolic 


143 


forward 2 


TM 


Transmembrane 


155 


forward 2 


TM 


Cytosolic 


178 


forward 2 


TM 


Transmembrane 


499 


forward 2 


TM 


Non-Cytosolic 


on 


C 1 o 

iui waiu j 


ilVI 


Cyiosoiic 


56 


forward 3 


TM 


Transmembrane 


60 


forward 3 


TM 


Non-Cytosolic 


83 


forward 3 


TM 


Transmembrane 


190 


forward 3 


TM 


Cytosolic 


213 


forward 3 


TM 


Transmembrane 


254 


forward 3 


TM 


Non-Cytosolic 


277 


forward 3 


TM 


Transmembrane 


468 


forward 3 


TM 


Cytosolic 


491 


forward 3 


TM 


Transmembrane 


499 


forward 3 


TM 


Non-Cytosolic 



WO 02/083876 



PCT/US02/09921 



TABLE 2 



SEQ D NO: 


Template ID 


Start 


Stop 


Frame 


Domain Type 


Topology 


77 


LG : 1 3278 67 . 1 5 : 200 1 MAR30 


1 


508 


forward 1 


TM 


Non-Cytosolic 


77 


LG:1327867.15:2001MAR30 


509 


528 


forward 1 


TM 


Transmembrane 


77 


LG : 1327867.1 5 :2001MAR30 


529 


548 


forward 1 


TM 


Cytosolic 


77 


LG : 1 327867 . 15 :200 1 MAR30 


549 


571 


forward 1 


TM 


Transmembrane 


77 


LG : 1 327867 . 1 5 : 200 1 MAR30 


572 


575 


forward 1 


TM 


Non-Cytosolic 


77 


LG:1327867.I5:2001MAR30 


576 


593 


forward 1 


TM 


Transmembrane 


77 


LG: 1 327867. 1 5 :2001MAR30 


594 


706 


forward 1 


TM 


Cytosolic 


77 


LG : 1 327867 . 1 5 :200 1M AR30 


707 


729 


forward 1 


TM 


Transmembrane 


77 


LG : 1 327867 . 1 5 :200 1 MAR30 


730 


774 


forward 1 


TM 


Non-Cytosolic 


77 


LG: 1 327867. 15:2001MAR30 


775 


797 


forward 1 


TM 


Transmembrane 


77 


LG:1327867.15:2001MAR30 


798 


803 


forward 1 


TM 


Cytosolic 


77 


LG:1327867.15:2001MAR30 


804 


826 


forward 1 


TM 


Transmembrane 


77 


LG: 1 327867. 15:2001MAR30 


827 


851 


forward 1 


TM 


Non-Cytosolic 


77 


LG: 1 327867 . 1 5 :2001M AR30 


852 


874 


forward 1 


TM 


Transmembrane 


77 


LG:1327867.15:2001MAR30 


875 


893 


forward 1 


TM 


Cytosolic 


77 


LG : 1 327867 . 1 5 :2001 MAR30 


894 


916 


forward 1 


TM 


Transmembrane 


77 


LG: 1327867. 15:2001MAR30 


917 


930 


forward 1 


TM 


Non-Cytosolic 


77 


LG: 1327867. 15:2001MAR30 


931 


953 


forward 1 


TM 


Transmembrane 


77 


LG: 1 327867 . 1 5 :2001M AR30 


954 


1158 


forward 1 


TM 


Cytosolic 


77 


LG: 1327867. 15 :2001MAR30 


1159 


1181 


forward 1 


TM 


Transmembrane 


77 


LG : 1 327867 . 1 5 :200 1MAR30 


1182 


1212 


forward 1 


TM 


Non-Cytosolic 


77 


LG: 1 327867. 15:2001MAR30 


1 


450 


forward 2 


TM 


Non-Cytosolic 


77 


LG: 1 327867. 15:2001MAR30 


451 


473 


forward 2 


TM 


Transmembrane 


77 


LG : 1 327867 . 1 5 :2001 MAR30 " 


474 


477 


forward 2 


TM 


Cytosolic 


77 


LG: 1 327867. 15:2001MAR30 


478 


496 


forward 2 


TM 


Transmembrane 


77 


LG: 1 327867. 15:2001MAR30 


497 


505 


forward 2 


TM 


Non-Cytosolic 


77 


LG:1327867.15:2001MAR30 


506 


528 


forward 2 


TM 


Transmembrane 


77 


LG:1327867.15:2001MAR30 


529 


548 


forward 2 


TM 


Cytosolic 


77 


LG: 1 327867. 15:2001MAR30 


549 


571 


forward 2 


TM 


Transmembrane 


77 


LG : 1 327867 . 1 5 :2001MAR30 


572 


574 


forward 2 


TM 


Non-Cytosolic 


77 


LG : 1 327 867 . 1 5 :2001MAR30 


575 


593 


forward 2 


TM 


Transmembrane 


77 


LG:1 327867. 1 5 :2001MAR30 


594 


718 


forward 2 


TM 


Cytosolic 


77 


LG: 1 327867. 15:2001MAR30 


719 


741 


forward 2 


TM 


Transmembrane 


77 


LG:1 327867. 15:2001MAR30 


742 


760 


forward 2 


TM 


Non-Cytosolic 


77 


LG:1327867.15:2001MAR30 


761 


783 


forward 2 


TM 


Transmembrane 


77 


LG: 1 327867. 15:2001MAR30 


784 


789 


forward 2 


TM 


Cytosolic 


77 


LG: 1 327867. 15 :2001MAR30 


790 


812 


forward 2 


TM 


Transmembrane 


77 


LG : 1 327867 . 1 5 :2001MAR30 


813 


854 


forward 2 


TM 


Non-Cytosolic 


77 


LG: 1 327867. 15:2001MAR30 


855 


877 


forward 2 


TM 


Transmembrane 


77 


LG: 1 327867. 15:2001MAR30 


878 


897 


forward 2 


TM 


Cytosolic 


77 


LG: 1 327867. 15:2001MAR30 


898 


920 


forward 2 


TM 


Transmembrane 


77 


LG: 1 327867. 15 :2001MAR30 


921 


934 


forward 2 


TM 


Non-Cytosolic 


77 


LG:1327867.15:2001MAR30 


935 


952 


forward 2 


TM 


Transmembrane 


77 


LG: 1 327867. 15:2001MAR30 


953 


1211 


forward 2 


TM 


Cytosolic 


77 


LG: 1 327867. 15:2001MAR30 


1 


447 


forward 3 


TM 


Non-Cytosolic 


77 


LG: 1 327867. 15:2001MAR30 


448 


470 


forward 3 


TM 


Transmembrane 


77 


LG: 1 327867. 15 :2O01MAR30 


471 


548 


forward 3 


TM 


Cytosolic 


77 


LG:1327867.15:2001MAR30 


549 


571 


forward 3 


TM 


Transmembrane 


77 


LG:1 327867. 15:2001MAR30 


572 


574 


forward 3 


TM 


Non-Cytosolic 


77 


LG:I327867.15:2001MAR30 


575 


.592 


forward 3 


TM 


Transmembrane 


77 


LG: 1 327867. 15:2001MAR30 


593 


771 


forward 3 


TM 


Cytosolic 


77 


LG:1 327867. 15:2001MAR30 


772 


794 


forward 3 


TM 


Transmembrane 


77 


LG: 1 327867. 15 :2001MAR30 


795 


798 


forward 3 


TM 


Non-Cytosolic 


77 


LG:I327867.15:2001MAR30 


799 


821 


forward 3 


TM 


Transmembrane 



101 



BNSDOCID: <WO 02083876A2_L> 



WO 02/083876 



PCT/US02/09921 



SEQ D NO: Template ID Start 

77 LG: 1327867.1 5:200] MAR30 S22 

77 LG:1327867.15:2001MAR30 834 

77 LG:1327867.15:2001MAR30 857 

77 LG: 1 327867. 1 5 :2001MAR30 1 1 75 

77 LG;1327867.15:2001MAR30 1 198 

78 LG: 1383232. 1:2001MAR30 1 
78 LG: 1383232. 1:200 1M AR30 21 
78 LG: 1 383232. 1 :200 1 MAR30 44 
78 LG: 1383232. 1:2001MAR30 755 
78 LG:1 383232. L2001MAR30 778 
78 LG: 1383232. L2001MAR30 1 
78 LG.13S3232. 1:2001 MAR30 15 
78 LG:1383232.1:2001MAR30 35 
78 LG: 1383232. 1-.2001MAR30 72 
78 LG:1383232.1:2001MAR30 95 
78 LG: 1383232. L2001MAR30 114 
78 LG: 1383232. L2001MAR30 137 
78 LG:1383232.1:2001MAR30 191 
78 LG: 1 383232. 1 :2001MAR30 214 
78 LG:1383232.1:2001MAR30 402 
78 LG:1383232.1:2001MAR30 425 
78 LG: 1383232. 1 :200 1MAR30 605 
78 LG:1 383232. L2001MAR30 628 
78 LG:1383232.1:2001MAR30 721 
78 LG: 1383232. L2001MAR30 744 
78 LG:1383232.1:2001MAR30 . 750 
78 LG:1383232.1:2001MAR30 770 
78 LG: 1383232. L2001MAR30 1 
78 LG: 1 383232. 1 :200 1MAR30 406 
78 LG:1383232.1:2001MAR30 429 
78 LG:1383232.1:2001MAR30 481 
78 LG:1 383232. L2001MAR30 504 
78 LG:1 383232. 1:2001 MAR30 700 
78 LG: 1383232. 1:2001MAR30 723 
78 LG:1 383232. L2001MAR30 729 
78 LG: 1383232. 1 :200IMAR30 748 
78 LG:1 383232. L2001MAR30 757 

78 LG: 1383232. 1:2001MAR30 777 

79 LG:1383368.40:2001MAR30 1 
79 LG:1383368.40:2001MAR30 394 
79 LG:1383368.40:2001MAR30 417 
79 LG:1383368.40:2001MAR30 483 
79 LG: 1 3S3368.40:2001MAR30 501 
79 LG:1 383368.40.2001MAR30 575 
79 LG:1383368.40:2001MAR30 598 
79 LG:1383368.40:2001MAR30 696 
79 LG:1383368.40:2001MAR30 719 
79 LG:1383368.40:2001MAR30 754 
79 LG:1383368.40:2001MAR30 777 
79 LG:1383368.40:200IMAR30 796 
79 LG:1383368.40:2001MAR30 819 
79 LG:1383368.40:2001MAR30 839 
79 LG:1383368.40:2001MAR30 862 
79 LG:138336S.40:2001MAR30 923 

102 



2 



Stop 


Frame 


Domain Tvnp 


Topology 


833 


1U1 WtU \X D 


X XVI 


Cytosolic 


856 


\C\V\UV\Tt\ *X 

wen u J 


I XVI 


X ransmembrane 


1 174 
ii »*t 


lurwdra d 




XT ^ /~> 1* 

Non-Cytosohc 


1 1 Q7 


l\Jl WdTO D 




Transmembrane 


121 1 


1 L/L Wal U J 


TTV/f 
I iVI 


Cytosolic 


/X) 


iorwaru x 


1M 


Cytosolic 


4^ 


1UI WdlU 1 


X JVL 


Transmembrane 


l^A 

/ DH 


iorwaro I 


X M 


Non-Cytosolic 


111 
III 


iorwaru x 


X M 


Transmembrane 


7RR 
/oo 


forward 1 


iXM 


Cytosolic 


1 *+ 


iorwaro z 


X M 


XT /-i . i • 

Non-Cytosohc 


DH 


forward 2 


TM 


Transmembrane 


71 


iorwaru z 


TTV/f 

1M 


Cytosolic 


y4 


forward 2 


TM 


Transmembrane 


l Id 


forward 2 


TM 


Non-Cytosolic 


1 K 

I DO 


forward 2 


TM 


Transmembrane 


i on 


forward 2 


TM 


Cytosolic 


no 
115 


forward 2 


TM 


Transmembrane 


ACit 
4UI 


forward 2 


TM 


Non-Cytosolic 


A *"» A 

424 


forward 2 


TM 


Transmembrane 


OU4 


forward 2 


TM 


Cytosolic 


ozi 


forward 2 


TM 


Transmembrane 


720 


forward 2 


TM 


Non-Cytosolic 


1A 1 
IHD 


forward 2 


TM 


Transmembrane 


/4y 


forward 2 


TM 


Cytosolic 


/oy 


forward 2 


TM 


Transmem brane 


/o / 


rorward 2 


TM 


Non-Cytosolic 


HKJD 


forward 3 


TM 


Non-Cytosolic 


A1Q 

42o 


forward 3 


TM 


Transmembrane 




forward 3 


TM 


Cytosolic 


DUD 


forward 3 


TM 


Transmembrane 


oyy 


forward 3 


TM 


Non-Cytosolic 


in 

/ AZ 


forward 3 


TM 


Transmembrane 


/Zo 


forward 3 


TM 


Cytosolic 


1A1 


forward 3 


TTV if 

1M 


Transmembrane 


/DO 


forward 3 


TM 


Non-Cytosolic 


llf* 
1 lO 


forward 3 


XM 


Transmembrane 


/O / 


forward 3 


TM 


Cytosolic 




iorwaru 1 


XM 


Cytosolic 


A} f% 


forward 1 


1M 


Transmembrane 




1UI WdXCl 1 


1XYI 


Non-Cytosolic 


son 


forward 1 


XM 


Transmembrane 


^ld 


iorwaru i 


XXVI 


Cytosolic 


SQ7 

DZ7 1 


forward 1 


XM 


Transmembrane 


U7J 


iorwara x 


XM 


Non-Cytosohc 


71 52 

/JO 


forward 1 


1M 


Transmembrane 


75^ 

/ DD 


iorwaro i 


IM 


Cytosolic 


11& 


forward 1 


T'X it 

IM 


Transmembrane 


795 


forward 1 


TM 


Non-Cytosolic 


818 


forward 1 


TM 


Transmembrane 


838 


forward 1 


TM 


Cytosolic 


861 


forward 1 


TM 


Transmembrane 


922 


forward 1 


TM 


Non-Cytosolic 


945 


forward 1 


TM 


Transmembrane 



BNSDOCID: <WO 02O83876A2J .> 



WO 02/083876 



PCT/US02/09921 



SEQ D NO: Template ID 

79 LG:1383368.40:2001MAR30 

79 LG:1383368,40:2001MAR30 

79 LG:1383368.40:2001MAR30 

79 LG:1383368.40:2001MAR30 

79 LG : 1383368 .40:200 1MAR30 

79 LG : 1 3 83368 .40:200 1MAR30 

79 LG: 1383368.40:2001MAR30 

79 LG:1383368.40:2001MAR30 

79 LG:1383368.40:2001MAR30 

79 LG:1383368.40:2001MAR30 

79 LG : 1 383368 .40:200 1 MAR30 

79 LG: 1383368.40:2001MAR30 

79 LG:1383368.40:2001MAR30 

79 LG:1383368.40:2001MAR30 

79 LG: 1383368 .40:200 1MAR30 

79 LG:1383368.40:2001MAR30 

79 LG:1383368.40:2001MAR30 

79 LG:1383368.40:2001MAR30 

79 LG:1383368.40:2001MAR30 

79 LG:1383368.40:2001MAR30 

79 LG:1383368.40:2001MAR30 

79 LG:1383368.40:2001MAR30 

79 LG: 1383368.40:200 1MAR30 

79 LG:1383368.40:2001MAR30 

79 LG: 1 383368.40:2001MAR30 

79 LG:1383368.40:2001MAR30 

79 LG:13S3368.40:2001MAR30 

79 LG:1383368.40:2001MAR30 

79 LG:1383368.40:2001MAR30 

79 LG:1383368.40:2001MAR30 

79 LG: 1383368.40:2001MAR30 

79 LG:1383368.40:2001MAR30 

79 LG:1383368.40:2001MAR30 

79 LG:1383368.40:2001MAR30 

79 LG:1383368.40:2001MAR30 

79 LG: 1 383368 .40:2001MAR30 

79 LG: 1 383368 .40:200 1MAR30 

79 LG:1383368.40:2001MAR30 

79 LG: 1383368.40:2001MAR30 

79 LG: 1 383368.40:2O01MAR30 

79 LG:1383368.40:2O01MAR30 

79 LG:1383368.40:2001MAR30 

79 LG:1383368.40:2001MAR30 

79 LG:1383368.40:2O01MAR30 

79 LG:1383368.40:2001MAR30 

79 LG: 1 383368.40:2001MAR30 

79 LG:1383368.4O:2O01MAR3O 

79 LG:1383368.40:2001MAR30 

79 LG:1383368.40:2001MAR30 

79 LG: 1 383368.40.2001MAR30 

79 LG: 1383368.40:2001MAR30 

80 LG: 1 384477. 1 :2001MAR30 
80 LG: 1 384477. 1 :2001MAR30 
80 LG: 1 384477. 1:2001MAR30 



TABLE 2 
Start Stop 
946 1030 
1031.: 1050 
1051 1077 
1078 • 1100 
1101 1112 



1 



398 



399 421 
422 . 578 
579 * 601 
602 604 
605 627 
628 704 
705 724 
725 733 
734 756 
757 767 
768 790 
791 804 
805 823 
824 829 
830 847 
848 856 
857 879 
880 1005 
1006 1028 
1029 1032 
1033. 1052 
1053 1077 
1078- 1100 
1101 1112 



1 



129 



130 152 

153 396 

397 419 

420 443 

444 466 

467 485 

486 508 

509 574 

575 597 

598 • 611 

612 631 

632 855 

856 878 

879 933 

914 936 

937 1002 

1003 1025 

1026 1081 

1082 1104 

1105 1111 

1 77 

78 100 

101 112 

103 



Frame 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 1 
forward 1 
forward 1 



Domain Type 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 



Topology 
Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Non-Cytosolic 
Transmembrane 
Cytosolic 



BNSDOCID: <WO 02083876A2_L> 



WO 02/083876 



PCT/US02/09921 



OEA^ L) 


NO. Template ID 


Start 


OA 

oU 


LG: 1 3S4477. 1 :2001MAR30 


113 


on 
OU 


LG: 1 384477. 1 :2001MAR30 


136 


on 
oU 


LG : 1 3 84477 . 1 : 200 1 MAR30 


602 


on 


LG: 1 384477. 1:200 1MAR30 


625 


OA 


LG : 1 384477 . 1 :200 1M AR30 


1 


80 


LG : 1 384477 . 1 :200 1M AR30 


128 


on 
QU 


LG: 1 384477. 1 :2001MAR30 


151 


on 


LG : 1 384477. 1 :2001MAR30 


1 


on 

SO 


LG:1384477.1:2001MAR30 


63 


on 

SO 


LG: 1 384477. 1 :2001MAR30 


81 


81 


LG: 1 390822. 1 :200 1MAR30 


1 


81 


LG: 1 390822. 1 :200 1MAR30 


551 


81 


LG: 1 390822. L2001MAR30 


574 


81 


LG: 1 390822. 1 :2001MAR30 


745 


81 


LG: 1 390822. 1 :2001MAR30 


768 


81 


LG:1390822.1:2001MAR30 


777 


81 


LG : 1 390822. 1 :200 1MAR30 


800 


81 


LG: 1 390822. L2001MAR30 


812 


81 


LG:1390822.1:2001MAR30 


835 


81 


LG: 1 390822. 1 :2001MAR30 


922 


81 


LG : 1 390822. 1 :200 1MAR30 


945 


81 


LG: 1 390822. 1 :2001MAR30 


978 


81 


LG: 1 390822. 1 :2001MAR30 


1001 


81 


LG: 1 390822. 1 :200 1MAR30 


1050 


81 


LG: 1 390822. 1 :2001MAR30 


1068 


81 


LG: 1 390822. 1 :2001MAR30 


1103 


81 


LG: 1 390822. 1 :2001MAR30 


1126 


81 


LG: 1 390822. 1 :200 1MAR30 


1135 


81 


LG:1390822.1:2001MAR30 


1158 


81 


LG:1390822.1:2001MAR30 


1 


81 


LG: 1 390822. L2001MAR30 


550 


81 


LG:1 390822. L2001MAR30 


573 


81 


LG:1 390822. L2001MAR30 


766 


81 


LG: 1390822. 1 :2001MAR30 


789 


81 


LG: 1 390822. 1 :2001MAR30 


817 


81 


LG: 1 390822. 1 :2001MAR30 


840 


81 


LG:1390822.1:2001MAR30 


911 


81 


LG: 1 390822. 1 :2001MAR30 


934 


81 


LG: 2 390822. 1 :2001MAR30 


1050 


81 


LG: 1 390822. 1 :200 1MAR30 


1068 


81 


LG: 1 390822. 1 :200 1MAR30 


1098 


O 1 


LG: 1 390822. 1 :2001MAR30 


1121 


on 

82 


LG: 1 398274. 13:2001MAR30 


1 


on 

82 


LG : 1 3 9 8274 . 1 3 :200 1 MAR3Q 


10 


on 

82 


LG:1398274.13:2001MAR30 


33 


on 

82 


LG: 1 398274. 13:2001MAR30 


37 


on 

82 


LG:1 398274. 13:2001MAR30 


55 


on 
o2 


LG:1 398274. 13:2001MAR30 


902 


82 


LG : 1 398274. 1 3 :2001MAR30 


925 


82 


LG: 1 398274. 13:2001MAR30 


974 


82 


LG: 1 398274. 13:2001MAR30 


997 


82 


LG: 1 398274. 13 :2001MAR30 


1355 


82 


LG : 1 39 8274. 1 3 :200 1MAR30 


1378 


82 


LG: 1 398274. 13:2001MAR30 


1 



104 



2 



Stop 


Frame 


Domain Type 


Topology 


135 


forward I 


TM 


Transmembrane 


601 


forward 1 


TM 


Non-Cytosolic 


624 


forward 1 


TM 


Transmembrane 


639 


forward 1 


TM 


Cytosolic 


127 


forward 2 


■ TM 


Cytosolic 


150 


forward 2 


TM 


Transmembrane 


639 


forward 2 


TM 


Non-Cytosolic 


62 


forward 3 


TM 


Cytosolic 


80 


forward 3 


TM 


Transmembrane 


639 


forward 3 


TM 


Non-Cytosolic 


550 


forward 1 


TM 


Non-Cytosolic 


573 


forward 1 


TM 


Transmembrane 


744 


forward 1 


TM 


Cytosolic 


767 


forward 1 


TM 


Transmembrane 


776 


forward 1 


TM 


Non-Cytosolic 


799 


forward 1 


TM 


Transmembrane 


811 


forward 1 


TM 


Cytosolic 


834 


forward 1 


TM 


Transmembrane 


921 


forward 1 


TM 


Non-Cytosolic 


944 


forward I 


TM 


Transmembrane 


977 


forward 1 


TM 


Cytosolic 


1000 


forward 1 


TM 


Transmembrane 


1049 


forward 1 


TM 


Non-Cytosolic 


1067 


forward 1 


TM 


Transmembrane 


1102 


forward 1 


TM 


Cytosolic 


1125 


forward 1 


TM 


Transmembrane 


1134 


forward 1 


TM 


Non-Cytosolic 


1157 


forward 1 


TM 


Transmembrane 


1236 


forward 1 


TM 


Cytosolic 


549 


forward 3 


TM 


Non-Cytosolic 


572 


forward 3 


TM 


Transmembrane 


765 


forward 3 


TM 


Cytosolic 


788 


forward 3 


TM 


Transmembrane 


816 


forward 3 


TM 


Non-Cytosolic 


839 


forward 3 


TM 


Transmembrane 


910 


forward 3 


TM 


Cytosolic 


933 


forward 3 


TM 


Transmembrane 


1049 


forward 3 


TM 


Non-Cytosolic 


1067 


forward 3 


TM 


Transmembrane 


1097 


forward 3 


TM 


Cytosolic 


1120 


forward 3 


TM 


Transmembrane 


1236 


forward 3 


TM 


Non-Cytosolic 


9 

32 


forward 1 


TM 


Non-Cytosolic 


1 1 

iwi vraiu 1 


rTTk Jf 

I IV 1 


Transmembrane 


36 


forward 1 


TM 


Cytosolic 


54 


forward 1 


TM 


Transmembrane 


901 


forward 1 


TM 


Non-Cytosolic 


924 


forward 1 


TM 


Transmembrane 


973 


forward 1 


TM 


Cytosolic 


996 


forward 1 


TM 


Transmembrane 


1354 


forward 1 


TM 


Non-Cytosolic 


1377 


forward 1 


TM 


Transmembrane 


1410 


forward 1 


TM 


Cytosolic 


4 


forward 2 


TM 


Non-Cytosolic 



WO 02/083876 



PCT/US02/09921 



SEQ D NO: Template ID 

82 LG : 1 398274 . 1 3 : 200 1 MAR30 

82 LG:1398274.13:2001MAR30 

82 LG:1398274.13:2001MAR30 

82 LG:1398274.13:2O01MAR30 

82 LG:1398274.13:2001MAR30 

82 LG: 1398274. 13 :2001MAR30 

82 LG: 1398274. 13:2001MAR30 

82 LG: 1 398274. 1 3 :200 1 MAR30 

82 LG:1398274.13:2001MAR30 

82 LG:1398274.13:2001MAR30 

82 LG:1398274.13:2001MAR30 

82 LG : 1 39 8274 . 1 3 :200 1M AR30 

82 LG: 1398274. 13:2001MAR30 

82 LG:1398274.13:2001MAR30 

82 LG: 1398274. 13:2001MAR30 

82 LG:1398274.13:2001MAR30 

82 LG:1398274.13:2001MAR30 

82 LG: 1398274. 13.-20O1MAR30 

82 LG:1398274.13:2001MAR30 

82 LG:1398274.13:2001MAR30 

82 LG:1398274.13:2001MAR3O 

82 LG:1398274.13:2001MAR30 

82 LG:1398274.13:2001MAR30 

82 LG: 1 398274. 1 3 :2001MAR30 

82 LG: 1 398274. 1 3 :2001MAR30 

82 LG:1398274.13:2001MAR30 

82 LG : 1 398274. 13:2001MAR30 

82 LG:1398274.13:2001MAR30 

82 LG: 1 398274. 1 3 :2001MAR30 

82 LG: 1 398274. 1 3:2001MAR3O 

82 LG:1398274.13:2001MAR30 

82 LG : 1 398274. 1 3 :2001MAR30 

82 LG: 1 398274. 1 3 :2001MAR30 

82 LG: 1 398274. 13:2001MAR30 

82 LG: 1 398274. 13:2001MAR30 

82 LG: 1 398274. 13:2001MAR30 

82 LG:1398274.13:2001MAR30 

82 LG : 1 398274. 1 3 :2001 MAR30 

82 LG: 1 398274. 1 3:200 1MAR30 

82 LG: 1 398274. 13:2001MAR30 

82 LG:1398274.13:2001MAR30 

82 LG : 1 398274. 1 3 :2001MAR30 

82 LG : 1 398274. 1 3.2001MAR30 

83 LG : 1 398646. 1 :200 1M AR30 
83 LG: 1 398646. 1 :2001MAR30 
83 LG: 1 398646. 1 :2001MAR30 
83 LG: 1 398646. 1 :2001MAR30 
83 LG: 1 398646. 1 :2001MAR30 
83 LG: 1 398646. 1 :2001MAR30 
83 LG: 1 398646. L2001MAR30 
83 LG: 1 398646. 1 :2001MAR30 
83 LG : 1 398646. 1 :2001M AR30 
83 LG: 1 398646. 1 :2001MAR30 
83 LG: 1398646. 1.2001MAR30 



TABLE 2 

Start Stop Frame 
5 27 forward 2 
28 33 forward 2 
34 56 forward 2 
57 498 forward 2 
499 516 forward 2 
517 522 forward 2 
523 545 forward 2 
546 891 forward 2 
892 914 forward 2 
915 934 forward 2 
935 952 forward 2 
953 961 forward 2 
962 984 forward 2 
985 1349 forward 2 
1350 1372 forward 2 
1373 1410 forward 2 
1 236 forward 3 
237 259 forward 3 
260 353 forward 3 
354 376 forward 3 
377 390 forward 3 
391 413 forward 3 
414 448 forward 3 
449 471 forward 3 
472 485 forward 3 
486 508 forward 3 
509 520 forward 3 
521 538 forward 3 
539 754 forward 3 
755 774 forward 3 
775 802 forward 3 
803 825 forward 3 
826 839 forward 3 
840 862 forward 3 
863 894 forward 3 
895 914 forward 3 
915 1286 forward 3 
1287 1309 forward 3 
1310 1320 forward 3 
1321 1343 forward 3 
1344 1352 forward 3 
1353 1375 forward 3 
1376 1410 forward 3 
1 6 forward 1 
7 26 forward 1 
27 431 forward 1 
432 454 forward 1 
455 820 forward 1 
821 843 forward 1 
844 852 forward 1 
853 872 forward 1 

873 873 forward 1 

874 891 forward 1 
892 905 forward 1 

105 



Domain Type 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 



Topology 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 
Cytosolic 
Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 



BNSDOCID: <WO 02083876A2. I..> 
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SEQ D 


NO: Template ID 


83 


LG: 1 398646. 1 :2001MAR30 


83 


LG: 1 398646. 1 :200 1MAR30 


83 


LG:1 398646. 1:2001MAR30 


83 


LG: 1 398646. 1 :2001MAR30 


83 


LG:1 398646. 1:2001MAR30 


83 


LG: 1 398646. 1 :2001MAR30 


83 


LG: 1 398646. 1 :2001MAR30 


83 


LG: 1 398646. 1 :2001 MAR30 


83 


LG: 1 398646. 1 :2001MAR30 


83 


LG: 1 398646. 1 :2001MAR30 


83 


LG:1 398646. 1:2001MAR30 


83 


LG: 1 398646. 1 :2001MAR30 


83 


LG: 1 398646. 1 :2O01MAR30 


83 


LG: 1398646. 1 :200 1MAR30 


83 


LG: 1 398646. 1 :2001MAR30 


83 


LG: 1 398646. 1 :2001MAR30 


83 


LG:1398646.1:2001MAR30 


83 


LG: 1398646. 1 :2001MAR30 


84 


LG: 1 398905 . 1 :2001MAR30 


84 


LG: 1 398905. 1 :2001MAR30 


84 


LG:1398905.1:2001MAR30 


84 


LG: 1 398905. 1 :2001MAR30 


84 


LG: 1 398905 . 1 :200 1MAR30 


84 


LG:1398905.1:2001MAR30 


84 


LG: 1 398905 . 1 :200 1MAR30 


84 


LG: 1398905. 1:200 1MAR30 


85 


LG: 1399785. L2001MAR30 


85 


LG: 1399785. 1 :2001MAR30 


85 


LG: 1399785 . 1 :2001MAR30 


85 


LG; 1 399785. 1 :2001MAR30 


85 


LG:1399785.1:2001MAR30 


86 


LG:1446193.10:2001MAR30 


86 


LG: 1446193. 10:2001MAR30 


86 


LG: 1446193. 10:2001MAR30 


87 


LG:1446210.8:2001MAR30 


87 


LG: 1446210.8:2001MAR30 


87 


LG:1446210.8:2001MAR30 


87 


LG:1446210.8:2001MAR30 


87 


LG:1446210.8:2001MAR30 


87 


LG:1446210.8:2001MAR30 


87 


LG: 1 4462 1 0. 8 :200 1 M AR30 


87 


LG:1446210.8:2001MAR30 


87 


LG:1446210.8:2001MAR30 


87 


LG: 1 4462 1 0. 8 : 200 1 MAR3 0 


87 


LG: 1446210.8:2001MAR30 


87 


LG:1446210.S:2001MAR30 


87 


LG:1446210.8:2001MAR30 


87 


LG:1446210.8:2001MAR30 


87 


LG:1446210.8:2001MAR30 


87 


LG:1446210.8:2001MAR30 


87 


LG:1446210.8:2001MAR30 


87 


LG:1446210.8:2001MAR30 


87 


LG:1446210.8:2001MAR30 


87 


LG: 14462 1 0.8:200 1 MAR30 



TABLE 2 

Start Stop Frame Domain Type 



906 


928 


forward 1 


TM 


929 


1081 


forward 1 


TM 


1 


867 


forward 2 


TM 


868 


890 


forward 2 


TM 


891 


1033 


forward 2 


TM 


1034 


1053 


forward 2 


TM 


1054 


1080 


forward 2 


TM 


1 


12 


forward 3 


TM 


13 


35 


forward 3 


TM 


36 


614 


forward 3 


TM 


615 


634 


forward 3 


TM 


635 


866 


forward 3 


TM 


867 


889 


forward 3 


TM 


890 


903 


forward 3 


TM 


904 


926 


forward 3 


TM 


927 


1032 


forward 3 


TM 


1033 


1055 


forward 3 


TM 


1056 


1080 


forward 3 


TM 


1 


278 


forward 2 


TM 


279 


296 


forward 2 


TM 


297 


308 


forward 2 


TM 


309 


331 


forward 2 


TM 


332 


488 


forward 2 


TM 


1 


277 


forward 3 


TM 


278 


295 


forward 3 


TM 


296 


487 


forward 3 


TM 


1 


104 


forward 1 


TM 


105 


124 


forward 1 


TM 


125 


145 


forward 1 


TM 


146 


168 


forward 1 


TM 


169 


1902 


forward 1 


TM 


1 


941 


forward 1 


TM 


942 


961 


forward 1 


TM 


962 


1020 


forward 1 


TM 


1 


50 


forward 1 


TM 


51 


70 


forward 1 


TM 


71 


74 


forward 1 


TM 


75 


97 


forward 1 


TM 


98 


117 


forward ] 


TM 


118 


140 


forward 1 


TM 


141 


159 


forward 1 


TM 


160 


182 


forward 1 


TM 


183 


333 


forward 1 


TM 


H A 




forward 1 


TM 




JJU 


357 


375 


forward 1 


TM 


376 


398 


forward 1 


TM 


399 


404 


forward 1 


TM 


405 


427 


forward 1 


TM 


428 


596 


forward 1 


TM 


1 


43 


forward 2 


TM 


44 


66 


forward 2 


TM 


67 


369 


forward 2 


TM 


370 


392 


forward 2 


TM 


393 


563 


forward 2 


TM 



Topology 
Transmembrane 

Cytosolic 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Non-Cytosolic 
Transmembrane 
Cytosolic 
Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 
Cytosolic 



BNSDOCID: <WO 02083876A2, l_> 



WO 02/083876 



PCT/US02/09921 



SEQ D NO: Template ID 

87 LG : 1 4462 10.8 :200 1M AR30 
37 LG:1446210.8:2001MAR30 

88 LG:1450054.6:2001MAR30 
88 LG:1450054.6:2001MAR30 

88 LG:1450054.6:2001MAR30 

89 LG: 14525 1 6.4:2001MAR30 
89 LG: 1 4525 1 6.4:2001MAR30 

89 LG: 14525 1 6.4:200 1MAR30 

90 LG: 1455293.7:2001M AR30 
90 LG:1455293.7:2001MAR30 
90 LG: 1455293.7:200 1MAR30 
90 LG:1455293.7:2001MAR30 
90 LG: 1455293.7:200 1MAR30 
90 LG:1455293.7:2001MAR30 
90 LG:1455293.7:2O01MAR30 
90 LG:1455293.7:2001MAR30 
90 LG:1455293.7:2001MAR30 
90 LG:1455293.7:2001MAR30 
90 LG:1455293.7:2001MAR30 
90 LG: 1455293 .7:2001MAR30 
90 LG:1455293.7:2001MAR30 
90 LG:1455293.7:2001MAR30 
90 LG:1455293.7:2001MAR30 
90 LG:1455293.7:2001MAR30 
90 LG: 1 455293 .7 :200 1MAR30 
90 LG : 1 455293 .7 :200 1M AR30 
90 LG:1455293.7:2001MAR30 
90 LG:1455293.7:2001MAR30 
90 LG: 1455293 .7 :2001MAR30- 
90 LG:1455293.7:2001MAR30 
90 LG:1455293.7:2001MAR30 
90 LG:1455293.7:2001MAR30 
90 LG: 1 455293 .7 :200 1 MAR30 
90 LG: 1455293 /7:2001MAR30 
90 LG:1455293.7:2001MAR30 
90 LG:1455293.7:2001MAR30 
90 LG:1455293.7:2001MAR30 
90 LG:1455293.7:2001MAR30 

90 LG: 1 455293 .7 :200 1 MAR30 

91 LG:1498113.1:2001MAR30 

92 LG:1500042.1:2001MAR30 
92 LG:1500042.1:2001MAR30 
92 LG: 1500042. 1 :2001MAR30 
92 LG: 1500042. 1:200 1 MAR30 
92 LG: 1500042. 1 :200 1 MAR30 
92 LG: 1500042. 1 :2001MAR30 
92' LG: 1500042.1 :2001MAR30 
92 LG: 1500042. 1 :200 1 MAR30 
92 LG: 1500042. 1 :2001 MAR30 
92 LG: 1500042. 1 :200 1 MAR30 
92 LG:1500042.1:2001MAR30 
92 LG: 1500042. 1 :200 1 MAR30 
92 LG: 1500042. 1 :200 1 MAR30 
92 LG: 1500042. 1 :2001 M AR30 



TABLE 2 
Start Stop 



564 
587 
1 

1808 ' 
1S28 
1 

568 
591 
1 

28 
47 
203 
226 
1 

24 
47 
201 
224 
243 
261 
273 
291 
486 
506 
512 
535 
.1 

203 
. 226 
263 
286 
306 
329 
402 
425 
462 
485 
490 
513 
1 
1 
5 

28 
32 
55 



92 
98 
118 

1 

7 

30 
34 
57 



,586 
596 
11807 
1827 
1865 
567 
590 
634 
27 
46 
202 
225 
544 
23 
46 
200 
223 
242 
260 
272 
290 
485 
505 
511 
534 
543 
202 
225 
262 
285 
305 
328 
401 
424 
461 
484 
489 
512 
543 
216 
4 



27 
31 
54 
68 
91 
97 
117 
122 
6 

29 
33 
56 
62 



Frame 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 3 
forward 3 
forward 3 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 



Domain Type 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 



TM 

TM 

TM 

TM 

TM 

TM 

TM 

TM 

TM 

TM 

TM 

TM 

TM 

TM 

TM 

TM 

TM 

TM 

TM 

TM 



Topology 
Transmembrane 
Non-Cytosolic 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 
Cytosolic 
Cytosolic 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 
Cytosolic 
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SEQD 


-i cnipiaie iLy 


92 


LCi* 1500049 1 -9nn i \a a d in 


92 


10*1500049 1 *9nn 1 A/T A D *2 A 


92 


T (""!• 1 5O0O49 1 *9nn i X/T a td in. 
i-Aj. i juuu4Z. 1 .ZUU 11V1AR3U 


92 


7 0*1500049 1 -onn i \/f a Toin 
-LAJ. 1 JUUU4Z. 1 .ZUU 1 M AR3U 


92 


TO-i5nn049 lonmy ad^ia 
i-Aj. i JUUU-4Z. l .ZUU1 IV1AR3U 


92 


iaj. i l .zuu l MAR3U 


92 


JLAJ. 1 JUUU4Z. 1 .ZUU1MAR3U 




r 1 5nnn/i 9 i-onnu/f a n^n 
i^O. 1 OUUU4Z. I .ZUU 1MAR30 


Q9 
~z 


jlaj. l0UUU4z. 1 :zUUlMAR30 


03 


1AJ. 13UU454.4.ZUU 1MAR30 


03 


T f"I« 1 infMI/l /l .1AA1 X A A T4 OA 

J_*Ljr. 15UU434.4:2UU1MAR30 


03 


Iaj. 1 5UU434.4 :200 1 M AR30 


03 


lAj. 1 50U434.4:2001MAR30 


03 


JUO. 15UU434.4:200 1 M AR30 


03 


Lu. 1500434.4:200 1 M AR30 


Q7 

JO 


IAj. 15UU4 34.4: 2001 MAR30 


jo 


IAj. 1500434.4:200 1MAR30 


03 


Lu. 1500434.4:200 1 MAR30 


03 

jo 


Iaj: 1500434.4:200 1MAR30 


03 


l^Cr: 1500434.4:200 1MAR30 


03 

50 


-Lu: 1500434 .4:200 1MAR30 


JO 


Uj: 1500434.4: 2001 MAR30 


JO 


1500434.4:2001 MAR30 


Q3 

jo 


JLU. 1 500434.4:200 1MAR30 


Q3 

jo 


Lu. 1500434.4:200 1MAR30 


Q3 

jo 


Jbu: 1500434.4:200 1MAR30 


JO 


LXj. 1500434 .4: 2001 MAR30 


03 

jo 


JLvjr.i5U0434.4:2001MAR30 


03 

jo 


1-u . 1 500434.4 :200 1 MAR30 




i-U . 1 5004 34 .4 :200 1 M AR3 0 


03 
yD 


JLLr. 1 50U434 .4:200 1 M AR30 


03 

jo 


T f~Z - 1 CAA/l O/t y< .aha 1 X if a nin 

1500434.4:200 1 M AR30 


03 
yD 


T /Tt* 1 CAA^ OA A .OAA iii a tr» o /-i 

bU. 1500434.4:200 1 MAR30 


03 

jo 


T a* i crtr\^ o a a .aaa i x m a *n o/> 
I^Lt. 1500434.4 :2001MAR30 


03 
y d 


T 1 CAr\/1 1 A A .oaa i x * a niA 

Lu. 1500434.4:200 1MAR30 


03 

yj 


LLr. 1500434.4:200 1 MAR30 


03 

jo 


T /Tl. 1 CAA/1 "2 /I /I .OAA1 ijr a n 

Lvj, 1 500434.4 :2U01MAR30 


03 
yD 


L\j. 1500434.4:200 1MAR30 


93 


I-»vjr. 1 JUU454.4.ZUU 1 MAR30 


93 


i-.Vjr. 1DUU4J4.4.ZU01MAR30 


7J 


T CI- 1 ^AA/lQ/l >1 .OAAi xyr a Ti or\ 
LAJ. I5UU454.4:zU0IMAR30 


93 


1 CI- 1 t Zr\C\A'ZA A 1\A A r> or\ 
J-.VJ. i JUU454.4.ZUU1MAR30 


93 


J-VJ. 1 JUU4 J4.4.ZUU 1 M AR30 




Lxj. 15UU434.4:zU011VlAR30 


93 


-L-vJ. 1DUU434.4.ZUU1 JV1AR30 


93 


T O' 1 ^f\C\A1A A .OAA 1 \A A D*5A 

JL.\J. 1DUU454.4.ZUU1MAR30 


93 


13UU454.4.ZUU 1MAR30 


93 


T Cr' 1 *n004°./1 /J.OAAl X/f A DOA 

J^VJ. 1 DUU4 J4.4.ZUU 1 iVl AR30 


93 


LG: 1500434.4:2001 MAR30 


93 


LG: 1500434.4:2001 MAR30 


93 


LG: 1500434.4:2001 MAR30 


93 


LG: 1500434.4:2001 MAR30 


93 


LG:1500434.4:2001MAR30 


93 


LG: 1500434.4:2001 MAR30 



TABLE 2 



Start Stop Frame Domain Type Topolog' 



05 


Off 

o5 


forward 2 


TM 


r- csj 

Transmembrane 


50 


1 09 


forward 2 


TM 


Non-Cytosolic 


1 


1 


forward 3 


TM 


Cytosolic 


Z 


O A 

24 


forward 3 


TM 


Transmembrane 


9^ 
ZD 


O 0 
DO 


forward 3 


TM 


Non-Cytosolic 


or\ 

5y 


61 


forward 3 


TM 


Transmembrane 


OZ 


87 


forward 3 


TM 


Cytosoiic 


DO 

65 


110 


forward 3 


TM 


Transmembrane 


111 


122 


forward 3 


TM 


Non-Cytosolic 


1 


179 


forward 1 


TM 


Non-Cytosolic 


180 


202 


forward 1 


TM 


Transmembrane 


203 


405 


forward 1 


TM 


Cytosolic 


406 


423 


forward 1 


TM 


Transmembrane 


424 


479 


forward 1 


TM 


Non-Cytosolic 


480 


502 


forward 1 


TM 


Transmembrane 


503 


543 


forward 1 


TM 


Cytosolic 


544 


566 


forward 1 


TM 


Transmembrane 


567 


593 


forward 1 


TM 


Non-Cytosoiic 


594 


616 


forward 1 


TM 


Transmembrane 


617 


660 


forward 1 


TM 


Cytosolic 


661 


683 


forward 1 


TM 


Transmembrane 


684 


697 


forward 1 


TM 


Non-Cytosolic 


698 


720 


forward 1 


TM 


Transmembrane 


721 


726 


forward 1 


TM 


Cytosolic 


727 


749 


forward 1 


TM 


Transmembrane 


750 - 


763 


forward 1 


TM 


Non-Cytosolic 


764 


786 


forward 1 


TM 


Transmembrane 


787 


951 


forward 1 


TM 


Cytosolic 


952 


974 


forward 1 


TM 


Transmembrane 


975 


1002 


forward 1 


TM 


Non-Cytosolic 


1003 


1025 


forward 1 


TM 


Transmembrane 


1026 


1098 


forward 1 


TM 


Cytosolic 


1099 


1121 


forward 1 


TM 


Transmembrane 


1 122 


1135 


forward 1 


TM 


Non-Cytosolic 


1136 


1158 


forward 1 


TM 


Transmembrane 


1159 


1249 


forward 1 


TM 


1 \t tn c nl i /» 


1 


428 


forward 2 


TM 


Non-Cytosolic 


A^n 

429 


ACt 

451 


forward 2 


TM 


Transmembrane 


452 


551 


forward 2 


TM 


Cytosolic 


552 


574 


forward 2 


TM 


Transmembrane 


575 


588 


forward 2 


TO 


Non-Cytosolic 


5o9 


611 


forward 2 


TM 


Transmembrane 


612 


696 


forward 2 


TM 


Cytosolic 




719 


forward 2 






A 1 V A 


Transmembrane 


720 


733 


forward 2 


TM 


Non-Cytosolic 


no a 
734 


753 


forward 2 


TM 


Transmembrane 


KA 

/54 


OO A 

834 


forward 2 


TM 


Cytosolic 


835 


857 


forward 2 


TM 


Transmembrane 


858 


871 


forward 2 


TM 


Non-Cytosolic 


872 


894 


forward 2 


TM 


Transmembrane 


895 


984 


forward 2 


TM 


Cytosolic 


985 


1007 


forward 2 


TM 


Transmembrane 


1008 


1096 


forward 2 


TM 


Non-Cytosolic 


1097 


1119 


forward 2 


TM 


Transmembrane 
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PCT/US02/09921 



SEQ D NO: Template ID 

93 LG: 1500434.4:2001MAR30 

93 LG: 1 500434. 4:2001MAR30 

93 LG: 1 500434.4:200 1MAR30 

93 LG:1500434.4:2001MAR30 

93 LG: 1 500434.4:2001 MAR30 

93 LG:1500434.4:2001MAR30 

93 LG: 1500434.4:2001MAR30 

93 LG:1500434.4:2001MAR30 

93 LG:1500434.4:2001MAR30 

93 LG:1500434.4:2001MAR30 

93 LG:1500434.4:2001MAR30 

93 LG: 1500434.4:2001MAR30 

93 LG:1500434.4:2001MAR30 

93 LG:1500434.4:2001MAR30 

93 LG:1500434.4:2001MAR30 

93 LG: 1500434.4:2001MAR30 

93 LG: 1500434.4:200 1MAR30 

93 LG: 1500434.4:200 1MAR30 

93 LG: 1500434 .4:2001MAR30 

93 LG: 1500434.4:2001MAR30 

93 LG:1500434.4:2001MAR30 

93 LG: 1500434.4:2001MAR30 

93 LG:1500434.4:2001MAR30 

93 LG: 1 500434.4:200 1MAR30 

93 LG: 1500434.4:200 1MAR30 

93 LG: 1500434.4:2001MAR30 

93 LG: 1 500434.4:200 1MAR30 

93 LG:1500434.4:2001MAR30 

93 LG: 1500434.4:2001MAR30 

93 LG:1500434.4:2001MAR30 
* 94 LG:1501102.4:2001MAR30 

94 LG: 15011 02.4 :200 1 MAR3 0 
94 LG: 1501 1 02.4:200 1MAR30 
94 LG.-1501 102.4:2001MAR30 
94 LG:1501 102.4:2001MAR30 
94 LG:1501102.4:2001MAR30 
94 LG: 1501 102.4:2001MAR30 
94 LG: 1501 102.4:200 1MAR30 
94 LG: 1 50 1 102.4:200 1 MAR30 
94 LG: 1501 1 02.4:200 1MAR30 
94 LG:1501 102.4:2001MAR30 

94 LG:1501102.4:2001MAR30 

95 LG:1501768.2:2001MAR30 
95 LG:1501768.2:2001MAR30 

95 LG:1501768.2:2001MAR30 

96 LG:1502155.6:2001MAR30 
96 LG: 1502155.6:2001MAR30 

96 LG:1502155.6:2001MAR30 

97 LG:1512304.2:2001MAR30 
97 LG:1512304.2:2001MAR30 
97 LG:1512304.2:2001MAR30 
97 LG: 15 12304.2:200 1MAR30 
97 LG:1512304.2:2001MAR30 
97 LG:1512304.2:2001MAR30 



TABLE 2 



Start 


Stop 


Frame 


Domain Type 


1120 


1145 


forward 2 


TM 


1146 


1168 


forward 2 


TM 


1169 


1172 


forward 2 


TM 


1173 


1195 


forward 2 


TM 


1196 


1249 


forward 2 


TM 


1 


511 


forward 3 


TM 


512 


531 


forward 3 


TM 


532 


551 


forward 3 


TM 


552 


574 


forward 3 


TM 


575 


610 


forward 3 


TM 


611 


633 


forward 3 


TM 


634 


655 


forward 3 


TM 


656 


678 


forward 3 


TM 


679 


697 


forward 3 


TM 


698 


720 


forward 3 


TM 


721 


732 


forward 3 


TM 


733 


755 


forward 3 


TM 


756 


963 


forward 3 


TM 


964 


986 


forward 3 


TM 


987 


998 


forward 3 


TM 


999 


1021 


forward 3 


TM 


1022 


1060 


forward 3 


TM 


1061 


1078 


forward 3 


TM 


1079 


1145 


forward 3 


TM 


1146 


1168 


forward 3 


TM 


1169 


1171 


forward 3 


TM 


1172 


1189 


forward 3 


TM 


1190 


1208 


forward 3 


TM 


1209 


1231 


forward 3 


TM 


1232 


1249 


forward 3 


TM 


1 


45 


forward 1 


TM 


46 


68 


forward 1 


TM 


69 


98 


forward 1 


TM 


99 


121 


forward 1 


TM 


122 


426 


forward 1 


TM 


1 


91 


forward 3 


TM 


92 


111 


forward 3 


TM 


112 


114 


forward 3 


TM 


115 


134 


forward 3 


TM 


135 


170 


forward 3 


TM 


171 


193 


forward 3 


TM 


194 


425 


forward 3 


TM 


1 


6 


forward 1 


TM 


7 


29 


forward 1 


TM 


30 


85 


forward 1 


TM 


1 


315 


forward 2 


TM 


316 


338 


forward 2 


TM 


339 


401 


forward 2 


TM 


1 


92 


forward 1 


TM 


93 


115 


forward 1 


TM 


116 


180 


forward 1 


TM 


181 


203 


forward 1 


TM 


204 


245 


forward 1 


TM 


246 


268 


forward 1 


TM 
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Topology 
Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Non-Cytosolic 
Transmembrane 
Cytosolic 
Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
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SEQ D 


NO: Template ID 


Start 


97 


LG : 1 5 1 2304.2:200 1M AR30 


269 


97 


LG: 15 12304.2:200 1MAR30 


1 


97 


LG:1512304.2:2001MAR30 


241 


97 


LG: 1 5 12304.2:200 1M AR30 


264 


97 


LG:1512304.2:2001MAR30 


1 


97 


LG:1512304.2:2001MAR30 


90 


97 


LG:1512304.2:2001MAR30 


113 


97 


LG:1512304.2:2001MAR30 


138 


97 


LG:1512304.2:2001MAR30 


161 


97 


LG:1512304.2:2001MAR30 


177 


97 


LG: 15 12304.2:2001MAR30 


200 


97 


LG:1512304.2:2001MAR30 


232 


97 


LG: 15 12304.2:2001MAR30 


255 


98 


LG:1512931.11:2001MAR30 


1 


98 


LG: 1512931 . 1 1 :2001MAR30 


261 


98 


LG: 1 5 1 293 1 . 1 1 :200 1MAR30 


281 


98 


LG: 15 1293 1.11 :2001MAR30 


1 


98 


LG: 15 1293 1 . 1 1 :2001MAR30 


261 


98 


LG: 15 1293 1 . 1 1 :2001MAR30 


284 


99 


LG:155076.18:2001MAR30 


1 


99 


LG: 155076. 1 8:200 1MAR30 


1166 


99 


LG: 155076. 18:2001MAR30 


1189 


99 


LG: 155076. 1 8:2001MAR30 


1195 


99 


LG: 155076. 18:2001MAR30 


1215 


100 


LG:159111.41:2001MAR30 


1 


100 


LG: 1591 1 1.4L2001MAR30 


194 


100 


LG: 1591 1 1.41 :2001MAR30 


217 


100 


LG : 1 59 1 1 1 .4 1 :200 1MAR30 


352 


100 


LG: 1 59 1 1 1 .4 1 :200 1MAR30 


375 


100 


LG: 1591 11.41 .2001MAR30 


384 


100 


LG: 1591 1 L4L2001MAR30 


407 


100 


LG: 15911 1.41 :2001MAR30 


413 


100 


LG: 159 1 11 .4 1 :200 1 MAR30 


431 


100 


LG : 1 59 1 1 1 .4 1 :200 1 MAR30 


1 


100 


LG: 159 1 1 1 .4 1 :2001MAR30 


192 


100 


LG:159111.41:2001MAR30 


215 


100 


LG:159111.41:2O01MAR30 


383 


100 


LG: 159 1 1 1 A 1 :2001M AR30 


406 


101 


LG : 1 70604. 1 : 200 1 M AR3 0 


1 


101 


LG: 1 70604. 1 :2001MAR30 


241 


101 


LG: 170604.1 :2001MAR30 


261 


102 


LG:190477.4:2001MAR30 


i 


102 


LG:190477.4:2001MAR30 


5 


102 


LQ: 190477 .4: 200 1MAR30 


£.0 


102 


LG: I90477.4:2001MAR30 


71 


102 


LG:190477.4:2001MAR30 


94 


102 


LG:190477.4:2001MAR30 


125 


102 


LG:190477.4:2001MAR30 


148 


102 


LG: 190477.4:2001MAR30 


154 


102 


LG: 190477.4:2001MAR30 


377 


102 


LG: 190477.4:200 1MAR30 


208 


102 


LG:190477.4:2001MAR30 


231 


102 


LG: 1 90477.4:2001MAR30 


342 


102 


LG: 190477.4:2001MAR30 


365 
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2 



Stop 


1 Frame 


Domain Type 


Topology 


278 


forward 1 


TM 


Non-Cytosolic 


240 


forward 2 


TM 


Non-Cytosolic 


263 


forward 2 


TM 


Transmembrane 


278 


forward 2 


TM 


Cytosolic 


89 


forward 3 


TM 


Cytosolic 


112 


forward 3 


TM 


Transmembrane 


137 


forward 3 


TM 


Non-Cytosolic 


160 


forward 3 


TM 


Transmembrane 


176 


forward 3 


TM 


Cytosolic 


199 


forward 3 


TM 


Transmembrane 


231 


forward 3 


TM 


Non-Cytosolic 


254 


forward 3 


TM 


Transmembrane 


277 


forward 3 


TM 


Cytosolic 


260 


forward 2 


TM 


Non-Cytosolic 


280 


forward 2 


TM 


Transmembrane 


296 


forward 2 


TM 


Cytosolic 


260 


forward 3 


TM 


Cytosolic 


283 


forward 3 


TM 


Transmembrane 


296 


forward 3 


TM 


Non-Cytosolic 


1165 


forward 2 


TM 


Non-Cytosolic 


1188 


forward 2 


TM 


Transmembrane 


1194 


forward 2 


TM 


Cytosolic 


1214 


forward 2 


TM 


Transmembrane 


1590 


forward 2 


TM 


Non-Cytosolic 


193 


forward 1 


TM 


Non-Cytosolic 


216 


forward 1 


• TM ' 


Transmembrane 


351 


forward 1 


TM 


Cytosolic 


374 


forward 1 


TM 


Transmembrane 


383 


forward 1 


TM 


Non-Cytosolic 


406 


forward 1 


TM 


Transmembrane 


412 


forward 1 


TM 


Cytosolic 


430 


forward 1 


TM 


Transmembrane 


2269 


forward 1 


TM 


Non-Cytosolic 


191 


forward 3 


TM 


Non-Cytosolic 


214 


forward 3 


TM 


Transmembrane 


382 


forward 3 


TM 


Cytosolic 


405 


forward 3 


TM 


Transmembrane 


2269 


forward 3 


TM 


Non-Cytosolic 


240 


forward 3 


TM 


Cytosolic 


260 


forward 3 


TM 


Transmembrane 


262 


forward 3 


TM 


Non-Cytosolic 


4 


forward 3 


TM 


Non-Cytosolic 


27 


forward 1 


TM 


Transmembrane 


1 \J 


forward 1 


TM 


Cytosolic 


93 


forward 1 


TM 


Transmembrane 


124 


forward 1 


TM 


Non-Cytosolic 


147 


forward 1 


TM 


Transmembrane 


153 


forward 1 


TM 


Cytosolic 


176 


forward 1 


TM 


Transmembrane 


207 


forward 1 


TM 


Non-Cytosolic 


230 


forward 1 


TM 


Transmembrane 


341 


forward 1 


TM 


Cytosolic 


364 


forward 1 


TM 


Transmembrane 


401 


forward 1 


TM 


Non-Cytosolic 
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TABLE 2 



SEQ D NO: Template ID 

1 02 LG: 1 90477.4:2001 MAR30 

102 LG: 190477 .4 :2001MAR30 

102 LG:190477.4:2001MAR30 

102 LG:190477.4:2001MAR30 

102 LG:190477.4:2001MAR30 

1 02 LG: 1 90477.4:2001 MAR30 

102 LG:190477.4:2001MAR30 

102 LG:190477.4:2001MAR30 

1 02 LG : 1 90477 .4:200 1MAR30 

1 02 LG: 1 90477 .4:2001MAR30 

102 LG:190477.4:2001MAR30 

102 LG: 190477 .4:2001MAR30 

102 LG: 1 90477.4:200 IMAR30 

102 LG: 190477 .4:2001MAR30 

102 LG:190477.4:2001MAR30 

1 02 LG: 1 90477 .4:2001MAR30 

102 LG:190477.4:2001MAR30 

102 LG: 190477 .4:2001MAR30 

102 LG:190477.4:2001MAR30 

102 LG:190477.4:2001MAR30 

102 LG:190477.4:2001MAR30 

102 LG: 1 90477.4:2001MAR30 

102 LG:190477.4:2001MAR30 

102 LG:190477.4:2001MAR30 

102 LG:190477.4:2001MAR30 

,. 102 LG:190477.4:2001MAR30 

102 LG:190477.4:2001MAR30 

102 LG:190477.4:2001MAR30 

102 LG:190477.4:2001MAR30 

102 LG:1 90477.4 :2001MAR30 

102 LG:190477.4:2001MAR30 
102 LG:190477.4:2001MAR30 
1 02 LG: 1 90477 .4:2001MAR30 
102 LG:190477.4:2001MAR30 
102 LG: 1 90477.4:2001MAR30 
102 LG:190477.4:2001MAR30 
102 LG:190477.4:2001MAR30 
1 02 LG: 1 90477.4:2001 MAR30 
102 LG: 1 90477.4:2001MAR30 
102 LG:190477.4:2001MAR30 
102 LG:190477.4:2001MAR30 
102 LG: 190477 .4:2001MAR30 
102 LG:190477.4:2001MAR30 
102 LG:190477.4:2001MAR30 
1 02 LG: 1 90477.4:2001MAR30 
102 LG:190477.4:2001MAR30 
102 LG: 190477.4:2001MAR30 
102 LG: 1 90477.4:2001MAR30 
102 LG: 190477. 4:2001MAR30 
1 02 LG: 1 90477 .4:2001MAR30 
1 02 LG: 1 90477.4:2001MAR30 
1 02 LG : 1 90477.4:200 1MAR30 
102 LG:190477.4:2001MAR30 
1 02 LG: 1 90477 .4:2001MAR30 



Start 
402, 
422 
428: 
446 
450 
473 
503 
526 
624 

647 

653 

673 

692 

715 

721 

744 

758 

781 
1 

52 
75 
84 
107 
127 
150 
580 
603 
623 
646 
665, 
683 
1 

66 
•84 
98 
118 
124 
147 
207 
230 
284 
307 
334 
357 
400 
418 
437 
457 
585 
.608 
627 
650 
662 
685 



Stop 
421 
427 
445 
449 
472 
502 
525 
623 
646 
652 
672 
691 
714 
720 
743 
757 
780 
827 
51 
74 
83 
106 
126 
149 
579 
602 
622 
645 
664 
682 



826 
65 
83 
97 
117 
123 
146 
206 
229 
283 
306 
333 
356 
399 
417 
436 
456 
584 
. 607 
626 
649 
661 
684 
693 



Frame 
forward 
forward 
forward 
forward 
forward . 
forward 
forward 
forward 
forward 
forward 
forward 
forward 
forward 
forward 
forward 
forward 
forward 
forward 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 



Domain Type 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 



Topology 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 
Cytosolic 
Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 
Cytosolic 
Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
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SEQ D NO: Template ID 

102 LG:190477.4:2001MAR30 

1 02 LG: 1 90477 .4:2001MAR30 

1 02 LG: 190477 .4:2001MAR30 

102 LG:190477.4:2001MAR30 

1 02 LG: 1 90477.4:2001MAR30 

102 LG:190477.4:2001MAR30 

103 LG:198087.8:2001MAR30 
1 03 LG: 1 98087 .8 :200 1M AR30 
103 LG:198087.8:2001MAR30 
103 LG:198087.8:2001MAR30 
103 LG:198087.8:2001MAR30 
1 03 LG: 1 98087. 8 :200 1MAR30 
103 LG:198087.8:2001MAR30 
103 LG:198087.8:2001MAR30 
103 LG:198087.8:2001MAR30 
103 LG:198087.8:2001MAR30 
103 LG:198087.8:2001MAR30 
103 LG:198087.8:2001MAR30 
103 LG:198087.S:2001MAR30 
103 LG:198087.8:2001MAR30 
103 LG:198087.8:2001MAR30 
103 LG:198087.8:2001MAR30 
1 03 LG : 1 98087.8 :200 1MAR30 
1 03 LG: 1 98087.8:2001MAR30 
103 LG:198087.8:2001MAR30 
1 03 LG: 1 98087.8:2001 MAR30 
1 03 LG: 1 98087.8:2001MAR30 
103 LG:198087.8:2001MAR30 
103 LG:198087.8:2001MAR30 
103 LG:198087.8:2001MAR30 

* 103 LG:198087.8:2001MAR30 

103 LG: I98087.8:2001MAR30 

1 03 LG: 1 98087.8.20O1MAR30 

103 LG: 1 98087.8.2001MAR30 

103 LG:198087.8:2001MAR30 

103 LG:198087.8:2001MAR30 

103 LG:198087.8:2001MAR30 

103 LG:198087.8:2001MAR30 

103 LG:198087.8:2001MAR30 

103 LG:198087.8:2001MAR30 

104 LG: 198743.2:2001MAR30 
104 LG:198743.2:2001MAR30 
104 LG:198743.2:2001MAR30 

104 T H-1QR7/l^ O.-JHAuaadoa 

104 LG: 1 98743 .2:2001 MAR30 

104 LG:198743.2:2001MAR30 

104 LG: 198743.2:2001MAR30 

1 04 LG: 1 98743.2:2001MAR30 

104 LG: 1 98743 .2:2001MAR30 

104 LG:198743.2:2001MAR30 

104 LG: 198743.2:2001MAR30 

1 04 LG: 1 98743.2:2001MAR30 

104 LG:198743.2:2001MAR30 

104 LG: 1 9S743.2:2001MAR30 



TABLE 2 



Start 


; Stop 


» Frame 


Domain Type 


Topology 


694 


713 


forward 3 


TM 


Transmembrane 


714 


719 


forward 3 


TM 


Cytosolic 


720 


742 


forward 3 


TM 


Transmembrane 


743 


756 


forward 3 


TM 


Non-Cytosolic 


757 


779 


forward 3 


TM 


Transmembrane 


780 


826 


forward 3 


TM 


Cytosolic 


1 


312 


forward 2 


TM 


Non-Cytosolic 


313 


335 


forward 2 


TM 


Transmembrane 


336 


399 


forward 2 


TM 


Cytosolic 


400 


419 


forward 2 


TM 


Transmembrane 


420 


433 


forward 2 


TM 


Non-Cytosolic 


434 


456 


forward 2 


TM 


Transmembrane 


457 


468 


forward 2 


TM 


Cytosolic 


469 


491 


forward 2 


TM 


Transmembrane 


492 


584 


forward 2 


TM 


Non-Cy tosol ic 


585 


607 


forward 2 


TM 


Transmembrane 


608 


781 


forward 2 


TM 


Cytosolic 


782 


804 


forward 2- 


TM 


Transmembrane 


805 


835 


forward 2 


TM 


Non-Cvtosolir 


836 


858 


forward 2 


TM 


Transmem brane 


859 


864 


forward 2 


TM 


Cytosolic 


865 


887 


forward 2 


TM 


Tran smembrane 


888 


997 


forward 2 


TM 


Non-Cytosolic 


998 


1017 


forward 2 


TM 


Transmem brant* 


1018 


1023 


forward 2 


TM 


Cytosolic 


1024 


1046 


forward 2 


TM 


Transmem brane 


1047 


1055 


forward 2 


TM 


Non-Cytosolic 


1056 


1073 


forward 2 


TM* 


Transmembrane 


1074 


1310 


forward 2 


TM 


Cytosolic 


1 


405 


forward 3 


TM 


Non-Cytosolic 


406 


428 


forward 3 


TM 


Transmembrane 


429 


434 


forward 3 


TM 


Cytosolic 


435 


457 


forward 3 


TM 


Transmembrane 


458 


987 


forward 3 


TM 


Non-Cytosolic 


988 


3010 


forward 3 


TM 


Transmembrane 


1011 


1022 


forward 3 


TM 


Cytosolic 


1023 


1040 


forward 3 


TM 


Transmembrane 


1041 


1054 


forward 3 


TM 


Non-Cytosolic 


1055 


1072 


forward 3 


TM 


Trans mem brane 


1073 


1310 


forward 3 


TM 


Cytosolic 


1 


1132 


forward 1 


TM 


Non-Cytosolic 


1133 


1152 


forward 1 


TM 


Transmembrane 


1153 


1164 


forward 1 


TM 


Cytosolic 


I I UJ 


1 187 


forward i 


TM 


Transmembrane 


1188 


1215 


forward 1 


TM 


Non-Cytosolic 


1 


1038 


forward 2 


TM 


Non-Cytosolic 


1039 


1058 


forward 2 


TM 


Transmembrane 


1059 


1105 


forward 2 


TM 


Cytosolic 


1106 


1128 


forward 2 


TM 


Transmembrane 


1129 


1215 


forward 2 


TM 


Non-Cytosolic 


1 


983 


forward 3 


TM 


Non-Cytosolic 


984 


1006 


forward 3 


TM : 


Transmembrane 


1007 


1012 


forward 3 


TM 


Cytosolic 


1013 


1035 


forward 3 


TM 


Transmembrane 



WO 02/083876 
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SEQ D NO: Template ID 

104 LG:198743.2:2001MAR30 

104 LG:198743.2:2001MAR30 

104 LG:198743.2:2001MAR30 

105 LG:199194.1:2001MAR30 
105 LG:199194.1:2001MAR30 
105 LG: 199194. 1 :2001MAR30 
105 LG: 1 99 1 94. 1 :200 1 MAR30 
105 LG: 199 194. 1 :2001MAR30 
1 05 LG: 1 99 194. 1 :200 1MAR30 
105 LG: 199194.1 :2001MAR30 
105 LG:199194.1:2001MAR30 
105 LG:199194.1:2001MAR30 
105 LG: 199 194.1 :2001MAR30 
105 LG:199194.1:2001MAR30 

105 LG: 199 194. 1 :2001MAR30 

106 LG:200727.6:2001MAR30 
106 LG:200727.6:2001MAR30 

106 LG:200727.6:2001MAR30 

107 LG:201572.20:2001MAR30 
107 LG:201572.20:2001MAR30 
107 LG:201572.20:2001MAR30 
107 LG:201572.20:2001MAR30 
107 LG:201572.20:2001MAR30 
107 LG:201572.20:2001MAR30 
107 L(3:201572.20:2001MAR30 
107 . LG:201572.20:2001MAR30 
107 LG:201572.20:2001MAR30 
107 LG:201572.20:2001MAR30 
107 LG:201572.20:2001MAR30 
107 LG:201572.20:2001MAR30 
107 LG:201572.20:2001MAR30 
107 LG:201572.20:2001MAR30 
1 07 LG:20 1 57 2.20:200 1MAR30 
107 LG:201572.20:2001MAR30 
107 LG:201572.20:2001MAR30 
107 LG:201572.20:2001MAR30 
107 LG:201572.20:2001MAR30 
1 07 LG:20 1 572.20:2001MAR30 
107 LG:201572.20:2001MAR30 
107 LG:201572.20:2001MAR30 
107 LG:201572.20:2001MAR30 
107 LG:201572.20:2001MAR30 
1 07 LG:201 572.20:200 1MAR30 
107 LG:201572.20:2001MAR30 
107 LG:201572.20:2001MAR30 
1 07 LG:20 1 572.20:200 1MAR30 
107 LG:201572.20:2001MAR30 
107 LG:201572.20:2001MAR30 
107 LG:201572.20:2001MAR30 
1 07 LG:201 572.20:200 1MAR30 
1 07 LG :20 1 572.20:200 1MAR30 
1 07 LG :201 572.20:200 1MAR30 
107 LG:201572.20:2001MAR30 
107 LG:201572.20:2001MAR30 



TABLE 2 
Start Stop 



1036 
1045 
1068 
1 

76 
96 
1 

480 
503 
598 
618 
632 
655 
659 
682 
1 

352 
375 
1 

13 
36 
75 
98 
186 
204 
486 
509 
547 
570 
590 
613 
707 
730 
862 
885 
899 
919 
931 
949 
1 

15 
38 
235 
258 
487 
506 
590 
613 
704 
727 
791 
814 
898 
921 



1044 
1067 
1214 
75 
95 

1183 
479 
502 
597 
617 
631 
654 
658 
681 
1182 
351 
374 
474 
12 
35 
74 
97 
185 
203 
485 
508 
546 
569 
589 
612 
706 
729 
861 
884 
898 
918 
930 
948 
1215 
14 
37 
234 
257 
486 
505 
589 
612 
703 
726 
790 
813 
897 
920 
938 



Frame 
forward 3 
forward 3 
forward 3 
forward 1 
forward 1 
forward 1 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 2 
forward 2 
forward 2 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 



Domain Type 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 



TM 

TM 

TM 

TM 

TM 

TM 

TM 

TM 

TM 

TM 

TM 

TM 

TM 

TM 

TM 

TM 

TM 

TM 

TM 

TM 

TM 



Topology 
Non-Cytosolic 
Transmembrane 
Cytosolic 
Cytosolic 
Transmembrane 
Non-Cytosolic 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 
Cytosolic 
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SEQDNO: Template ID 


lf)7 
xu / 


Lu. 201572.20:200 1MAR30 


lU/ 


Lu. 201572. 20:2001MAR30 


1<Y7 
IU/ 


Lu. 20 1572. 20:200 1MAR30 


iu/ 


LU.20 1572. 20:200 1MAR30 


IU / 


T f2 1OAI CTO OA O Art 1 Tk * A r\ f\ 

Lu. 201572.20:200 1MAR30 


IU/ 


LG:201572.20:2001MAR30 


1 fi7 


LG.201572.20:2001MAR30 


IU/ 


LG:20 1 572.20:200 1 MAR30 


1 0*7 

10/ 


LG:201572.20:2001MAR30 


t at 

107 


LG:201572.20:2001MAR30 


107 


LG:201572.20:2001MAR30 


107 


LG:201572.20:2001MAR30 


107 


LG:201572.20:200 1M AR30 


107 


LG:201572.20:2001MAR30 


1 AO 

107 


LG:201572.20:2001MAR30 


107 


LG:201572.20:2001MAR30 


107 


LG:201572.20:2001MAR30 


107 


LG:201572.20:2001MAR30 


107 


LG:201572.20:2001MAR30 


107 


LG:201572.20:2001MAR30 


107 


LG:201572.20:2001MAR30 


1 ao 

107 


LG:201572.20:2001MAR30 


107 


LG:201572.20:2001MAR30 


107 


LG:201572.20:2001MAR30 


107 


LG:201572.20:2001MAR30 


107 


LG:201572.20:2001MAR30 


107 


LG:201572.20:2001MAR30 


107 


LG:201572.20:2001MAR30 


107 


LG:201572.20;2001MAR30 


108 


LG:201669.25:2001MAR30 


1 AO 


LG:201669.25:2001MAR30 


1 AO 

108 


LG:201669.25:2001MAR30 


108 


LG:201669.25:2001MAR30 


1 AO 

108 


LG:201669.25:2001MAR30 


7 AO 

1 08 


LG :20 1 669. 25 :200 1M AR30 


1 AO 

108 


LG:201 669.25:200 1MAR30 


1 AO 


LG:201669.25:2001MAR30 


1 AO 

1U8 


LG:201669.25:2001MAR30 


lUo 


LG:201669.25:2001MAR30 


1 no 


LG:201669.25:2001MAR30 


1 no 
JUo 


LG:201669.25:2001MAR30 




T /C/CA O C .OA A 1 "fc m a t-» 1 »-i 

Lvj. 20 1 009.25 :200 1MAR30 


108 


LG:201669.25:2001MAR30 


108 


LG:201669.25:2001MAR30 


108 


LG:201669.25:2001MAR30 


108 


LG:201 669.25:200 1MAR30 


108 


LG:201669.25:2001MAR30 


108 


LG:201669.25:2001MAR30 


108 


LG:201669.25:2001MAR30 



109 LG:208588. 4:2001 MAR30 

109 LG:208588.4:2001MAR30 

1 09 LG:208588.4:2001MAR30 

J 10 LG:210412.29:2001MAR30 

1 10 LG:210412.29:2001MAR30 



TABLE 2 








<jLa.it 


Stop Frame 


L^uinajjj j ype 


Topology 


939 

-J *s 


961 


forward 2 


1M 


Transmembrane 




964 


forward 2 


1M 


Non-Cytosolic 


965 


982 


forward 2 


IM 


Transmembrane 


yo D 


12If 


> forward 2 


IM 


Cytosolic 


1 

1 


14 


forward 3 


TM 


Non-Cytosolic 


1 c 

ID 


37 


forward 3 


""PA jf 
IM 


Transmembrane 


JO 


88 


forward 3 


TM 


Cytosolic 


RQ 

oy 


111 


forward 3 


TM 


Transmembrane 


1 1 7 


180 


forward 3 


TM 


Non-Cytosolic 


101 
151 


203 


forward 3 


TM 


Transmembrane 




348 


forward 3 


TM 


Cytosolic 


54y 


368 


forward 3 


TM 


Transmembrane 


5oy 


494 


forward 3 


TM 


Non-Cytosolic 


/IOC 

495 


517 


forward 3 


TM 


Transmembrane 


51o 


523 


forward 3 


TM 


Cytosolic 


524 


542 


forward 3 


TM 


Transmembrane 


543 


561 


forward 3 


TM 


Non-Cytosolic 


5o2 


584 


forward 3 


TM 


Transmembrane 


5 C$5 


590 


forward 3 


TM 


Cytosolic 


CAT 

591 


613 


forward 3 


TM 


Transmembrane 


Ol4 


808 


forward 3 


TM 


Non-Cytosolic 


OAA 

809 


826 


forward 3 


TM 


Transmembrane 


o2/ 


900 


forward 3 


TM 


Cytosolic 


yoi 


918 


forward 3 


TM 


Transmembrane 


A 1 A 

919 


937 


forward 3 


TM 


Non-Cytosolic 




960 


forward 3 


TM 


Transmembrane 


yoi 


1118 


forward 3 


TM 


Cytosolic 


1 1 1 A 

1 1 19 


1141 


forward 3 


TM 


Transmembrane 


1 142 


1214 


forward 3 


TM 


Non-Cytosolic 


1 
1 


20 


forward 1 


TM 


Cytosolic 


21 


43 


forward 1 


TM 


Transmembrane 


A A 

44 


1148 


forward 1 


TM 


Non-Cytosolic 


I 


195 


forward 3 


TM 


Non-Cytosolic 


190 


218 


forward 3 


TM 


Transmembrane 


ziy 


244 


forward 3 


TM 


Cytosolic 


245 


267 


forward 3 


TM 


Transmembrane 


OiC 0 

268 


271 


forward 3 


TM 


Non-Cytosolic 


272 


294 


forward 3 


TM 


Transmembrane 


70C 

zyo 


320 


forward 3 


TM 


Cytosolic 


*27 1 
J/1 


338 


forward 3 


TM 


Transmembrane 


DDz? 


342 


forward 3 


TM 


Non-Cytosolic 


DH3 


360 


forward 3 


TM 


Transmembrane 


jO 1 


372 


forward 3 


TM 


Cytosolic 


J f j 


397 


forward 3 




Transmembrane 


jyj 


436 


forward 3 


TM 


Non-Cytosolic 


4o / 


454 


forward 3 


TM 


Transmembrane 


HDD 


466 


forward 3 


TM 


Cytosolic 


467 


489 


forward 3 


TM 


Transmembrane 


400 


1147 


forward 3 


IM 


Non-Cytosolic 


1 


35 


forward 2 


1 M 


Cytosolic 


36 


55 


forward 2 


TM 


Transmembrane 


56 


93 


forward 2 


TM 


Non-Cytosolic 


1 


33 


forward 1 


TM 


Cytosolic 


34 


56 


forward 1 


TM 


Transmembrane 


114 
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SEQ D NO: Template ID 

110 LG:2 1 041 2.29:2001 MAR30 

110 LG:210412.29:2001MAR30 

110 LG:210412.29:2001MAR30 

1 10 LG:210412.29:2001MAR30 

1 10 LG:210412.29:2001MAR30 

110 LG:210412.29:2QP1MAR30 

1 10 LG:210412.29:2001MAR30 

110 LG:210412.29:2001MAR30 

1 10 LG:210412.29:2001MAR30 

1 10 LG:210412.29:2001MAR30 

110 LG:210412.29:2001MAR30 

111 LG:21505L15:2001MAR30 
111 LG:21505 1.15:200 1MAR30 
111 LG:21505L15:2001MAR30 
1 1 1 LG:21505L15:2001MAR30 
111 LG:215051.15:2001MAR30 
1 1 1 LG:21505L15:2001MAR30 
1 1 1 LG:215051.15:2001MAR30 
111 LG:215051.15:2001MAR30 
1 1 1 LG:215051. 15:2001MAR30 
111 LG:215051.15:2001MAR30 
1 1 1 LG:215051.15:2001MAR30 
111 LG:215051.15:2001MAR30 
1 1 1 LG:21505 1 . 1 5:2001MAR30 
111 LG:215051.15:2001MAR30 
1 1 1 LG:215051.15:2001MAR30 
1 1 1 LG:215051.15:2001MAR30 
111 LG:215051.15:2001MAR30 
131 LG:215051.15:2001MAR30 
111 LG:215051.15:2001MAR30 
1 1 1 LG:215051.15:2001MAR30 

1 1 1 LG:215051.15:2001MAR30 
3 ] 1 LG:215051.15:2001MAR30 
] 12 LG:215475.21:2001MAR30 

112 LG:215475.21:2001MAR30 
112 LG:215475.21:2001MAR30 
112 LG:215475.21:2001MAR30 
1 12 LG:215475.21:2001MAR30 
112 LG:215475.21:2001MAR30 
1 12 LG:215475.21:2001MAR30 
112 LG:215475.21:2001MAR30 
112 LG:215475.21:2001MAR30 
1 12 LG:215475.21:2001MAR30 
112 LG:215475.21:2001MAR30 
112 LG:215475.21:2001MAR30 
112 . LG:215475.21:2001MAR30 
112 LG:215475.21:2001MAR30 
112 LG:215475.21:2001MAR30 
112 LG:215475.21:2001MAR30 
112 LG:215475.21:2001MAR30 
1 1 2 LG:215475.21:2001MAR30 
1 12 LG:215475.21:2001MAR30 
112 LG:215475.21:2001MAR30 
1 12 LG:215475.21:2001MAR30 



TABLE 2 
Start Stop 
57 373 



1 

32 
55 



31 
54 
134 



135 157 
158 373 



1 

32 
52 
55 
78 
1 

68 
86 
168 



31 
51 
54 
77 
372 
67 
85 
167 
190 



191 234 
235 254 
255 292 
293 315 
316 329 
330 352 
353 651 
652 674 
« 675 841 
842 864 
865 931 
1 167 
' 168 190 
191 201 
202 224 
225 846 
847 869 
870 930 
1 153 
154 176 
177 185 
186 208 
209 293 
294 316 
317 445 
446 468 
469 474 
475 497 
498 506 
507 529 
530 580 
581 603 
604 622 
623 641 
642 647 
648 670 
671 684 
685 707 
708 734 
115 



Frame 
forward 1 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 



Domain Type 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 



Topology 
Non-Cytosolic 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 
Cytosolic 
Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 
Cytosolic 



BNSDOCID: <WO 020B3876A2_L> 
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SEQ D NO: Template ID 

112 LG:215475.2 1 :2001MAR30 
112 LG:215475.21:2001MAR30 
112 LG:215475.21:2001MAR30 
1 1 2 LG:2 15475.2 1 :200 1MAR30 
112 LG:215475.21:2001MAR30 
112 LG:215475.21:2001MAR30 
112 LG:215475.21:2001MAR30 
112 LG:215475.21:2001MAR30 
112 LG:215475.21:2001MAR30 
112 LG:215475.21:2001MAR30 
112 LG:2 15475 .2 1 :2G0 1MAR30 
1 1 2 LG:2 15475.2 1 :200 1MAR30 
.112 LG:215475.21:2001MAR30 
112 LG:215475.21:2001MAR30 
112 LG:215475.21:2001MAR30 
1 1 2 LG:2 15475.2 1 :200 1MAR30 
112 LG:215475.21:2001MAR30 
112 LG:215475.21:2001MAR30 
112 LG:215475.21:2001MAR30 
1 12 LG:215475.21:2001MAR30 

1 12 LG:215475.21:2001MAR30 

112 LG:215475.21:2001MAR30 

112 LG:215475.21:2001MAR30 

1 1 2 LG:2 15475.2 1 :200 1MAR30 

112 LG:215475.21:2001MAR30 

112 LG:215475.21:2001MAR30 

112 LG:215475.21:2001MAR30 

112 LG:215475.21:2001MAR30 

1 12 LG:215475.21:2001MAR30 

1 12 LG:215475.21:2001MAR30 

1 12 LG:215475.21:2001MAR30 

1 12 LG:215475.21:2001MAR30 

113 LG:224523.1:2001MAR3O 
113 LG:224523.1:2001MAR30 
1 13 LG:224523.1:2001MAR30 
1 1 3 LG:224523. 1 :2001MAR30 
3 1 3 LG:224523. 1 :2001MAR30 
1 1 3 LG:224523. 1 :2001 MAR30 
1 1 3 LG:224523. 1 :2001MAR30 
1 13 LG:224523.1:2001MAR30 
1 13 LG:224523.1;2001MAR30 
113 LG:224523.1:2001MAR30 
1 13 LG:224523.1:2001MAR30 
113 in-oidST* i.^nniuAD^ 



113 
113 
113 
113 
113 
114 
114 
114 
114 
114 



LG:224523. 
LG:224523. 
LG:224523. 
LG:224523. 
LG:224523. 
LG:228186. 
LG:228186. 
LG:228186. 
LG:228186. 
LG:228186, 



1:2001 MAR30 
1:2001MAR30 
1:2001MAR30 
1:2001 MAR30 
1:2001 MAR30 
1:2001 MAR30 
1:2001MAR30 
1:2001MAR30 
1:2001MAR30 
1:2001 MAR30 



TABLE 2 
Start Stop 
735 757 
758 795 
796 818 
819 922 
923 945 
946 976 
977 999 
1000 1128 
142 
165 
231 



1 

143 
166 
232 251 
252 334 



335 
358 



731 
754 
800 



1 



1 

20 
43 
117 
135 
149 



1 

117 
140 



357 
664 



665 687 

688 693 

694 716 

717 730 



753 
799 
822 



823 971 

972 994 

995 1000 

1001 1023 

1024 1128 



589 



590 612 

613 793 

794 816 

817 1127 



19 
42 
116 
134 
148 
171 



172 213 



116 
139 
148 



149 171 



1 

116 
136 
140 
163 
1 

33 
56 
106 
126 
116 



115 
135 
139 
162 
212 
32 
55 
105 
125 
139 



Frame 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 



Domain Type 
TM 
TM 
TM 
TM 
• TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 



Topology 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 
Cytosolic 
Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 
Cytosolic 
Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 
Cytosolic 
Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 



BNSDOCID: <WO_ 



. 02O83876A2_ l_ 



WO 02/083876 



PCT/US02/09921 



SEQ D NO: 


Template ID 


114 


1X3:228186.1 :2001MAR30 


114 


LG :228 1 86. 1 :200 1 MAR30 


114 


LG:228 186.1 :2001MAR30 


114 


LG:228 1 86. 1 :200 1 MAR30 


114 


LG:228186.1:2001MAR30 


114 


LG :228 186.1 :200 1 MAR30 


114 


LG:228186.1 :2001MAR30 


114 


LG:228 186.1 :2001MAR30 


114 


LG:228186.1:2001MAR30 


114 


LG:22S186.1 :2001MAR30 


114 


LG.228186.1 :2001MAR30 


114 


LG:228186.1:2001MAR30 


114 


LG:228186.1 :2001MAR30 


114 


LG:228 1 86. 1 :2001MAR30 


114 


LG:228 1 86. 1 :200 1 MAR30 


114 


LG:228 1 86. 1 :200 1M AR30 


114 


LG : 228 1 86. 1 :200 1 MAR30 


114 


LG:228186.1:2001MAR30 


114 


LG:228 1 86. 1 :2001 M AR30 


114 


LG:228186.1:2001MAR30 


114 


LG :228 1 86. 1 :200 1 MAR30 


114 


LG :228 1 86. 1 :2001 M AR30 


114 


LG:228 1 86. 1 :2001M AR30 


114 


LG:228 1 86. 1 :2001 MAR30 


114 


LG:228186.1:2001MAR30 


114 


LG:228186. 1 :2001MAR30 


114 


LG :228 1 86. 1 :200 1M AR30 


114 


LG:228 186.1: 200 1 MAR30 



1 1 4 LG:228 1 86. 1 :2001 M AR30 

114 LG:228186. 1 :2001MAR30 

114 LG:228186.1:2001MAR3O 

114 LG:228186.1:2001MAR30 

1 1 4 LG:228 1 86. 1 :200 1 MAR30 

1 1 4 LG:228 1 86. 1 :200 1 MAR30 

1 1 4 LG:228 1 86. 1 :2001 M AR30 

114 LG:228186.1:2001MAR30 

1 14 LG:228 1 86. 1 :2001 MAR30 

114 LG :228 1 86. 1 :2001 MAR30 

1 14 LG:228186.1:2001MAR30 

114 LG:228186.1:2001MAR30 

115 LG:233 1 38.2:2001 MAR30 
1 15 LG:233138.2:2001MAR30 
1 15 LG:233138.2:2001MAR30 
115 LG:2331 38.2:2001 MAR30 
115 LG:233138.2:2001MAR30 
1 15 LG:233138.2:2001MAR30 
1 15 LG:2331 38.2:2001 MAR30 

1 15 LG:233 138.2:2001 MAR30 

116 LG:23481 1.1 0:200 1MAR30 
1 1 6 LG:2348 11.1 0:200 1 MAR30 
1 1 6 LG:2348 11.1 0:200 1 MAR30 
116 LG:2348 11.1 0:200 1MAR30 
116 LG:234811.10:2001MAR30 
1 1 6 LG :2348 1 1 . 1 0:200 1 MAR30 



TABLE 2 






Start Stop 


Frame Domain Type 


140 


162 forward 1 


TM 


163 


168 forward I 


TM 


169 


191 forward 1 


TM 


192 


1292 : 


forward 1 


TM 


1293 


1315 : 


forward 1 


TM 


1316 


1569 


forward 1 


TM 


1570 


1592 


forward 1 


TM 


1593 


1723 


forward 1 


TM 


1 


6 


forward 2 


TM 


7 


25 


forward 2 


TM 


26 


39 


forward 2 


TM 


40 


62 


forward 2 


TM 


63 


74 


forward 2 


TM 


75 


92 


forward 2 


TM 


93 


106 


forward 2 


TM 


107 


126 


forward 2 


TM 


127 


167 


forward 2 


TM 


168 


190 


forward 2 


TM 


191 


1316 


forward 2 


TM 


1317 


1339 


forward 2 


TM 


1340 


1449 


forward 2 


TM 


1450 


1472 


forward 2 


TM 


1473 


1723 


forward 2 


TM 


.. 1 


102 


forward 3 


TM 


103 


122 


forward 3 


TM 


123 


134 


forward 3 


TM 


435 


157 


forward 3 


TM 


158 


467- 


forward 3 


TM 


468 


485 


forward 3 


TM 


486 


589 


forward 3 


TM 


590 


612 


forward 3 


TM 


613 


1448 


forward 3 


TM 


1449 


1471 


forward 3 


TM 


1472 


1594 


forward 3 


TM 


1595 


1617 


forward 3 


TM 


1618 


1631 


forward 3 


TM 


1632 


1651 


forward 3 


TM 


1652 


1671 


forward 3 


TM 


1672 


1694 


forward 3 


TM 


1695 


1722 


forward 3 


TM 


1 


1464 


forward 1 


TM 


1465 


1487 


forward 1 


TM 


1488 


1554 


forward 1 


TM 


1 


434 


forward 2 


TM 


435 


457 


forward 2 


TM 


458 


463 


forward 2 


TM 


464 


486 


forward 2 


TM 


487 


1554 


[ forward 2 


TM 


1 


312 


forward 1 


TM 


313 


335 


forward 1 


TM 


336 


350 


forward 1 


TM 


1 


326 


forward 2 


TM 


327 


346 


forward 2 


TM 


347 


349 


forward 2 


TM 



117 



Topology 
Transmembrane 

Cytosoiic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosoiic 
Transmembrane 
Non-Cytosolic 

Cytosoiic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosoiic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosoiic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosoiic 
Transmembrane 
Non-Cytosolic 
Non-Cytosolic 
Transmembrane 

Cytosoiic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosoiic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosoiic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosoiic 
Transmembrane 
Non-Cytosolic 
Non-Cytosolic 
Transmembrane 

Cytosoiic 
Non-Cytosolic 
Transmembrane 

Cytosoiic 
Transmembrane 
Non-Cytosolic 
Non-Cytosolic 
Transmembrane 

Cytosoiic 
Non-Cytosolic 
Transmembrane 
Cytosoiic 



BNSDOCID: <WO 02083S76A2_I..> 



WO 02/083876 



PCT/US02/09921 



SEQ D NO: Template ID 

1 17 LG:236092.1 :2001MAR30 

1 1 7 LG:236092. 1 :200 i MAR30 

1 17 LG:236092. 1 :2001MAR30 

1 1 7 LG:236092. 1 :200 1 MAR30 

1 17 LG:236092.1:2001MAR30 

1 1 7 LG:236092. 1 :2001 MAR30 

1 17 LG:236092.1 :2001MAR30 

1 17 LG:236092.1 :2001MAR30 

1 17 LG:236092.1 :2001 MAR30 

1 17 LG:236092.1 :2001MAR30 

1 17 LG:236092. 1 :2001MAR30 

1 17 LG:236092. 1 :2001MAR30 

1 17 LG:236092. 1 :2001 MAR30 

1 17 LG:236092.1 :2001MAR30 

1 17 LG:236092.1 :2001MAR30 

1 1 7 LG:236092. 1 :2001MAR30 

1 17 LG:236092,1 :2001MAR30 

117 LG:236092.1:2001MAR30 

117 LG:236092.1:2001MAR30 

1 17 LG:236092. 1 :2001MAR30 

1 17 LG:236092.1:2001MAR30 

1 17 LG:236092.1:2001MAR30 

1 17 LG:236092. 1 :2001MAR30 

1 17 LG:236092. 1 :2001MAR30 

1 17 LG:236092.1:2001MAR30 

1 17 LG:236092.1 :2001MAR30 

1 17 LG:236092.1:2001MAR30 

1 17 LG:236092.1:2001MAR30 

117 LG:236092.1:2001MAR30 

1 17 LG:236092.1 :2001MAR30 

1 1 7 LG:236092. 1 :2001 MAR30 

1 17 LG:236092. 1 :2001MAR30 

1 17 LG:236092. 1 :200 1 MAR30 

1 17 LG:236092.1:2001MAR30 

1 17 LG:236092.1:2001MAR30 

1 17 LG:236092.1:2001MAR30 

1 1 7 LG:236092. 1 :2001 M AR30 

1 17 LG:236092. 1 :2001 M AR30 

1 17 LG:236092.1:2001MAR30 

1 17 LG:236092.1:2001MAR30 

1 17 LG:236092.1:2001MAR30 

117 LG:236092.1:2001MAR30 

1 17 LG:236092.1:2001MAR30 

1 1 7 LG:236092. 1 :2001MAR30 

1 17 LG:236092.1:2001MAR30 

118 LG:236098.12:2001MAR30 
118 LG:236098.12:2001MAR30 
118 LG:236098. 12:2001 MAR30 
1 1 8 LG:236098.12:2001MAR30 
118 LG:236098.12:2001MAR30 
118 LG:236098.12:2001MAR30 
1 1 8 LG:236098.12:2001MAR30 
118 LG:236098.12:2001MAR30 
1 1 8 LG:236098.12:2001MAR30 



•TABLE 2 



Start 


Stop 


Frame 


Domain Type 


Topology 


1 


114 


forward 1 


TM 


Cytosolic 


115 


137 


forward 1 


TM 


Transmembrane 


138 


290 


forward 1 


TM 


Non-Cytosolic 


291 


313 


forward 1 


TM 


Transmembrane 


314 


399 


forward 1 


TM 


Cytosolic 


400 


422 


forward 1 


TM 


Transmembrane 


423 


441 


forward 1 


TM 


Non-Cytosolic 


442 


464 


forward 1 


TM 


Transmembrane 


465 


534 


forward 1 


TM 


Cytosolic 


535 


557 


forward 1 


TM 


Transmembrane 


558 


728 


forward 1 


TM 


Non-Cytosolic 


1 


54 


forward 2 


TM 


Non-Cytosolic 


55 


74 


forward 2 


TM 


Transmembrane 


75 


111 


forward 2 


TM 


Cytosolic 


112 


134 


forward 2 


TM 


Transmembrane 


135 


155 


forward 2 


TM 


Non-Cytosolic 


156 


178 


forward 2 


TM 


Transmembrane 


179 


416 


forward 2 


TM 


Cytosolic 


417 


439 


forward 2 


TM 


Transmembrane 


440 


448 


forward 2 


TM 


Non-Cytosolic 


449 


471 


forward 2 


TM 


Transmembrane 


472 


526 


forward 2 


TM 


Cytosolic 


527 


549 


forward 2 


TM 


Transmembrane 


550 


591 


forward 2 


TM 


Non-Cytosolic 


592 


609 


forward 2 


TM 


Transmembrane 


610 


728 


forward 2 


•TM 


Cytosolic 


1 


14 


forward 3 


TM 


Non-Cytosolic 


15 


37 


forward 3 


TM 


Transmembrane 


38 


57 


forward 3 


TM 


Cytosolic 


58 


80 


forward 3 


TM 


Transmembrane 


81 


111 


forward 3 


TM 


Non-Cytosolic 


112 


131 


forward 3 


TM 


Transmembrane 


132 


143 


forward 3 


TM 


Cytosolic 


144 


166 


forward 3 


TM 


Transmembrane 


167 


453 


forward 3 


TM 


Non-Cytosolic 


454 


476 


forward 3 


TM 


Transmembrane 


477 


551 


forward 3 


TM 


Cytosolic 


552 


574 


forward 3 


TM 


Transmembrane 


575 


593 


forward 3 


TM 


Non-Cytosolic 


594 


616 


forward 3 


TM 


Transmembrane 


617 


622 


forward 3 


TM 


Cytosolic 


623 


642 


forward 3 


TM 


Transmembrane 


643 


673 


forward 3 


TM 


Non-Cytosolic 


V f ~T 




.r i o 

1U1 WCUU J 


TM 


Transmembrane 


697 


727 


forward 3 


TM 


Cytosolic 


1 


437 


forward 1 


TM 


Non-Cytosolic 


43S 


460 


forward 1 


TM 


Transmembrane 


461 


504 


forward 1 


TM 


Cytosolic 


505 


526 


forward 1 


TM 


Transmembrane 


527 


1270 


forward 1 


TM 


Non-Cytosolic 


1271 


1293 


forward 1 


TM 


Transmembrane 


1294 


1346 


forward 1 


TM 


Cytosolic 


1347 


1369 


forward 1 


TM 


Transmembrane 


1370 


1378 


forward 1 


TM 


Non-Cytosolic 


118 











WO 02/083876 PCT/US02/09921 



SEQ D NO: Template ID 

118 LG:236098.12:2001MAR30 

118 LG:236098.12:2001MAR30 

118 LG:236098.12:2001MAR30 

118 LG :236098 . 12:200 1 MAR30 

118 LG:236098.12:2001MAR30 

118 LG:236098.12:2001MAR30 

118 LG:236098.12:2001MAR30 

118 LG:236098.12:2001MAR30 

118 LG:236098.12:2001MAR30 

118 LG:236098.12:2001MAR30 

118 LG:236098.12:2001MAR30 

118 LG:236098.12:2001MAR30 

118 LG:236098.12:2001MAR30 

118 LG:236098. 12:200 1MAR30 

118 LG:236098.12:2001MAR30 

118 LG:236098.12:2001MAR30 

1 18 LG:236098.12:2001MAR30 

1 18 LG:236098.12:2001MAR30 

118 LG:236098.12:2001MAR30 

1 18 LG:236098.12:2001MAR30 

118 LG:236098.12:2001MAR30 

1 1 8 LG:236098. 1 2:200 1MAR30 

118 LG:236098.12:2001MAR30 

118 LG:236098.12:2001MAR30 

1 1 8 LG:236098, 1 2:200 1MAR30 

118 LG:236098.12:2001MAR30 

118 LG:236098.12:2001MAR30 

118 LG:236098.12:2001MAR30 

1 1 8 LG:236098. 1 2:2001MAR30 

118 LG:236098.12:2001MAR30 

1 1 8 LG:236098. 12:200 1MAR30 

118 LG:236098.12:2001MAR30 

118 LG:236098.12:2001MAR30 

1 1 8 LG:236098. 12:2001MAR30 

1 1 8 LG:236098. 12:2001MAR30 

1 1 8 LG:236098.12:2001MAR30 

118 LG:236098.12:2001MAR30 

118 LG:236098.12:2001MAR30 

1 1 8 LG:236098.12:2001MAR30 

1 1 8 LG:236098.12:2001MAR30 

1 1 8 LG:236098.12:2001MAR30 

1 18 LG:236098.12:2001MAR30 

1 1 8 LG:236098.1 2:200 1MAR30 

1 18 LG:236098.12:2001MAR30 

118 LG:236098.12:2001MAR30 

118 LG:236098.12:2001MAR30 

118 LG:236098.12:2001MAR30 

1 1 8 LG:236098.12:2001MAR30 

1 19 LG:236697.15:2001MAR30 
1 19 LG:236697.15:2001MAR30 
1 19 LG:236697.15:2001MAR30 
119 LG:236697.15:2001MAR30 
119 LG:236697.15:2001MAR30 
1 19 LG:236697.15:2001MAR30 



TABLE 2 
Start Stop 
1379 1401 
1402 1421 
1422 1444 
1445 1458 
1459 1481 
1482 1494 
1 400 
401 423 
424 442 
443 460 
461 469 
470 487 
488 499 
500 522 
523 541 
542 564 
565 584 
585 602 
603 616 
617 639 
640 888 
889 911 
912 920 
921 943 
944 963 
964 986 
987 1005 
1006 1028 
1029 1169 
1170 1192 
1193 1494 
1 433 
434 456 
457 492 
493 515 
516 529 
530 552 
553 615 
616 638 
639 759 
760 782 
783 898 
899 921 
922 935 
936 953 
954 957 
958 980 



981 1494 



1 

91 



90 
113 



114 127 
128 150 



151 219 
220 239 
119 



Frame 
forward I 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 



Domain Type 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 



Topology 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 



BNSDOCID: <WO 02083876A2J_> 



WO 02/083876 



PCT/US02/09921 



SEQ D NO: Template ID 


Start 


119 


LG:236697. 15:2001MAR30 


240 


119 


LG:236697.15:2001MAR30 


259 


119 


LG :236697. 1 5 :200 1M AR30 


282 


119 


LG:236697.15:2001MAR30 


288 


119 


LG:236697.15:2001MAR30 


308 


119 


LG:236697.15:2001MAR30 


317 


119 


LG:236697. 15:2001MAR30 


337 


119 


LG:236697.15:2001MAR30 


525 


119 


LG:236697. 15 :200 1MAR30 


548 


119 


LG:236697.15:2001MAR30 


567 


119 


LG:236697.15:2001MAR30 


590 


119 


LG:236697. 15:200 1MAR30 


609 


119 


LG:236697.15:2001MAR30 


632 


119 


LG:236697. 15:200 1MAR30 


1 


119 


LG:236697.15:2001MAR30 


81 


119 


LG:236697.15:2001MAR30 


101 


119 


LG:236697.15:2001MAR30 


252 


119 


LG:236697. 15:200 1MAR30 


272 


119 


LG:236697.15:2001MAR30 


534 


119 


LG:236697.15:2001MAR30 


557 


119 


LG:236697.15:2001MAR30 


569 


119 


LG:236697.15:2001MAR30 


587 


119 


LG:236697.15:2001MAR30 


601 


119 


LG:236697.15:2001MAR30 


621 


119 


LG:236697.15:2001MAR30 


641 


119 


LG:236697.15:2001MAR30 


664 


119 


LG:236697.15:2001MAR30 


1 


119 


LG:236697. 15:2001MAR30 


455 


119 


LG:236697.15:2001MAR30 


478 


119 


LG:236697.15:2001MAR30 


527 


119 


LG:236697.15:2001MAR30 


550 


119 


LG:236697. 15:2001MAR30 


564 


119 


LG:236697.15:2001MAR30 


584 


119 


LG:236697.15:2001MAR30 


606 


119 


LG:236697.15:2001MAR30 


629 


120 


LG:237503.21:2001MAR30 


1 


120 


LG:237503.21 :2001MAR30 


961 


120 


LG:237503.21:2001MAR30 


984 


120 


LG:237503.21:2001MAR30 


990 


120 


LG:237503.21:2001MAR30 


1008 


120 


LG:237503.21:2001MAR30 


1073 


120 


LG :237503.2 1 :200 1 MAR30 


1096 


120 


LG:237503.2 1 :200 1 MAR30 


1 


120 


T n.T3'7<fV3 01 .OAAU K a T>or\ 


i r\ 
IU 


120 


LG:237503.21:2001MAR30 


33 


120 


LG:237503.2 1 :200 1MAR30 


45 


120 


LG:237503.21:2001MAR30 


65 


120 


LG:237503.21:2001MAR30 


927 


120 


LG:237503 .21 :200 1 MAR30 


950 


120 


LG:237503.21:2001MAR30 


962 


120 


LG:237503.21:2001MAR30 


985 


120 


LG :237503.2 1 :200 1 MAR30 


1 


120 


LG:237503.2 1 :200 1 MAR30 


116 


120 


LG:237503.21:2001MAR30 


139 



120 



Stop 


Frame 


Domain Type 


Topology 


258 


forward 1 


TM 


Non-Cytosolic 


281 


forward 1 


TM 


Transmembrane 


287 


forward I 


TM 


Cytosolic 


307 


forward 1 


TM 


Transmembrane 


316 


forward 1 


TM 


Non-Cytosolic 


336 


forward 1 


TM 


Transmembrane 


524 


forward I 


TM 


Cytosolic 


547 


forward 1 


TM 


Transmembrane 


566 


forward 1 


TM 


Non-Cytosolic 


589 


forward 1 


TM 


Transmembrane 


608 


forward 1 


TM 


Cytosolic 


631 


forward 1 


TM 


Transmembrane 


673 


forward 1 


TM 


Non-Cytosolic 


80 


forward 2 


TM 


Non-Cvtosolic 


100 


forward 2 


TM 


Transmembran e 


251 


forward 2 


TM 


Cvtosolic 


271 


forward 2 


TM 


Transmembrane 


533 


forward 2 


TM 


Non-Cvtosolic 


556 


forward 2 


TM 


Transmembrane 


568 


forward 2 


TM 


Cytosolic 


586 


forward 2 


TM 


Tran^mpmhranp 


600 


forward 2 


TM 


Non-Cytosolic 


620 


forward 2 


TM 


Transmembrane 

J. M. UttlJlllWltlUl Ul 1 V> 


640 


forward 2 


TM 


Cytosolic 


663 


forward 2 


TM 


Transmembrane 


673 


forward 2 


TM 


Non-Cytosolic 


454 


forward 3 


TM 


Non-Cytosolic 


477 


forward 3 


TM 


Transmembrane 


526 


forward 3 


TM 


Cytosolic 


549 


forward 3 


TM 


Transmembrane 


563 


forward 3 


TM 


Non-Cytosolic 


583 


forward 3 


TM 


Transmembrane 


605 


forward 3 


TM 


Cytosolic 


628 


forward 3 


TM 


Tran smemhrane 


672 


forward 3 


TM 


Non-Cytosolic 


960 


forward 1 


TM 


Non-Cytosolic 


983 


forward 1 


TM 


Transmembrane 


989 


forward 1 


TM 


Cytosolic 


1007 


forward 1 


TM 


Transmembrane 


1072 


forward 1 


TM 


Non-Cytosolic 


1095 


forward 1 


TM 


Transmembrane 


1218 


forward 1 


TM 


Cytosolic 


9 


forward 2 


TM 


Non-Cytosolic 


32 


forward 2 


TM 


Transmembrane 


44 


forward 2 


TM 


Cytosolic 


64 


forward 2 


TM 


Tran sm em bran e 


926 


forward 2 


TM 


Non-Cytosolic 


949 


forward 2 


TM 


Transmembrane 


961 


forward 2 


TM 


Cytosolic 


984 


forward 2 


TM 


Transmembrane 


1218 


forward 2 


TM 


Non-Cytosolic 


115 


forward 3 


TM 


Non-Cytosolic 


138 


forward 3 


TM 


Transmembrane 


144 


forward 3 


TM 


Cytosolic 



WO »2/083876 PCT/US02/09921 



SEQ D NO: Template ID 

120 LG:237503.21:2001MAR30 

120 LG:237503,21:2001MAR30 

120 LG:237503.21:2001MAR30 

120 LG:237503.21:2001MAR30 

120 LG:237503.21:2001MAR30 

120 LG:237503.21:2001MAR30 

120 LG:237503.21:2001MAR30 

120 LG:237503.21 :2001MAR30 

120 LG:237503.21:2001MAR30 

120 LG:237503.21:2001MAR30 

121 LG:238023.7:2001MAR30 
121 LG:238023.7:2001MAR30 
121 LG:238023.7:2001MAR30 
121 LG:238023.7:2001MAR30 
121 LG:238023.7:2001MAR30 
121 LG:238023.7:2001MAR30 
121 LG:238023.7 :2001MAR30 
121 LG:238023.7:2001MAR30 
1 2 1 LG:238023.7:2001MAR30 
121 LG:238023.7:2001MAR30 
121 LG:238023.7:2001MAR30 
121 LG:238023.7:2001MAR30 
121 LG:238023.7:2001MAR30 . 
121 LG:238023.7:2001MAR30 
12 1 LG:238023.7:2001MAR30 
121 LG:238023.7:2001MAR30 
121 LG:238023.7:2001MAR30 
121 LG:238023.7:2001MAR30 
121 LG:238023.7:2001MAR30 

121 LG:238023.7:2001MAR30 
* 122 LG:238209,1:2001MAR30 

122 LG:238209.1:2001MAR30 
122 LG:238209.1:2001MAR30 
1 22 LG:238209. 1 :2001MAR30 
122 LG:238209.1 :2001MAR30 
1 22 LG:238209. 1 :200 1MAR30 
122 LG:238209.1:2001MAR30 
122 LG:238209.1:2001MAR30 
122 LG:238209.1:2001MAR30 
1 22 LG:238209. 1 :2001MAR30 
122 LG:23S209.1:2001MAR30 
122 LG:238209. 1 :2001MAR30 
1 22 LG:238209. 1 :2001MAR30 

1 22 LG:238209.1 :2001MAR30 

123 LG:238456.10:2001MAR30 
123 LG:238456.10:2001MAR30 

123 LG:238456.10:2001MAR30 

1 24 LG:239245. 1 :2001 M AR30 
1 24 LG:239245. 1 :2001MAR30 
1 24 LG :239245 . 1 :2001 M AR30 
124 LG:239245.1:2001MAR30 
1 24 LG:239245 . 1 :2001 M AR30 
1 24 LG:239245.1 :2001MAR30 
1 24 LG :239245. 1 :2001 MAR30 



TABLE 2 
Start Stop 
145 167 
168 232 
233 255 
256 465 
466 488 
489 960 
961 983 
984 989 
990 1009 
1010 1217 
1 753 
754 776 
777 843 
844 866 
867 893 
19 
42 
53 
76 
85 
108 



1 

20 
43 
54 
77 
86 

109 128 

129 151 

152 597 

598 620 

621 639 

640 659 

660 859 

860 882 

883 893 

1 1179 

1180 1202 

1203 1302 

1 1111 

1112 1134 

1135 1154 

1155 1172 

1173 1186 

1187 1209 

1210 1215 

1216 1235 

1236 1268 

1269 1291 

1292 1302 

1 6 



7 

30 
1 



29 
431 
158 



159 181 

182 782 

783 805 

806 842 



1 



162 



163 185 
121 



Frame 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 2 
forward 2 



Domain Type 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 



Topology 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 
Cytosolic 
Cytosolic 
Transmembrane 
Non-Cytosolic 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Non-Cytosolic 
Transmembrane 



BNSDOCID: <WO 02083876A2J_> 



WO 02/083876 



PCT/US02/09921 



SEQ D NO: Template ID 


Start 


124 


LG:239245. 1 :200 1 MAR30 


186 


124 


LG:239245. 1 :200 1 MAR30 


480 


124 


. LG:239245.1:2001MAR30 


500 


124 


LG:239245. 1 :200 1 MAR30 


778 


124 


LG:239245.1:2001MAR30 


801 


124 


LG:239245. 1 :2001 MAR30 


1 


124 


LG:239245. 1 :2001 MAR30 


160 


124 


LG:239245.1:2001MAR30 


183 


124 


LG:239245. 1 :2001 MAR30 


476 


124 


LG:239245. 1 :2001MAR30 


499 


124 


LG:239245.1 :2001MAR30 


733 


124 


LG:239245. 1 :2001 MAR30 


753 


124 


LG:239245. 1 :2001 M AR30 


774 


124 


LG:239245. 1 :2001MAR30 


797 


125 


LG:239579.8:2001MAR30 


1 


125 


LG:239579.8:2001MAR30 


46 


125 


LG:239579.8:2001MAR30 


64 


125 


LG:239579.8:2001MAR30 


211 


125 


LG:239579.8:2001MAR30 


234 


125 


LG:239579.8:2001MAR30 


419 


125 


LG:239579.8:2001MAR30 


442 


125 


LG:239579.8:2001MAR30 


1 


125 


LG:239579.8:2001MAR30 


225 


125 


. LG:239579.8:2001MAR30 


248 


. 125 


LG;239579.8:2001MAR30 


421 


125 


LG:239579.8:2001MAR30 


444 


.125 


LG:239579.8:2001MAR30 


1 


125 


LG :239579.8 :200 1MAR30 


223 


. 125 


LG:239579.8:2001MAR30 


246 


125 


LG:239579.8:2001MAR30 


265 


125 


LG:239579.8:2001MAR30 


288 


125 


LG:239579.8:2001MAR30 


302 


125 


LG:239579.8:2001MAR30 


325 


125 


LG:239579.8:2001MAR30 


419 


125 


LG:239579.8:2001MAR30 


442 


126 


LG:23960 1 .22:200 1 MAR30 


1 


126 


LG:239601.22:2001MAR30 


106 


126 


LG:239601.22:2001MAR3O 


129 


126 


LG:239601.22:2001MAR30 


244 


126 


LG:239601.22:2001MAR30 


267 


126 


LG:239601.22:2001MAR30 


315 


126 


LG:239601.22:2001MAR30 


338 


126 


LG:239601.22:2001MAR30 


347 


126 


LG:239601 -22:200!MAR30 


370 


126 


LG:239601 .22:200 1 MAR30 


519 


126 


LG:239601.22:2001MAR30 


542 


126 


LG:239601.22:2001MAR30 


1 


126 


LG:23960 1 .22:200 1MAR30 


115 


126 


LG:239601.22:2001MAR30 


138 


126 


LG:239601.22:2001MAR30 


176 


126 


LG:23960 1 .22:2001 MAR30 


199 


126 


LG:239601.22:2001MAR30 


249 


126 


LG:23960 1 .22:2001 MAR30 


272 


126 


LG:239601.22:2001MAR30 


292 



122 



2 



Stop 


Frame 


Domain Type 


Topology 


479 


forward 2 


TM 


Cytosolic 


499 


forward 2 


TM 


Transmembrane 


777 


forward 2 


TM 


Non-Cytosolic 


800 


forward 2 


TM 


Transmembrane 


S42 


forward 2 


• TM 


Cytosolic 


159 


forward 3 


TM 


Cytosolic 


182 


forward 3 


TM 


Transmembrane 


475 


forward 3 


TM 


Non-Cytosolic 


498 


forward 3 


TM 


Transmembrane 


732 


forward 3 


TM 


Cytosolic 


752 


forward 3 


TM 


Transmembrane 


773 


forward 3 


TM 


Non-Cytosolic 


796 


forward 3 


TM 


Transmembrane 


842 


forward 3 


TM 


Cytosolic 


45 


forward 1 


TM 


Non-Cytosolic 


63 


forward 1 


TM 


Transmembrane 


210 


forward 1 


TM 


Cytosolic 


233 


forward 1 


TM 


Transmembrane 


418 


forward 1 


TM 


Non-Cytosolic 


441 


forward 1 


TM 


Transmembrane 


469 


forward 1 


TM 


Cytosolic 


224 


forward 2 


TM 


Non-Cytosolic 


247 


forward 2 


TM 


Transmembrane 


420 


forward 2 


TM 


Cytosolic 


443 


forward 2 


TM 


Transmembrane 


469 


forward 2 


TM 


Non-Cytosolic 


222 


forward 3 


TM 


Non-Cytosolic 


245 


forward 3 


TM 


Transmembrane 


264 


forward 3 


TM 


Cytosolic 


287 


forward 3 


TM 


Transmembrane 


301 


forward 3 


TM 


Non-Cytosolic 


324 


forward 3 


TM 


Transmembrane 


418 


forward 3 


TM 


Cytosolic 


441 


forward 3 


TM 


Transmembrane 


468 


forward 3 


TM 


Non-Cytosolic 


105 


forward 1 


TM 


Cytosolic 




iorwaro l 


1M 


Transmembrane 


243 


forward 1 


TM 


Non-Cytosolic 


266 


forward 1 


TM 


Transmembrane 


314 


forward 1 


TM 


Cytosolic 


337 


forward 1 


TM 


Trans membrane 


346 


forward 1 


TM 


Non-Cytosolic 


369 


forward 1 


TM 


Transmembrane 


<i c 


*v..-„, — ? 1 


TTV A 






1U1 WC11U x 


X IV i 


Cylusoiic 


541 


forward 1 


TM 


Transmembrane 


934 


forward 1 


TM 


Non-Cytosolic 


114 


forward 2 


TM 


Non-Cytosolic 


137 


forward 2 


TM 


Transmembrane 


175 


forward 2 


TM 


Cytosolic 


198 


forward 2 


TM 


Transmembrane 


248 


forward 2 


TM 


Non-Cytosolic 


271 


forward 2 


TM 


Transmembrane 


291 


forward 2 


TM 


Cytosolic 


314 


forward 2 


TM 


Transmembrane 



WO 02/083876 



PCT/US02/09921 



SEQ D NO: Template ID 

126 LG:239601 .22:2001 MAR30 

126 1X3:239601 .22:2001MAR30 

126 LG:239601.22:2001MAR30 

126 LG:239601.22:2001MAR30 

1 26 LG:23960 1 .22:2001M AR30 

126 LG:239601.22:2001MAR30 

126 LG:239601. 22:2001MAR30 

126 LG:23960 1 .22:200 1MAR30 

126 LG:239601 ,22:2001M AR30 

126 LG:23960L22:2001MAR30 

126 LG:239601 .22:2001MAR30 

126 LG:239601.22:2001MAR30 

126 LG:239601.22:2001MAR30 

126 LG:239601 .22:2001MAR30 

126 1X3:23960 L22:2001MAR30 

126 LG:239601 .22:2001MAR30 

126 LG:239601.22:2001MAR30 

126 LG:239601.22:2001MAR30 

127 LG:240121. 1 :2001MAR30 
127 LG:240121 . 1 :2001MAR30 
127 LG:240121.1:2001MAR30 
127 LG:240121 . 1 :2001MAR30 
127 LG:24012 1 . 1 :2001MAR30 
127 LG:240121.1:2001MAR30 
127 LG:240121.1:2001MAR30 
127 LG:240121.1:2001MAR30 
127 LG:240 12 1 . 1 :2001MAR30 
127 LG:240121.1:2001MAR30 
127 LG:240121.1:2001MAR30 
127 LG:2401 2 1 . 1 :200 1MAR30 
127 LG:240121 . 1 :2001MAR30 
127 LG:240121.1:2001MAR30 
127 LG:240121.i:2001MAR30 
127 LG:240121 . 1 :2001MAR30 
127 LG:240121.1:2001MAR30 
127 LG:240121.1:2001MAR30 
127 LG:240121 . 1 :2001MAR30 
127 1X3:240121. 1:2001MAR30 
127 LG:240121.1:2001MAR30 
127 LG:240121.1:2001MAR30 
127 1X3:240121. 1:2001MAR30 
127 LG:240121.1:2001MAR30 
1 27 LG.240121 . 1 :2001MAR30 
1 27 LG:24012 1 . 1 :2001MAR30 
127 1X3:240121 .1 :2001MAR30 
127 1X3:240121. 1:2001MAR30 

127 LG:240121.1:2001MAR30 

128 LG:241 1 10.2:2001MAR30 
128 LG:241110.2:2001MAR30 
128 1X3:241 1 10.2:200 1MAR30 
128 LG:241 1 10.2:2001MAR30 

128 LG:241 1 10.2:2001MAR30 

129 LG:244948.4:2001MAR30 
129 LG:244948.4:2001MAR30 



TABLE 2 

Start Stop Frame Domain Type 

315 318 forward 2 TM 

319 341 forward 2 TM 

342 352 forward 2 TM 

353 375 forward 2 TM 

376 933 forward 2 TM 

1 25 forward 3 TM 

26 45 forward 3 TM 

46 109 forward 3 TM 

110 129 forward 3 TM 

130 182 forward 3 TM 

183 205 forward 3 TM 

206 231 forward 3 TM 

232 254 forward 3 TM 

255 268 forward 3 TM 

269 291 forward 3 TM 

292 303 forward 3 TM 

304 326 forward 3 TM 

327 933 forward 3 TM 

1 409 forward 1 TM 

410 432 forward 1 TM 

433 723 forward 1 TM 

724 742 forward 1 TM 

743 756 forward 1 TM 

757 774 forward 1 TM 

775 793 forward 1 TM 

794 816 forward 1 TM 

817 820 forward 1 TM 

* 821 843 forward 1 TM 

844 898 forward 1 TM 

1 409 forward 2 TM 

410 432 forward 2 TM 

433 729 forward 2 TM 

730 747 forward 2 TM 

748 756 forward 2 TM 

757 774 forward 2 TM 

775 785 forward 2 TM 

786 808 forward 2 TM 

809 827 forward 2 TM 

828 850 forward 2 TM 

851 898 forward 2 TM 

1 405 forward 3 TM 

406 428 forward 3 TM 

429 785 forward 3 TM 

786 808 forward 3 TM 

809 827 forward 3 TM 

828 850 forward 3 TM 

851 897 forward 3 TM 

1 1348 forward 2 TM 

1349 1371 forward 2 TM 

1372 1377 forward 2 TM 

1378 1400 forward 2 TM 

1401 2121 forward 2 TM 

1 309 forward 1 TM 

310 332 forward 1 TM 
123 



Topology 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 

Cytosolic 
Transmembrane 



BNSDOCID: <WO„ 



_02083876A2_L> 



W ° 02/083876 PCT/US02/0992, 



SEQDNO: Template ID 


Start 




I^U.z44948.4:2001MAR30 


333 


i in 


lwU:245378.6:2001MAR30 


1 


i in 


JLu:245378.6:2001MAR30 


295 


i in 


L(jr:245378.6:200lMAR30 


313 


i on 


LG:245378.6:2001MAR30 


322 


13U 


LG:245378.6:2001MAR30 


345 


13U 


LG:245378.6:2O01MAR3O 


391 


130 


LG:245378.6:2001MAR30 


414 


130 


LG:245378.6:2001MAR30 


465 


130 


LG:245378.6:2001MAR30 


488 


130 


LG:245378.6:2001MAR30 


575 


130 


LG:245378.6:2001MAR30 


598 


130 


LG:245378.6:2001MAR30 


607 


130 


LG:245378.6:2001MAR30 


630 


130 


LG:245 378.6:2001 MAR30 


806 


130 


LG:245378.6:2001MAR30 


829 


130 


LG:245378.6:2001MAR30 


843 


130 


LG:245378.6:2001MAR30 


863 


130 


LG:245378.6:2001MAR30 


887 


130 


LG:245378.6:2001MAR30 


910 


130 


LG:245378.6:2001MAR30 


956 


130 


LG:245378.6:2001MAR30 


979 


130 


LG:245378.6:2001MAR30 


990 


130 


LG:245378.6:2001MAR30 


1010 


130 


LG:245378.6:2001MAR30 


1014 


130 


LG:245378.6:2001MAR30 


. 1037 


130 


LG:245378.6:2001MAR30 


1071 


130 


LG:245378.6:2001MAR30 


1091 


130 


LG:245378.6:2001MAR30 


1180 


130 


LG:245378.6:2001MAR30 


1203 


» 130 


LG:245378.6:2001MAR30 


1348 


130 


LG:245378.6:2001MAR30 


1371 


130 


LG:245378.6:2001MAR30 


1413 


130 


LG:245378.6:2001MAR30 


1431 


130 


LG:245378.6:2001MAR30 


1510 


130 


LG:245378.6:2001MAR30 


1533 


130 


LG:245378.6:2001MAR30 


1584 


130 


LG:245378.6:2001MAR30 


1607 


1 JO 


LG:245378.6:2001MAR30 


1684 


130 


LG:245378.6:2001MAR30 


1707 


1 in 

130 


LG:245378.6:2001MAR30 


1726 


1 in 


LG:245378.6:2001MAR30 


1749 


13U 


LG:245378.6:2001MAR30 


1761 


i in 
130 


LG:245378.6:2001MAR30 


1784 


1 in 
13U 


LG:245378.6:2001MAR30 


1 


1 in 
13U 


LG:245378.6:2001MAR30 


390 


i in 


LG:245378.6:2001MAR30 


413 


130 


LG:245378.6:2001MAR30 


474 


130 


LG:245378.6:2001MAR30 


494 


130 


LG:245378.6:2001MAR30 


598 


130 


LG:245378.6:2001MAR30 


621 


130 


LG:245378.6:2001MAR30 


691 


130 


LG:245378.6:2001MAR30 


714 


130 


LG:245378.6:2001MAR30 


840 



124 



2 



Mop 


Frame 


Domain Type 


Topology 


336 


forward 1 


TM 


Non-Cytosolic 


294 


forward 1 


TM 


Cytosolic 


312 


forward 1 


TM 


Transmembrane 


321 


forward 1 


TM 


Non-Cytosolic 


344 


forward 1 


TM 


Transmembrane 


390 


forward 1 


TM 


Cytosolic 


413 


forward 1 


TM 


Transmembrane 


464 


forward 1 


TM 


Non-Cytosolic 


487 


forward 1 


TM 


Transmembrane 


574 


forward 1 


TM 


Cytosolic 


597 


forward 1 


TM 


Transmembrane 


606 


forward 1 


TM 


Non-Cytosolic 


629 


forward 1 


TM 


Transmembrane 


805 


forward 1 


TM 


Cytosolic 


828 


forward 1 


TM 


Transmembrane 


842 


forward 1 


TM 


Non-Cytosolic 


862 


forward 1 


TM 


Transmembrane 


886 


forward 1 


TM 


Cytosolic 


909 


forward 1 


TM 


Transmembrane 


955 


forward 1 


TM 


Non-Cytosolic 


978 


forward 1 


TM 


Transmembrane 


989 


forward 1 


TM 


Cytosolic 


1009 


forward 1 


TM 


Transmembrane 


1013 


forward 1 


TM 


Non-Cytosolic 


1036 


forward 1 


TM 


Transmembrane 


1070 


forward 1 


TM 


Cytosolic 


1090 


forward 1 


TM 


Transmembrane 


1179 


forward 1 


TM 


Non-Cytosolic 


1202 


forward 1 


TM 


Transmembrane 


1347 


forward 1 


TM 


Cytosolic 


1370 


forward 1 


TM 


Transmembrane 


1412 


forward 1 


TM 


Non-Cytosolic 


1430 


forward 1 


TM 


Transmembrane 


1509 


forward 1 


TM 


Cytosolic 


1532 


forward 1 


TM 


Transmembrane 


1583 


forward 1 


TM 


Non-Cytosolic 


1606 


forward 1 


TM 


Transmembrane 


1683 


forward 1 


TM 


Cytosolic 


1706 


forward 1 


TM 


Transmembrane 


1725 


forward 1 


TM 


Non-Cytosolic 


1748 


forward 1 


TM 


Transmembrane 


1760 


forward 1 


TM 


Cytosolic 


1783 


forward 1 


TM 


Transmembrane 


1796 


forward 1 


TM 


xt~~ — 

Non-Cytosolic 


389 


forward 2 


TM 


412 


forward 2 


TM 


Transmembrane 


473 


forward 2 


TM 


Cytosolic 


493 


forward 2 


TM 


Transmembrane 


597 


forward 2 


TM 


Non-Cytosolic 


620 


forward 2 


TM 


Transmembrane 


690 


forward 2 


TM 


Cytosolic 


713 


forward 2 


TM 


Transmembrane 


839 


forward 2 


TM 


Non-Cytosolic 


862 


forward 2 


TM 


Transmembrane 



BNSDOCID: <WO 02083876A2J_ > 



WO 02/083876 



PCT/US02/09921 



SEQ D NO: Template ID 

130 LG:245378.6:2001MAR30 

130 LG:245378.6:2001MAR30 

130 LG:24537S.6:2001MAR30 

130 LG:245378.6:2001MAR30 

130 LG:245378.6:2001MAR30 

130 LG:245378.6:2001MAR30 

130 LG:245378.6:2001MAR30 

130 LG:245378.6:2001MAR30 

130 LG:245378.6:2001MAR30 

130 LG:245378.6:2001MAR30 

130 LG:245378.6:2001MAR30 

130 LG:245378.6:2001MAR30 

130 LG:245378.6:2001MAR30 

130 LG:245378.6:2001MAR30 

130 LG:245378.6:2001MAR30 

1 30 LG:245378.6:2001MAR30 

1 30 LG:245378.6:2001MAR30 

130 LG:245378.6:2001MAR30 

130 LG:245378.6:2001MAR30 

130 LG:245378.6:2001MAR30 

130 LG:245378.6:2001MAR30 

130 LG:245378.6:2001MAR30 

130 LG:245378.6:2001MAR30 . 

130 LG:245378.6:2001MAR30 

130 LG:245378.6:2001MAR30 

130 LG:245378.6:2001MAR30 

130 LG:245378.6:2001MAR30 

130 LG:245378.6:2001MAR30 

130 LG:245378.6:2001MAR30 

130 LG:245378.6:2001MAR30 

1 30 LG:245378.6:2001MAR30 

130 LG:245378.6:2001MAR30 

130 LG:245378.6:2001MAR30 

130 LG:245378.6:2001MAR30 

130 LG:245378.6:2001MAR30 

130 LG:245378.6:2001MAR30 

1 30 LG:245378.6:2001MAR30 

130 LG:245378.6:2001MAR30 

130 LG:245378.6:2001MAR30 

130 LG:245378.6:2001MAR30 

130 LG:245378.6:2001MAR30. 

130 LG:245378.6:2001MAR30 

130 LG:245378.6:2001MAR30 

130 LG:245378.6:2001MAR30 

130 LG:245378.6:2001MAR30 

130 LG:245378.6:2001MAR30 

130 LG:245378.6:2001MAR30 

130 LG:245378.6:2001MAR30 

130 LG:245378.6:2001MAR30 

130 LG:245378.6:2001MAR30 

130 LG:245378.6:2001MAR30 

130 LG:245378.6:2001MAR30 

130 LG:245378.6:2001MAR30 

130 LG:245378.6:2001MAR30 



TABLE 2 
Start Stop 



863 
875 
898 
917 
940 
959 
982 
1087 
1110 
1258 
1281 
1441 
1464 
1484 
1507 
1581 
1599 
1642 
1665 
1684 
1707 
1723 
1746 
1755 
1778 
1 

79 
102 
393 
416 
469 
487 
570 
593 
616 
639 
692 
715 
729 
749 
773 
796 
915 
938 
958 
981 
1022 
1045 
1065 
1088 
1097 
1115 
1144 
1167 
125 



874 
897 
916 
939 
958 
981 
1086 
1109 
1257 
1280 
1440 
1463 
1483 
1506 
1580 
1598 
1641 
1664 
1683 
1706 
1722 
1745 
1754 
1777 
1796 
78 
101 
392 
415 
468 
486 
569 
592 
615 
638 
691 
714 
728 
748 
772 
795 
914 
937 
957 
980 
1021 
1044 
1064 
1087 
1096 
1114 
1143 
1166 
1185 



Frame 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 



Domain Type 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 



TM 

TM 

TM 

TM 

TM 

TM 

TM 

TM 

TM 

TM 

TM 

TM 

TM 

TM 

TM 

TM 

TM 

TM 

TM 

TM 



Topology 
Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 



BNSDOCID: <WO. 020B3876A2_I_> 



WO 02/083876 



PCT/US02/09921 



SEQ D NO: 


Template ID 


Start 


130 


LG:245378.6:2001MAR30 


1186 


130 


LG:245378.6:2001MAR30 


1209 


130 


LG:245378.6:2001MAR30 


1369 


130 


LG:245378.6:2001MAR30 


1392 


130 


LG:245378.6:2001MAR30 


1406 


130 


LG:245378.6:2001MAR30 


1429 


130 


LG:245378.6:2001MAR30 


1441 


130 


LG:245378.6:2001MAR30 


1464 


130 


LG:245378.6:2001MAR30 


1478 


130 


LG:245378.6:2001MAR30 


1501 


130 


LG:245378.6:2001MAR30 


1513 


130 


LG:245378.6:2001MAR30 


1533 


130 


LG:245378.6:2001MAR30 


1573 


130 


LG:245378.6:2001MAR30 


1591 


130 


LG:245378.6:2001MAR30 


1753 


130 


LG:245378.6:2001MAR30 


1776 


131 


LG:248203.9:2001MAR30 


1 


131 


LG:248203.9:2001MAR30 


198 


131 


LG:248203.9:2001MAR30 


221 


131 


LG:248203.9:2001MAR30 


241 


131 


LG:248203.9:2001MAR30 


264 


131 


LG:248203.9:2001MAR30 


1 


131 


LG:248203.9:2001MAR30 


243 


131 


LG:248203.9:2001MAR30 


.266 


131 


LG:248203.9:2001MAR30 


281 


131 


LG:248203.9:2001MAR30 


. 304 


132 


LG:249247.1:2001MAR30 . 


1 


132 


LG:249247.1:2001MAR30 : 


490 


132 


LG:249247. 1 :2001MAR30 


513 


132 


LG:249247.1:2001MAR30 


580 


132 


LG:249247. 1 :2001MAR30 


603 


132 


LG:249247. 1 :2001MAR30 


1 


132 


LG: 249247. 1 :2001MAR30 


481 


132 


LG:249247. 1 :2001MAR30 


504 


132 


LG:249247.1:2001MAR30 


533 


132 


LG:249247.1:2001MAR30 


556 


133 


LG:267153.16:2001MAR30 


1 


133 


LG:267 1 53. 1 6:2001MAR30 


1107 


133 


LG:267 153. 16:2001MAR30 


1130 


133 


LG:267 153.1 6:200 1MAR30 


1136 


133 


LG:267 153.1 6:200 1MAR30 


1159 


134 


LG:291759.5:2001MAR30 


1 


134 


LG:291759.5:2001MAR30 


17 


134 


LG:29]7595:2001MAR30 


40 


134 


LG:29 1 759.5 :2001MAR30 


1 


134 


LG:291759.5:2001MAR30 


5 


134 


LG:291759.5:2001MAR30 


35 


135 


LG:298102.1:2001MAR30 


1 


135 


LG :298 1 02. 1 :2001 MAR30 


53 


135 


LG :298 1 02. 1 :200 1MAR30 


71 


135 


LG :298 1 02. 1 :2001MAR30 


1 


135 


LG:298102.1:2001MAR30 


10 


135 


LG :298 1 02. 1 :2001MAR30 


29 


135 


LG:298 102. 1 :2001MAR30 


41 



126 



2 



Stop 


Frame 


Domain Type 


Topology 


1208 


forward 3 


TM 


Transmembrane 


1368 


forward 3 


TM 


Cytosolic 


1391 


forward 3 


TM 


Transmembrane 


1405 


forward 3 


TM 


Non-Cytosolic 


1428 


forward 3 


TM 


Transmembrane 


1440 


forward 3 


TM 


Cytosolic 


1463 


forward 3 


TM 


Transmembrane 


1477 


forward 3 


TM 


Non-Cytosolic 


1500 


forward 3 


TM 


Transmembrane 


1512 


forward 3 


TM 


Cytosolic 


1532 


forward 3 


TM 


Transmembrane 


1572 


forward 3 


TM 


Non-Cytosolic 


1590 


forward 3 


TM 


Transmembrane 


1752 


forward 3 


TM 


Cytosolic 


1775 


forward 3 


TM 


Transmembrane 


1795 


forward 3 


TM 


Non-Cytosolic 


197 


forward 2 


TM 


Non-Cytosolic 


220 


forward 2 


TM 


Transmembrane 


240 


forward 2 


TM 


Cytosolic 


263 


forward 2 


TM 


Transmembrane 


656 


forward 2 


TM 


Non-Cytosolic 


242 


forward 3 


TM 


Non-Cytosolic 


265 


forward 3 


TM 


Transmembrane 


280 


forward 3 


TM 


Cytosolic 


303 


forward 3 


TM 


Transmembrane 


656 


forward 3 


TM 


Non-Cytosolic 


489 


forward 1 


TM 


Non-Cytosolic 


512 


forward 1 


TM 


Transmembrane 


579 


forward 1 


TM 


Cytosolic 


602 


forward 1 


TM 


Transmembrane 


769 


forward 1 


TM 


Non-Cytosolic 


480 


forward 3 


TM 


Non-Cytosolic 


503 


forward 3 


TM 


Transmembrane 


532 


forward 3 


TM 


Cytosolic 


555 


forward 3 


TM 


Transmembrane 


768 


forward 3 


TM 


Non-Cytosolic 


1106 


forward 3 


TM 


Non-Cytosolic 


1129 


forward 3 


TM 


Transmembrane 


1135 


forward 3 


TM 


Cytosolic 


1158 


forward 3 


TM 


Transmembrane 


1190 


forward 3 


TM 


Non-Cytosolic 


16 


forward 2 


TM 


Cytosolic 


39 


forward 2 


TM 


Transmembrane 


406 


forward 2 


TTVVT 

J. ATI 


\T/\« /-«..♦ i:_ 


4 


forward 3 


TM 


Cytosolic 


34 


forward 3 


TM 


Transmembrane 


405 


forward 3 


TM 


Non-Cytosolic 


52 


forward 2 


TM 


Cytosolic 


70 


forward 2 


TM 


Transmembrane 


276 


forward 2 


TM 


Non-Cytosolic 


9 


forward 3 


TM 


Non-Cytosolic 


28 


forward 3 


TM 


Transmembrane 


40 


forward 3 


TM 


Cytosolic 


63 


forward 3 


TM 


Transmembrane 



WO 02/083876 



PCT7US02/09921 



SEQ D NO: Template ID 

135 LG:298 1 02. 1 :200 1 MAR30 

136 LG:308891.1:2001MAR30 
1 36 LG:30889 1 . 1 :2001M AR30 
136 LG:308891.1:2001MAR30 
136 LG:30889L1:2001MAR30 

136 LG:30889L1:2001MAR30 

137 LG:312668.4:2001MAR30 
137 LG:312668.4:2001MAR30 
137 LG:312668.4:2001MAR30 
137 LG:312668.4:2001MAR30 

137 LG:312668.4:2001MAR30 

138 LG:331642.6:2001MAR30 
138 LG:331642.6:2001MAR30 
138 LG:331642.6:2001MAR30 
138 LG:331642.6:2001MAR30 
138 LG:331642.6:2001MAR30 
138 LG:331642.6:2001MAR30 
138 LG:331642.6:2001MAR30 
138 LG:331642.6:2001MAR30 
138 LG:331642.6:2001MAR30 

138 LG:331642.6:2001MAR30 

139 LG:331851.12:2001MAR30 
139 LG:33 1 85 1 . 12:200 1MAR30 
139 LG:33 1 85 1 . 12:2001MAR30 
139 LG:33185L12:2001MAR30 
139 LG:331851.12:2001MAR30 
139 LG:33 1 85 1 . 12:2001MAR30 
139 LG:331851.12:2001MAR30 
139 LG:33 1851, 12:200 1MAR30 
1 39 LG:33 1 85 1 . 12:2001M AR30 
139 LG:331851.12:2001MAR30 
139 LG:331851.12:2001MAR30 
139 LG:331851.12:2001MAR30 
139 LG:33 1 85 1 . 12:2001MAR30 
139 LG:331851.12:2001MAR30 
139 LG:331851.12:2001MAR30 

139 LG:331851.12:2001MAR30 

140 LG:332414.5:2001MAR30 
140 LG:332414.5:2001MAR30 
140 LG:332414.5:2001MAR30 
140 LG:332414.5:2001MAR30 
140 LG:332414.5:2001MAR30 
140 LG:332414.5:2001MAR30 
140 LG:332414.5:2001MAR30 
140 LG:332414.5:2001MAR30 
140 LG:332414.5:2001MAR30 
1 40 LG : 3 324 1 4.5 :200 1 MAR30 
140 LG:332414.5:2001MAR30 

140 LG:332414.5:2001MAR30 

141 LG:332730.12:2001MAR30 
141 LG:332730.12:2001MAR30 
141 LG :3 32730. 1 2:200 1MAR30 
141 LG:332730.12:2001MAR30 
141 LG:332730.12:2001MAR30 



TABLE 2 
Start Stop 
64 276 



1 

15 
38 



14 
37 
191 



192 214 
215 219 



1 



270 



271 293 

294 408 

409 431 

432 625 



1 

20 
43 
1 

13 
36 
66 
86 



19 
42 
630 
12 
35 
65 
85 
266 



267 289 

290 629 

1 904 

905 927 

928 946 

947 969 

970 2183 

2184 2206 

2207 2218 



1 



833 



834 856 

857 875 

876 898 

899 902 

903 925 

926 992 

993 1015 

1016 2217 

1 482 

483 505 

506 521 



1 

112 



111 

134 



135 218 

219 236 

237 250 

251 273 

274 480 

481 503 

504 521 



1 



516 



517 539 
540 684 



685 707 
708 710 

127 



Frame 
forward 3 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 1 
forward 1 
forward 1 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 2 
forward 2 
forward 2 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 



Domain Type 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
- TM 
TM 
TM 
TM 
TM 
• TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 



Topology 
Non-Cytosolic 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 

Cytosolic 
Transmembrane 
Non-Cytosolic 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 



BNSDOCID: <WO 02083876A2J _> 



WO 02/083876 



PCT/US02/09921 



SEQ D NO: Template ID Start 

1 4 1 LG:332730. 1 2:200 1MAR30 7 1 1 

141 LG:33273O.12:2001MAR30 734 

141 LG:332730.12:2001MAR30 740 

141 LG:332730.12:2001MAR30 763 

141 LG:332730.12:2001MAR30 782 

141 LG:332730.12:2001MAR30 805 

141 LG:332730.12:2001MAR30 1012 

141 LG:332730.12:2001MAR30 1035 

141 LG:332730.12:2001MAR30 1044 

141 LG:332730.12:2001MAR30 1064 

141 LG:332730.12:2001MAR30 1084 

141 LG:332730.12:2001MAR30 1107 

141 LG:332730.12:2001MAR30 1 

141 LG:332730.12:2001MAR30 527 

141 LG:332730.12:2001MAR30 550 

141 LG:332730.12:2001MAR30 740 

141 LG:332730.12:2001MAR30 763 

141 LG:332730.12:2001MAR30 782 

141 LG:332730.12:2001MAR30 805 

141 LG:33273O.12:2001MAR30 892 

141 LG:332730.12:2001MAR30 915 

141 LG:332730.12:2001MAR30 -947 

141 LG:332730.12:2001MAR30 970 

141 LG:332730.12:2001MAR30 1002 

141 LG:332730.12:2001MAR30 1025 

141 LG:332730.12:2001MAR30 1029 

141 LG:332730.12:2001MAR30 1049 

141 LG:332730.12:2001MAR30 1080 

141 LG:332730.12:2001MAR30 1103 

141 LG:332730.12:2001MAR30 1 

141 LG:332730.12:2001MAR30 515 

141 LG:332730.12:2001MAR30 538 

141 LG:332730.12:2001MAR30 739 

141 LG:332730.12:2001MAR30 762 

141 LG:332730.12:2001MAR30 781 

141 LG:332730.12:2001MAR30 804 

141 LG:332730.12:2001MAR30 1095 

141 LG:332730. 12:2001MAR30 1118 

141 LG:332730.12:2001MAR30 1182 

141 LG:332730.12:2001MAR30 1202 

141 LG:332730. 12:200 1MAR30 1213 

141 LG:332730.12:2001MAR30 1236 

141 LG:332730.12:2001MAR30 1270 

141 LG:332730.12:2OO1_MAR30 1288 

142 LG:333062.22:2001MAR30 I 
142 LG:333062.22:2001MAR30 15 
142 LG:333062.22:2001MAR30 38 
142 LG:333062.22:2001MAR30 134 
142 LG:333062.22:2001MAR30 152 
142 LG:333062.22:2001MAR30 161 
142 LG:333062.22:2001MAR30 1 8 1 
142 LG:333062.22:2001MAR30 1 
142 LG:333062.22:2001MAR30 101 
142 LG:333062.22:2001MAR30 121 

128 



2 



Stop 


Frame 


Domain Type 


Topology 


733 


forward 1 


TM 


Transmembrane 


739 


forward 1 


TM 


Cytosolic 


762 


forward 1 


TM 


Transmembrane 


781 


forward 1 


TM 


Non-Cytosolic 


804 


forward 1 


■ TM 


Transmembrane 


1011 


forward 1 


TM 


Cytosolic 


1034 


forward 1 


TM 


Transmembrane 


1043 


forward 1 


TM 


Non-Cytosolic 


1063 


forward 1 


TM 


Transmembrane 


1083 


forward 1 


TM 


Cytosolic 


1106 


forward 1 


TM 


Transmembrane 


1302 


forward 1 


TM 


Non-Cytosolic 


526 


forward 2 


TM 


Non-Cytosolic 


549 


forward 2 


TM 


Transmembrane 


739 


forward 2 


TM 


Cytosolic 


762 


forward 2 


TM 


Transmembrane 


781 


forward 2 


TM 


Non-Cytosolic 


804 


forward 2 


TM 


Transmembrane 


891 


forward 2 


TM 


Cytosolic 


914 


forward 2 


TM 


Transmembrane 


946 


forward 2 


TM 


Non-Cytosolic 


969 


forward 2 


TM 


Transmembrane 


1001 


forward 2 


TM 


Cytosolic 


1024 


forward 2 


TM 


Transmembrane 


1028 


forward 2 


TM 


Non-Cytosolic 


1048 


forward 2 


TM. 


Transmembrane 


1079 


forward 2 


TM 


Cytosolic 


1102 


forward 2 


TM 


Transmembrane 


1301 


forward 2 


TM 


Non-Cytosolic 


514 


forward 3 


TM 


Non-Cytosolic 


537 


forward 3 


TM 


Transmembrane 


738 


forward 3 


TM 


Cytosolic 


761 


forward 3 


TM 


Transmembrane 


780 


forward 3 


TM 


Non-Cytosolic 


803 


forward 3 


TM 


Transmembrane 


1094 


forward 3 


TM 


Cytosolic 


1117 


forward 3 




Transmembrane 


1181 


forward 3 


TM 


Non-Cytosolic 


1201 


forward 3 


TM 


Transmembrane 


1212 


forward 3 


TM 


Cytosolic 


1235 


forward 3 


TM 


Transmembrane 


1269 


forward 3 


TM 


Non-Cytosolic 


1287 


forward 3 


TM 


Transmembrane 


!30! 


forward 3 




Cyiusoiic 


X J.VX 


14 


forward 1 


TM 


Non-Cytosolic 


37 


forward 1 


TM 


Transmembrane 


133 


forward 1 


TM 


Cytosolic 


151 


forward 1 


TM 


Transmembrane 


160 


forward 1 


TM 


Non-Cytosolic 


ISO 


forward 1 


TM 


Transmembrane 


229 


forward 1 


TM 


Cytosolic 


100 


forward 2 


TM 


Non-Cytosolic 


120 


forward 2 


TM 


Transmembrane 


204 


forward 2 


TM 


Cytosolic 



BNSDOCID: <WO 02083876A2J_> 



WO 02/083876 



PCT/US02/09921 



SEQ D NO: 


Template ID 


142 


LG:333062.22:2001MAR30 


142 


LG:333062.22:2001MAR30 


143 


LG:335705.2:2001MAR30 


143 


LG:335705.2:2001MAR30 


143 


LG:335705.2:2001MAR30 


143 


LG:335705.2:2001MAR30 


143 


LG:335705.2:2001MAR30 


143 


LG:335705.2:2001MAR30 


143 


LG:335705.2:2001MAR30 


143 


LG:335705.2:2001MAR30 


143 


LG:335705.2:2001MAR30 


143 


LG:335705.2:2001MAR30 


143 


LG:335705 .2:2001MAR30 


143 


LG:335705.2:2001MAR30 


143 


LG:335705.2:2001MAR30 


143 


LG:335705.2:2001MAR30 


143 


LG:335705.2:2001MAR30 


143 


LG:3357O5.2:2001MAR30 


143 


LG:3357O5.2:2001MAR30 


143 


LG:335705.2:2001MAR30 


143 


LG:3357O5.2:2001MAR30 


143 


LG:3357O5.2:2001MAR30 


143 


LG:335705.2:2001MAR30 


143 


LG:335705.2:2001MAR30 


143 


LG:3357O5.2:2001MAR30 


143 


LG:335705.2:2001MAR30 


143 


LG:335705.2:2001MAR30 


143 


LG:335705.2:2001MAR30 


143 


LG:335705.2:2001MAR30 



144 LG:337930.16:2001MAR30 

144 LG:337930.16:2001MAR30 

144 LG:337930.16:2001MAR30 

145 LG:346481.15:2O01MAR30 
, 145 LG:346481.15:2O01MAR30 

145 LG:34648 1 . 15:2O01MAR30 

146 LG:349164.1:2001MAR30 
146 LG.349 1 64. 1 :2001MAR30 
146 LG:349164.1:2001MAR30 
1 46 LG :349 1 64. 1 :2001M AR30 
146 LG:349164.1:2001MAR30 
146 LG:349164.1:2001MAR30 
146 LG:349164.1:2001MAR30 
146 LG:349164.1:2001MAR30 
146 LG :349 164. 1 :2001MAR30 
146 LG:349 1 64. 1 :2001MAR3O 
1 46 LG :349 1 64 . 1 :2001M AR30 
146 LG.349 1 64. 1 :2001M AR30 
1 46 LG :349 1 64. 1 :2001MAR30 
146 LG :349 1 64. 1 :2001MAR30 
] 46 LG :349 1 64. 1 :2001MAR30 
1 46 LG :349 1 64. 1 :2001MAR30 
146 LG :349 1 64. 1 :2001MAR30 
146 LG:349 164. 1 :2001MAR30 
1 46 LG :349 1 64. 1 :2001MAR30 



TABLE 2 

Start Stop Frame Domain Type 

205 227 forward 2 TM 

228 229 forward 2 TM 

1 1114 forward 1 TM 

1115 1137 forward 1 TM 

1138 1233 forward 1 TM 

1234 1256 forward 1 TM 

1257 1747 forward 1 TM 

1748 1770 forward 1 TM 

1771 1790 forward 1 TM 

1 1249 forward 2 TM 

1250 1272 forward 2 TM 

1273 1283 forward 2 TM 

1284 1306 forward 2 TM 

1307 1315 forward 2 TM 

1316 1338 forward 2 TM 

1339 1496 forward 2 TM 

1497 1514 forward 2 TM 

1515 1730 forward 2 TM 

1731 1753 forward 2 TM 

1754 1790 forward 2 TM 

1 1248 forward 3 TM 

1249 1271 forward 3 - TM 

1272 1283 forward 3 TM 

1284 1306 forward 3 TM 

1307 1315 forward 3 TM 

1316 1335 forward 3 TM 

1336 1346 forward 3 TM 

1347 1366 forward 3 TM 

1367 1789 forward 3 : TM 



1 


12 


forward 2 


TM 


13 


35 


forward 2 


TM 


36 


645 


forward 2 


TM 


1 


106 


forward 2 


TM 


107 


129 


forward 2 


TM 


130 


161 


forward 2 


TM 


1 


48 


forward 1 


TM 


49 


67 


forward 1 


TM 


68 


76 


forward 1 


TM 


77 


99 


forward 1 


TM 


100 


123 


forward 1 


TM 


124 


146 


forward 1 


TM 


147 


738 


forward 1 


TM 


739 


761 


forward 1 


TM 


762 


807 


forward 1 


TM 


808 


830 


forward 1 


TM 


831 


844 


forward 1 


TM 


845 


867 


forward 1 


TM 


868 


943 


forward 1 


TM 


944 


966 


forward 1 


TM 


967 


973 


forward 1 


TM 


1 


45 


forward 2 


TM 


46 


68 


forward 2 


TM 


69 


124 


forward 2 


TM 


125 


144 


forward 2 


TM 



129 



Topology 
Transmembrane 
Non-Cytosolic 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Non-Cytosolic 
Transmembrane 
Cytosolic 
Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 



BNSDOC1D: <WO 02083876A2 J_> 



WO 02/083876 



PCT/US02/09921 



SEQ D NO: Template ID 


Start 


146 


LG:349164.1:2001MAR30 


145 


146 


LG:349 1 64. 1 :200 1 MAR30 


151 


146 


LG:349164.1:2001MAR30 


174 


146 


LG:349164. 1 :2001MAR30 


188 


146 


LG:349164. 1 :2001MAR30 


211 


146 


LG:349164.1:2001MAR30 


390 


146 


LG:349164. 1 :2001MAR30 


409 


146 


LG:3491 64. 1 :2001MAR30 


423 


146 


LG:349164. 1 :2001MAR30 


443 


146 


LG: 349 1 64. 1 :200 1 MAR30 


479 


146 


LG:349164. 1 :2001MAR30 


497 


146 


LG: 349 1 64. 1 :2001MAR30 


661 


146 


LG:349164.1:2001MAR30 


684 


146 


LG:349164. 1 :2001MAR30 


696 


146 


LG:349164.1 :2001MAR30 


716 


146 


LG:349164.1:2001MAR30 


735 


146 


LG:349164.1:2001MAR30 


758 


146 


LG:349164. 1 :2001MAR30 


777 


146 


LG:349164. 1 :2001MAR30 


800 


146 


LG:349 1 64. 1 :2001MAR30 


825 


146 


LG: 3491 64. 1 :2001MAR30 


848 


146 


LG:349164.1:2001MAR30 


854 


146 


LG:349164.1 :2001MAR30 


874 


146 


LG:349 1 64. 1 :2001MAR30 


877 


146 


LG:349164.1:2001MAR30 


900 


146 


LG:349164.1:2001MAR30 


933 


146 


LG:349164.1:2001MAR30 


956 


146 


LG:349164.1:2001MAR30 


' 1 


146 


LG:349164.1:2001MAR30 


664 


146 


LG:349164.1:2001MAR30 


6S2 


146 


LG.3491 64. 1 :2001MAR30 


693 


146 


LG:3491 64. 1 :2001MAR30 


716 


146 


LG:349164.1:2001MAR30 


742 


. 146 


LG:349164.1:2001MAR30 


765 


146 


LG:349164.1:2001MAR30 


777 


146 


LG:349164.1:2001MAR30 


800 


146 


LG:349164.1:2001MAR30 


819 


146 


LG:349 164. 1 :2001MAR30 


842 


146 


LG:349164. 1 :2001MAR30 


853 


146 


LG :349 1 64. 1 :200 1 MAR30 


876 


146 


LG:349 1 64. 1 :200 1 MAR30 


879 


146 


LG:3491 64. 1 :2001MAR30 


899 


146 


LG:349 1 64. 1 :2001MAR30 


910 


146 


T G : 349 1 64. ! : 200 1 MAR30 




146 


LG:349164.1:2001MAR30 


942 


146 


LG:349164.1:2001MAR30 


965 


147 


LG:350957.5:2001MAR30 


1 


147 


LG:350957.5:2001MAR30 


72 


147 


LG:350957.5:2001MAR30 


95 


147 


LG:350957.5:2001MAR30 


107 


147 


LG:350957.5:2001MAR30 


130 


147 


LG:350957.5:2001MAR30 


152 


147 


LG:350957.5:2001MAR30 


175 


147 


LG:350957.5:2001MAR30 


239 
130 



2 



Stop 


Frame 


Domain Type 


Topology 


150 


forward 2 


TM 


Cytosolic 


173 


forward 2 


TM 


Transmembrane 


187 


forward 2 


TM 


Non-Cytosolic 


210 


forward 2 


TM 


Transmembrane 


389 


forward 2 


TM 


Cytosolic 


408 


forward 2 


TM 


Transmembrane 


422 


forward 2 


TM 


Non-Cytosolic 


442 


forward 2 


TM 


Transmembrane 


478 


forward 2 


TM 


Cytosolic 


496 


forward 2 


TM 


Transmembrane 


660 


forward 2 


TM 


Non-Cytosolic 


683 


forward 2 


TM 


Transmembrane 


695 


forward 2 


TM 


Cytosolic 


715 


forward 2 


TM 


Transmembrane 


734 


forward 2 


TM 


Non-Cytosolic 


757 


forward 2 


TM 


Transmembrane 


776 


forward 2 


TM 


Cytosolic 


799 


forward 2 


TM 


Transmembrane 


824 


forward 2 


TM 


Non-Cytosolic 


847 


forward 2 


TM 


Transmembrane 


853 


forward 2 


TM 


Cytosolic 


873 


forward 2 


TM 


Transmembrane 


876 


forward 2 


TM 


Non-Cytosolic 


899 


forward 2 


TM 


Transmembrane 


932 


forward 2 


TM 


Cytosolic 


955 


forward 2 


. TM 


Transmembrane 


973 


forward 2 


TM 


Non-Cytosolic 


663 


forward 3 


TM 


Non-Cytosolic 


681 


forward 3 


TM 


Transmembrane 


692 


forward 3 


TM 


Cytosolic 


715 


forward 3 


TM 


Transmembrane 


741 


forward 3 


TM 


Non-Cytosolic 


764 


forward 3 


TM 


Transmembrane 


776 


forward 3 


TM 


Cytosolic 


799 


forward 3 


TM 


Transmembrane 


818 


forward 3 


TM 


Non-Cytosolic 


841 


forward 3 


TM 


Transmembrane 


852 


forward 3 


TM 


Cytosolic 


875 


forward 3 


TM 


Transmembrane 


878 


forward 3 


TM 


Non-Cytosolic 


898 


forward 3 


TM 


Transmembrane 


909 


forward 3 


TM 


Cytosolic 


932 


forward 3 


TM 


Transmembrane 


ClA 1 
s—c X 


■C* I 0 

iui wai u j 


TTvI 


Non-Cytosoiic 


964 


forward 3 


TM 


Transmembrane 


973 


•forward 3 


TM 


Cytosolic 


71 


forward 1 


TM 


Non-Cytosolic 


94 


forward 1 


TM 


Transmembrane 


106 


forward 1 


TM 


Cytosolic 


129 


forward 1 


TM 


Transmembrane 


151 


forward 1 


TM 


Non-Cytosolic 


174 


forward 1 


TM 


Transmembrane 


238 


forward 1 


TM 


Cytosolic 


261 


forward 1 


TM 


Transmembrane 



WO 02/083876 



PCT/US02/09921 



SEQ D NO: Template ID 

147 LG:350957.5:2001MAR30 

147 LG:350957.5:2001MAR30 

147 LG:35O957.5:2O01MAR30 

147 LG:350957.5:2001MAR30 

147 LG:350957.5:2001MAR30 

147 LG:350957.5:2001MAR30 

147 LG:350957.5:2001MAR30 

147 LG:350957.5:2001MAR30 

147 LG:350957.5:2001MAR30 

147 ' LG:350957.5:2001MAR30 

147 LG:350957.5:2001MAR30 

147 LG:350957.5:2001MAR30 

147 LG:350957.5:2001MAR30 

147 LG:350957.5:2001MAR30 

147 LG:350957.5:2001MAR30 

147 LG:350957.5:2001MAR30 

147 LG:350957.5:2001MAR30 

147 LG:350957.5:2001MAR30 

148 LG:383512.8:2001MAR30 
148 LG:383512.8:2001MAR30 
148 LG:383512.8:2001MAR30 
148 LG:383512.8:2001MAR30 

148 LG:383512.8:2001MAR30 

149 LG:401163.10:2001MAR30 
149 LG:401163.10:2001MAR30 
149 LG:401163.10:2001MAR30 
149 LG:401163.10:2001MAR30 

149 LG:401163.10:2001MAR30 

150 LG:402133.1:2001MAR30 
150 LG:402133.1:2001MAR30 
150 LG:402133.1:2001MAR30 
150 LG:402133.1:2001MAR30 
150 LG:4021 33. 1 :2001MAR30 
150 LG:402133. 1 :2001MAR30 

150 LG:4021 33. 1 :2001MAR30 

15 1 LG:405S20. 1 :2001M AR30 
15 1 LG:405820. 1 :2001MAR30 

1 5 1 LG:405820. 1 :2001MAR30 

152 LG:405846.1:2001MAR30 
152 LG:405846. 1 :2001MAR30 

152 LG:405846.1:2001MAR30 

153 LG:407401.2:2001MAR30 
153 LG:407401 .2:2001MAR30 
153 LG:407401.2:2001MAR30 
153 LG:40740 1 .2:200 1 MAR30 

153 LG:407401.2:2001MAR30 

1 54 LG :408448. 1 0:200 1M AR30 
154 LG:408448.10:2001MAR30 
154 LG:408448. 10:2001MAR30 
154 LG:408448.10:2001MAR30 
154 LG:408448. 10:200 1MAR30 
154 LG:408448.10:2001MAR30 
154 LG :408448 . 1 0:200 1MAR30 
154 LG:408448.10:2001MAR30 



TABLE 2 
Start Stop 



262 
287 
310 
1 

19 
42 
72 
95 
152 
175 
213 
233 
245 
263 
272 
295 
299 
322 
1 

834 
857 
877 
900 
1 

1168 
1191 
1271 
1291 

1 

7 

27 
69 
92 
477 
500 
1 

243 
263 
1 

298 
321 
1 

543 
566 
574 
592 
1 

637 
660 
1 

282 
305 
325 
348 
131 



286 
309 
379 
18 
41 
71 
94 
151 
174 
212 
232 
244 
262 
271 
294 
298 
321 
379 
833 
856 
876 
899 
1052 
1167 
1190 
1270 
1290 
1492 
6 

26 
68 
91 
476 
499 
543 
242 
262 
303 
297 
320 
356 
542 
565 
573 
591 
888 
636 
659 
716 
281 
304 
324 
347 
715 



Frame 
forward 1 
forward 1 
forward 1 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3" 
forward 3 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 1 
forward 1 
forward 1 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 



Domain Type 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
" TM 



TM 

TM • 

TM 

TM 

TM 

TM 

TM 

TM 

TM 

TM 

TM 

TM 

TM 

TM 

TM 

TM 

TM 

TM 

TM 

TM 

TM 

TM 

TM 

TM 

TM 

TM 

TM 

TM 

TM 

TM 



Topology 
Non-Cytosolic 
Transmembrane 
Cytosolic 
Cytosolic 
Transmembrane 
Non-Cytosblic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 



BNSDOCID: <WO 02083876A2. 1_> 



WO 02/083876 



PCT/US02/09921 



SEQ D NO: Template ID 


154 


LG:408448.10:2001MAR30 


154 


LG:408448.10:2001MAR30 


154 


LG:40844S.10:2001MAR30 


154 


LG:408448.10:2001MAR30 


154 


LG:408448.10:2001MAR30 


155 


LG:408854.13:2001MAR30 


155 


LG:408854.13:2001MAR30 


155 


LG:408854.13:2001MAR30 


155 


LG:408854.1 3:200 1MAR30 


155 


LG:408854. 1 3:200 1MAR30 


155 


LG:408854.13:2001MAR30 


155 


LG:408854.13:2001MAR30 


155 


LG:408854.13:2001MAR30 


155 


LG:408854. 1 3 :200 1MAR30 


155 


LG:408854.13:2001MAR30 


155 


LG:408854.13:2001MAR30 


156 


LG:411150.14:2001MAR30 


156 


LG:4 1 1 150. 14:2001MAR30 


156 


LG:4 1 1 150.14:2001MAR30 


156 


LG:41 1 150. 14:200 1MAR30 


156 


LG:41 1 150.14:2001MAR30 


156 


LG:4 1 1 150. 14:2001MAR30 


156 


LG:41 1 150.14:2001MAR30 


156 . 


LG:4 1 1 150. 14:200 1MAR30 


156 


LG:411 150.14:2001MAR30 


156 


LG:41 1 150.14:2001MAR30 


156 


LG:411 150.14:2001MAR30 


156 


LG:411150.14:2001MAR30 


156 


LG:411150.14:2001MAR30 


156 


LG:41 1 150.14:2001MAR3O 


156 


LG:4 1 1 150. 14:2001MAR30 


157 


LG:4 1 1466. 1 :2001MAR30 


157 


LG:41 1466.1:2001MAR30 


157 


LG:411466.1:2001MAR30 


157 


LG:41 1466. 1 :2001MAR30 


157 


LG:411466.1:2001MAR30 


157 


LG:411466.1:2001MAR30 


157 


LG:41 1466. 1 :2001MAR30 


157 


LG:41 1466.1:2001MAR30 


157 


LG:41 1466. 1 :2001MAR30 


157 


LG:411466.1:2001MAR30 


157 


LG:4 1 1 466. 1 :2001MAR30 


157 


LG:411466.1:2001MAR30 


157 


LG:41 1466.1:2001MAR30 


157 


LG:4 1 1466. 1 :2001MAR30 


157 


LG:41 1466.1:2001MAR30 


157 


LG:4 1 1 466. 1 :200 1MAR30 


157 


LG:4 1 1466. 1 :2001MAR30 


157 


LG:411466.1:2001MAR30 


157 


LG:41 1466.1 :2001MAR30 


157 


LG:4 1 1466. 1 :2001MAR30 


157 


LG:41 1466.1:2001MAR30 


157 


LG:41 1466.1 :2001MAR30 


157 


LG:41 1466.1:2001MAR30 



TABLE 2 



Start 


Stop 


Frame 


Domain Type 


Topology 


1 


281 


forward 3 


TM 


Non-Cytosolic 


282 


304 


forward 3 


TM 


Transmembrane 


305 


324 


forward 3 


TM 


Cytosolic 


325 


347 


forward 3 


TM 


Transmembrane 


348 


715 


forward 3 


TM 


Non-Cytosolic 


1 


128 


forward 1 


TM 


Non-Cytosolic 


129 


148 


forward 1 


TM 


Transmembrane 


149 


191 


forward 1 


TM 


Cytosolic 


192 


214 


forward 1 


TM 


Transmembrane 


215 


218 


forward 1 


TM 


Non-Cytosolic 


219 


238 


forward 1 


TM 


Transmembrane 


239 


242 


forward 1 


TM 


Cytosolic 


243 


265 


forward 1 


TM 


Transmembrane 


266 


305 


forward 1 


TM 


Non-Cytosolic 


306 


328 


forward 1 


TM 


Transmembrane 


329 


544 


forward 1 


TM 


Cytosolic 


1 


676 


forward 1 


TM 


Non-Cytosolic 


677 


699 


forward 1 


TM 


Transmembrane 


700 


822 


forward 1 


TM 


Cytosolic 


1 


676 


forward 2 


TM 


Non-Cytosolic 


677 


699 


forward 2 


TM 


Transmembrane 


700 


822 


forward 2 


TM 


Cytosolic 


1 


99 


forward 3 


TM 


Cytosolic 


100 


117 


forward 3 


TM 


Transmembrane 


118 


699 


forward 3 


TM 


Non-Cytosolic 


700 


722 


forward 3 


TM 


Transmembrane 


723 


733 


forward 3 


TM 


Cytosolic 


734 


751 


forward 3 


TM 


Transmembrane 


752 


754 


forward 3 


TM 


Non-Cytosolic 


755 


777 


forward 3 


TM 


Transmembrane 


778 


821 


forward 3 


TM 


Cytosolic 


1 


111 


forward 1 


TM 


Non-Cytosolic 


112 


134 


forward 1 


TM 


Transmembrane 


135 


146 


forward 1 


TM 


Cytosolic 


147 


169 


forward 1 


TM 


Transmembrane 


170 


188 


forward 1 


TM 


Non-Cytosolic 


189 


211 


forward 1 


TM 


Transmembrane 


212 


217 


forward 1 


TM 


Cytosolic 


218 


240 


forward 1 


TM 


Transmembrane 


241 


254 


forward 1 


TM 


Non-Cytosolic 


255 


274 


forward 1 


TM 


Transmembrane 


275 


333 


forward 1 


TM 


Cytosolic 


334 

-J -> is 


351 


forward 1 


TM 


Transmembrane 


A C\A 
-t\i-t 


i t 

1W1 VTUU JL 


im 


Non-Cytosoiic 


405 


427 


forward 1 


TM 


Transmembrane 


428 


525 


forward 1 


TM 


Cytosolic 


526 


548 


forward 1 


TM 


Transmembrane 


549 


918 


forward 1 


TM 


Non-Cytosolic 


1 


70 


forward 3 


TM 


Cytosolic 


71 


93 


forward 3 


TM 


Transmembrane 


94 


110 


forward 3 


TM 


Non-Cytosoiic 


111 


133 


forward 3 


TM 


Transmembrane 


134 


145 


forward 3 


TM 


Cytosolic 


146 


168 


forward 3 


TM 


Transmembrane 



WO 02/083876 



PCT/US02/09921 



SEQ D NO: Template ID 

1 57 LG:41 1466. 1 :2001MAR30 

157 LG:411466.1:2001MAR30 

157 LG:4 1 1 466. 1 :200 1 MAR30 

157 LG:41 1466.1 :2001MAR30 

157 LG:41 1466. 1 :2001MAR30 

158 LG:413969.68:2001MAR30 
158 LG:413969.68:2001MAR30 
158 LG:413969.68:2001MAR30 
158 LG:413969.68:2001MAR30 
158 LG:413969.68:2001MAR30 
158 LG:413969.68:2001MAR30 
158 LG:413969.68:2001MAR30 
158 LG:413969.68:2001MAR30 

158 LG:413969.68:2001MAR30 

159 LG:4 1964 1 .35 :200 1M AR30 
159 LG:419641.35:2001MAR30 
159 LG:419641.35:2001MAR30 
159 LG:419641.35:2001MAR30 
159 LG:419641.35:2001MAR30 
159 LG:419641.35:2001MAR30 
159 LG:419641.35:2001MAR30 
159 LG:4 1964 1 35 :200 1MAR30 
159 LG:419641.35:2001MAR30 
159 LG:419641.35:2001MAR30 
159 LG:419641.35:2001MAR30 
159 LG:419641.35:2001MAR30 

159 LG:419641.35:2001MAR30 

160 LG:428206J:2001MAR30 
160 LG:428206.7:2001MAR30 

160 LG:428206.7:2001MAR30 
* 161 LG:430059.1:2001MAR30 

1 6 1 LG:430059. 1 :2001M AR30 
1 6 1 LG:430059. 1 .2001M AR30 
1 6 1 LG:430059.1 :2001MAR30 
161 LG :430059. 1 :2001M AR30 
1 6 1 LG:430059. 1 :2001MAR30 
161 LG:430059. 1 :2001MAR30 
161 LG:430059.1:2001MAR30 
161 LG:430059.1:2001MAR30 
161 LG:430059.1:2001MAR30 
161 LG:430059.1:2001MAR30 
161 LG:430059.1:2001MAR30 
161 LG:430059.1:2001MAR30 
161 LG:430059.1:2001MAR30 
161 LG:430059.1:2001MAR30 
1 61 LG:430059. 1 :2001MAR30 
161 LG:430059.1:2001MAR30 
1 61 LG:430059. 1 :2O01MAR30 
1 6 1 LG:430059. 1 :2001M AR30 
161 LG:430059. 1 :2001MAR30 
1 61 LG:430059. 1 :2001MAR30 
1 6 1 LG:430059. 1 :2001MAR30 
1 6 1 LG:430059. 1 :2001MAR30 
1 6 1 LG:430059. 1 :2001MAR30 



TABLE 2 
Start Stop 



169 
203 
226 
232 
255 
1 

742 
765 
771 
794 
808 
831 
843 
866 
1 

348 
371 
1 

21 
41 
1 

353 
371 
383 
406 
425 
448 
1 

368 
386 
1 

73 
96 
107 
130 
144 
164 
584 
607 
654 
677 
784 
807 
870 
890 
1 
21 
44 
77 
97 
103 
123 
596 
619 



202 
225 
231 
254 
918 
741 
764 
770 
793 
807 
830. 
842 
865 
911 
347 
370 
450 
20 
40 
450 
352 
370 
382 
405 
424 
447 
450 
367 
385 
512 
72 
95 
106 
129 
143 
163 
583 
606 
653 
676 
783 
806 
869 
889 
1017 
20 



43 
76 
96 
102 
122 
595 
618 
645 



Frame 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 1 
forward 1 
forward 1 
forward 2 
forward 2 
forward 2 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 2 
forward 2 
forward 2 
forward 
forward 
forward 
forward 
forward 
forward 
forward 
forward 
forward 
forward 
forward 
forward 
forward 
forward 
forward 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 



Domain Type 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 



TM 

TM 

TM 

TM 

TM 

TM 

TM 

TM 

TM 

TM 

TM 

TM 

TM 

TM 

TM 

TM 

TM 

TM 

TM 

TM 

TM 

TM 

TM 

TM 

TM 

TM 

TM 

TM 



Topology 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Non-Cytosolic 
Transmembrane 
Cytosolic 
Cytosolic 
Transmembrane 
Non-Cytosolic 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 
Cytosolic 
Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 
Cytosolic 



133 



BNSOOCID: <WO. 



02083876A2_L> 



WO 02/083876 



PCT/US02/09921 



SEQ D NO: Template ID 


Start 


161 


LG:430059. 1 :2001MAR30 


646 


161 


LG:430059.1:2001MAR30 


669 


161 


LG:430059.1:2001MAR30 


672 


161 


LG:430059. 1 :2001MAR30 


695 


161 


LG:430059. 1 :2001MAR30 


788 


161 


LG:430059. 1 :2001MAR30 


811 


161 


LG:430059.1:2001MAR30 


836 


161 


LG:430059. 1 :2001MAR30 


859 


161 


LG:430059 A :2001MAR30 


1 


161 


LG:430059. 1 :2001MAR30 


76 


161 


LG:430059.1:2001MAR30 


96 


161 


LG:430059.1:2001MAR30 


105 


161 


LG:430059. 1 :2001MAR30 


123 


161 


LG:430059. 1 :2001MAR30 


129 


161 


LG:430059. 1 :2001MAR30 


152 


161 


LG:430059. 1 :2001MAR30 


191 


161 


LG:430059. 1 :2001MAR30 


214 


161 


LG:430059. 1 :2001MAR30 


457 


161 


LG:430059. 1 :2001MAR30 


480 


161 


LG:430059. 1 :2001MAR30 


514 


161 


LG:430059. 1 :2001MAR30 


537 


161 


LG:430059. 1 :2001MAR30 


583 


161 


LG:430059.1:2001MAR30 


606 


161 


LG:430059. 1 :2001MAR30 


610 


161 


LG.430059. 1 :2001MAR30 


633 


1-61 


LG:430059. 1 :2001MAR3O 


652 


161 


LG:430059. 1 :2001MAR30 


675 


161 


LG:430059.1:2001MAR30 


711 


161 


LG:430059. 1 :2001MAR30 


734 


161 


LG:430059.1 :2001MAR30 


738 


161 


LG:430059.1:2001MAR30 


758 


162 


LG:448040.3:2001MAR30 


1 


162 


LG:448040.3:2001MAR30 


38 


162 


LG:448040.3:2001MAR30 


58 


162 


LG:448040.3:2001MAR30 


1 


162 


LG:448040.3:2001MAR30 


40 


162 


LG:448040.3:2001MAR30 


63 


162 


LG:448040.3:2001MAR30 


67 


162 


LG:448040.3:2001MAR30 


87 


162 


LG :448040.3 :200 1MAR30 


1 


162 


LG:448040.3:2001MAR30 


40 


162 


LG:448040.3:2001MAR30 


63 


363 


LG:45 1 274. 1 :2001MAR30 


1 


163 


LG:45 1274.. 1 :200IMAR30 




163 


LG:45 1 274. 1 :200 1 MAR30 


49 


163 


LG:451274.1:2001MAR30 


55 


163 


LG:451274.1:2001MAR30 


78 


164 


LG:4561 10.1:2001MAR30 


1 


364 


LG:4561 10.1:2001MAR30 


104 


164 


LG:4561 10. 1:200 1MAR30 


127 


164 


LG:456110.1:2001MAR30 


141 


164 


LG:456 1 1 0. 1 :2001MAR30 


161 


165 


LG:456954.1:2001MAR30 


1 


165 


LG:456954. 1 :2001MAR30 


36 



134 



2 



Stop 


Frame 


Domain Type 


Topology 


668 


forward 2 


TM 


Transmembrane 


671 


forward 2 


TM 


Non-Cytosolic 


694 


forward 2 


TM 


Transmembrane 


787 


forward 2 


TM 


Cytosolic 


810 


forward 2 


• TM 


Transmembrane 


835 


forward 2 


TM 


Non-Cytosolic 


858 


forward 2 


TM 


Transmembrane 


1017 


forward 2 


TM 


Cytosolic 


75 


forward 3 


TM 


Cytosolic 


95 


forward 3 


TM 


Transmembrane 


104 


forward 3 


TM 


Non-Cytosolic 


122 


forward 3 


TM 


Transmembrane 


128 


forward 3 


TM 


Cytosolic 


151 


forward 3 


TM 


Transmembrane 


190 


forward 3 


TM 


Non-Cytosolic 


213 


forward 3 


TM 


Transmembrane 


456 


forward 3 


TM 


Cytosolic 


479 


forward 3 


TM 


Transmembrane 


513 


forward 3 


TM 


Non-Cytosolic 


536 


forward 3 


TM 


Transmembrane 


582 


forward 3 


TM 


Cytosolic 


605 


forward 3 


TM 


Transmembrane 


609 


forward 3 


TM 


Non-Cytosolic 


632 


forward 3 


TM 


Transmembrane 


651 


forward 3 


TM 


Cytosolic 


674 


forward 3 


TM 


Transmembrane 


710 


forward 3 


TM 


Non-Cytosolic 


733 


forward 3 


TM 


Transmembrane 


737 


forward 3 


TM 


Cytosolic 


757 


forward 3 


TM 


Transmembrane 


1017 


forward 3 


TM 


Non-Cytosolic 


37 


forward 1 


TM 


Cytosolic 


57 


forward 1 


TM 


Transmembrane 


169 


forward 1 


TM 


Non-Cytosolic 


39 


forward 2 


TM 


Cytosolic 


62 


forward 2 


TM 


Transmembrane 


66 


forward 2 


TM 


Non-Cytosolic 


86 


forward 2 


TM 


Transmembrane 


168 


forward 2 


TM 


Cytosolic 


39 


forward 3 


TM 


Cytosolic 


62 


forward 3 


TM 


Transmembrane 


168 


forward 3 


TM 


Non-Cytosolic 


25 


forward 2 


TM 


Non-Cytosolic 


/IO 

-ru 


C 1 o 

lvji vroiu At 


Tm a 
XIV1 


Transmembrane 


54 


forward 2 


TM 


Cytosolic 


77 


forward 2 


TM 


Transmembrane 


467 


forward 2 


TM 


Non-Cytosolic 


103 


forward 3 


TM 


Cytosolic 


126 


forward 3 


TM 


Transmembrane 


140 


forward 3 


TM 


Non-Cytosolic 


160 


forward 3 


TM 


Transmembrane 


199 


forward 3 


TM 


Cytosolic 


35 


forward 1 


TM 


Cytosolic 


58 


forward 1 


TM 


Transmembrane 



WO 02/083876 



PCT/US02/09921 



SEQ D NO: 


Template ID 


165 


LG:456954.1:2001MAR30 


165 


LG :456954. 1:2001M AR30 


165 


LG:456954. 1 :2001MAR30 


165 


LG:456954.1:2001MAR30 


165 


LG:456954.1:2001MAR30 


165 


LG:456954.1 :2001MAR30 


165 


LG:456954. 1 :2001MAR30 


165 


LG:456954.1:2001MAR30 


166 


LG:474942.12:2001MAR30 


166 


LG:474942.12:2001MAR30 


166 


LG:474942.12:2001MAR30 




LG:474942.12:2001MAR30 


1 66 


LG:474942.12:2001MAR30 


166 


LG:474942. 12:200 1MAR30 


167 


LG:4751 19.14:2001MAR30 


167 


LG:475119.14:2001MAR30 


167 


LG :475 1 1 9. 14:200 1MAR30 


167 


LG:475119.14:2001MAR30 


167 


LG:475119.14:2001MAR30 


167 


LG:4751 19.14:2001MAR30 


167 

X vl / 


LG:475119.14:2001MAR30 


167 


LG:475119.14:2001MAR30 


167 


LG:4751 19.14:2001MAR30 


168 


LG:479908.77:2001MAR30 


168 


LG:479908.77:2001MAR30 


168 


LG:479908/77:2001MAR30 


169 


LG:480127.47:2001MAR30 


169 


LG:480127.47:2001MAR30 


169 


LG:480127.47:2001MAR30 


170 


LG:481154.12:2001MAR30 



170 LG:48 1 154.1 2:200 1MAR30 

170 LG:481 154.12:2001MAR30 

170 LG:481 154.1 2:200 1MAR30 

170 LG:481154.12:2001MAR30 

17 1 LG:48 14 14. 6:200 1MAR30 
171 LG:481414.6:2001MAR30 
171 LG:481414.6:2001MAR30 
171 LG:481414.6:2001MAR30 
171 LG:481414.6:2001MAR30 
1 7 1 LG:48 1 414.6:2001MAR30 
171 LG:481414.6:2001MAR30 
171 LG :48 1 414.6:2001MAR30 
171 LG :48 1 4 1 4.6:2001M AR30 

171 LG:481414.6:2001MAR30 

172 LG:481941.1:2001MAR30 
172 LG:481941.1:2001MAR30 
172 LG:48194L1:2001MAR30 
172 LG:481941.1:2001MAR30 
1 72 LG:48 1 94 1 . 1 :200lMAR30 
172 LG:481941.1:2001MAR30 
172 LG:481941.1:2001MAR30 
172 LG :48 1 94 1 . 1 :2001 MAR30 
172 LG :48 1 94 1 . 1 :200 1 MAR30 
172 LG:481941.1:2001MAR30 



TABLE 2 



Start Stop Frame Domain Type 





JLU-i 


1U1W01U Jl 


TM 


1U3 


i ns. 


iorwdxu i 


TM 


1 OA 

12o 


O/IO 


1 Ul WolU x 


TM 


1 


DO 


iorwdiu j 


TM 


39 


CO 

Do 


iorwdiu d 


TM 


59 


i n 
11/ 


iorwaiu j 


TM 


118 


14U 


forward 3 


TM 


141 


O /f O 


iorwaru d 


TM 


1 


O 


forward 1 


X IV l 


7 


29 


forward 1 


TM 


30 


872 


forward 1 


TM 


1 


165 


forward 3 


TM 


166 


188 


rorwara 3 


TM 
1 1VJ 


189 


872 


forward 3 


TM 


1 


122 


forward 1 


TM 
1 IVl 


123 


145 


forward 1 


TN/I 
llVl 


146 


149 


forward 1 


liVl 


150 


169 


forward 1 


A IVl 


170 


181 


forward 1 


TWA 
x IVl 


182 


201 


forward 1 




202 


242 


forward 1 


TM 


243 


265 


forward 1 


TM 


266 


459 


forward 1 


1 IVl 


. 1 


41 


forward 3 


TM 


42 


64 


forward 3 


TM 

1 IVl 


65 


150 


forward 3 


TM 


1 


78 


forward 3 


TM 


79 


101 


forward 3 


TM 


102 


190 


forward 3 


TM 


1 


91 


forward 3 


TM 


92 


111 


forward 3 


TM 


112 


1082 forward 3 


TM 


1083 


1105 forward 3 


TM 



1106 


1152 


forward 3 


TM 


1 


376 


forward 1 


TM 


377 


399 


forward 1 


TM 


400 


531 


forward 1 


TM 


532 


554 


forward 1 


TM 


555 


877 


forward 1 


TM 


1 


752 


forward 3 


TM 


753 


775 


forward 3 


TM 


776 


781 


forward 3 


TM 


782 


801 


forward 3 


TM 


802 


877 


forward 3 


TM 


1 


19 


forward 2 


TM 


20 


41 


forward 2 


TM 


42 


491 


forward 2 


TM 


492 


514 


forward 2 


TM 


515 


523 


forward 2 


TM 


524 


546 


forward 2 


TM 


547 


759 


forward 2 


TM 


760 


782 


forward 2 


TM 


783 


801 


forward 2 


TM 


802 


824 


forward 2 


TM 



135 



Topology 
Non-Cytosolic 
Transmembrane 
Cytosolic 
Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 
Cytosolic 
Cytosolic 
Transmembrane 
Non-Cytosolic 

Cytosolic 
Transmembrane 
Non-Cytosolic 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 
Cytosolic 
Cytosolic 
Transmembrane 
Non-Cytosolic 
Non-Cytosolic 
Transmembrane 
Cytosolic 
Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 



BNSDOCID' <WO 02083876A2„L> 



WO 02/083876 



PCT/US02/09921 



SEQ D NO: Template ID Start 

1 72 LG:48 1 94 1 . 1 :2001 MAR30 825 

172 LG :48 1 94 1 . 1 :2001 M AR30 837 

172 LG:48 194 1 . 1 :2001MAR30 860 

172 LG:481941.1:2001MAR30 1185 

172 LG:48194L1:2001MAR30 1205 

172 LG:48194l.l:2001MAR30 1 

172 LG:481941.1:2001MAR30 12 

172 LG:481941.1:2001MAR30 35 

173 LG:887216.4:2001MAR30 1 
173 LG:887216.4:2001MAR30 249 

173 LG:887216.4:2001MAR30 267 

174 LG:899402.3:2001MAR30 1 
174 LG:899402.3:2001MAR30 755 
174 LG;899402.3:2001MAR30 775 
174 LG;899402.3:2001MAR30 915 
174 LG:899402.3:2001MAR30 938 
174 LG:899402.3:2001MAR30 1021 
174 LG:899402.3:2001MAR30 1044 
174 LG:899402,3:2001MAR30 1099 
174 LG:899402.3:2001MAR30 1122 
174 LG:899402.3:2001MAR30 1 
174 LG:899402.3:2001MAR30 841 
174 LG:899402.3:2001MAR30 864 
174 LG:899402.3:2001MAR30 :. 876 
174 LG:899402.3:2001MAR30 899 
174 LG:899402.3:2001MAR30 927 
174 LG:899402.3:2001MAR30 950 
174 LG:899402.3:2001MAR30 ■ 1137 
174 LG:899402.3:2001MAR30 . 1160 
174 LG:899402.3:2001MAR30 1650 

4 174 LG:899402.3:2001MAR30 1673 

174 LG:899402.3:2001MAR30 1712 

174 LG:899402.3:2001MAR30 1732 

174 LG:899402.3:2001MAR30 1762 

174 LG:899402.3:2001MAR30 1780 

175 LG:899894.2:2001MAR30 1 
175 LG:899894.2:2001MAR30 9 
175 LG;899894.2:2001MAR30 27 
175 LG:899894.2:2001MAR30 36 
175 LG:899894.2:2001MAR30 54 
175 LG:899894.2:2001MAR30 73 
175 LG:899894.2:2001MAR30 96 
175 LG:899894.2:2001MAR30 1 
175 LG:899894.2:2001MAR30 496 

175 LG:899894.2:2001MAR30 519 

176 LG:977908.1:2001MAR30 1 
176 LG:977908.1:2001MAR30 201 
176 LG:977908. 1:2001 MAR30 224 
176 LG:977908.1:2001MAR30 243 
176 LG:977908.1:2001MAR30 263 
176 LG:977908.1:2001MAR30 564 
176 LG:977908.1:2001MAR30 587 
176 LG:977908.1:2001MAR30 596 
176 LG:977908.1:2001MAR30 619 

136 



2 



Stop 


Frame 


Domain Type 


Topology 


836 


forward 2 


TM 


Cylosolic 


859 


forward 2 


TM 


Transmembrane 


1184 


forward 2 


TM 


Non-Cytosolic 


1204 


forward 2 


TM 


Transmembrane 


1263 


forward 2 


TM 


Cytosolic 


11 


forward 3 


TM 


Cytosolic 


34 


forward 3 


TM 


Transmembrane 


1263 


forward 3 


TM 


Non-Cytosolic 


248 


forward 2 


TM 


Cytosolic 


266 


forward 2 


TM 


Transmembrane 


283 


forward 2 


TM 


Non-Cytosolic 


754 


forward 2 


TM 


Non-Cytosolic 


774 


forward 2 


TM 


Transmembrane 


914 


forward 2 


TM 


Cytosolic 


937 


forward 2 


TM 


Transmembrane 


1020 


forward 2 


TM 


Non-Cytosolic 


1043 


forward 2 


TM 


Transmembrane 


1098 


forward 2 


TM 


Cytosolic 


1121 


forward 2 


TM 


Transmembrane 


1784 


forward 2 


TM 


Non-Cytosolic 


840 


forward 3 


TM 


Non-Cytosolic 


863 


forward 3 


TM 


Transmembrane 


875 


forward 3 


TM 


Cytosolic 


898 


forward 3 


TM 


Transmembrane 


926 


forward 3 


TM 


Non-Cytosolic 


949 


forward 3 . 


TM 


Transmembrane 


1136 


forward 3 


TM 


Cytosolic 


1159 


forward 3 


TM 


Transmembrane 


1649' 


forward 3 


TM 


Non-Cytosolic 


1672 


forward 3 


TM 


Transmembrane 


1711 


forward 3 


TM 


Cytosolic 


1731 


forward 3 


TM 


Transmembrane 


1761 


forward 3 


TM 


Non-Cytosolic 


1779 


forward 3 


TM 


Transmembrane 


1783 


forward 3 


TM 


Cytosolic 


8 


forward 2 


TM 


Cytosolic 


26 


forward 2 


TM 


Transmembrane 


35 


forward 2 


TM 


Non-Cytosolic 


53 


forward 2 


TM 


Transmembrane 


72 


forward 2 


TM 


Cytosolic 


95 


forward 2 


TM 


Transmembrane 


563 


forward 2 


TM 


Non-Cytosolic 


495 
518 


forward 3 


TM 


Non-Cytosolic 




T\ K 
X 1V1 


Transmembrane 


563 


forward 3 


TM 


Cytosolic 


200 


forward 1 


TM 


Cytosolic 


223 


forward 1 


TM 


Transmembrane 


242 


forward 1 


TM 


Non-Cytosolic 


262 


forward 1 


TM 


Transmembrane 


563 


forward 1 


TM 


Cytosolic 


586 


forward 1 


TM 


Transmembrane 


595 


forward 1 


TM 


Non-Cytosolic 


618 


forward 1 


TM 


Transmembrane 


710 


forward 1 


TM 


Cytosolic 



WO 02/083876 



PCT/US02/09921 



TABLE 2 

SEQDNO: Template ID Start Stop 

176 LG:97790S.1:2001MAR30 711 733 

176 LO:977908.1:2001MAR30 734 1236 

176 LG:977908.1:2001MAR30 1 561 

176 LG:977908.1:2001MAR30 562 584 

176 LG:977908.1:2001MAR30 585 596 

176 LG:977908.1:2001MAR30 597 619 

176 LG:977908.1:2001MAR30 620 1236 

177 LG:977929.1:2001MAR30 1 688 
177 LG:977929.1:2001MAR30 689 708 
177 LG:977929.1:2001MAR30 709 810 
177 LG:977929.1:2001MAR30 811 828 
177 LG:977929.1:2001MAR30 829 837 
177 LG:977929.1:2001MAR30 838 860 
177 LG:977929.1:2001MAR30 861 890 
177 LG:977929.1:2001MAR30 891 913 
177 LG:977929.1:2001MAR30 914 1006 
177 LG:977929.1:2001MAR30 1 837 
177 LG:977929.1:2001MAR30 838 860 
177 LG:977929.1:2001MAR30 861 1005 
177 LG:977929.1:2001MAR30 1 776 
177 LG:977929.1:2001MAR30 777 799 
177 LG:977929.1:2001MAR30 800 834 
177 LG:977929.1:2001MAR30 835 857 
177 LG:977929.1:2001MAR30 858 889 
177 LG:977929.1:2001MAR30 890 912 
177 LG:977929.1:2001MAR30 913 924 
177 LG:977929.1:2001MAR30 925 947 
177 LG:977929.1:2001MAR30 948 974 
177 LG:977929.1:2001MAR30 975 997 

177 LG:977929.1:2001MAR30 998 1005 

178 LG:978008.14:2001MAR30 1 991 
178 LG:978008.14:200lMAR30 992 1014 
178 LG:978008.14:2001MAR30 1015 1118 
178 LG:978008.14:2001MAR30 1119 1136 
178 LG:978008.14:2001MAR30 1137 1202 
178 LG:978008.14:2001MAR30 1203 1222 
178 LG:978008.14:2001MAR30 1223 1431 
178 LG:978008.14:2001MAR30 1432 1449 
178 LG:978008.14:2001MAR30 1450 1463 
178 LG:978008.14:2001MAR30 1464 1486 

178 LG:978008.14:2001MAR30 1487 1499 

179 LG:979054.18:2001MAR30 1 491 
179 LG:979054.18:2001MAR30 492 514 
179 LG:979054.18:2001MAR30 515 520 
179 LG:979054.18:2001MAR30 521 543 
179 LG:979054.18:2001MAR30 544 1150 
179 LG:979054.18:2001MAR30 1 490 
179 LG:979054.18:2001MAR30 491 513 
179 LG:979054.18:2001MAR30 514 514 
179 LG:979054.18:2001MAR30 515 537 

179 LG:979054.18:2001MAR30 538 1149 

180 LG:979185.10:2001MAR30 1 3 
180 LG:979185.10:2001MAR30 4 26 
180 LG:979185.10:2001MAR30 27 277 

137 



Frame 
forward 1 
forward 1 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 2 
forward 2 
forward 2 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 1 
forward 1 
forward 1 



Domain Type 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
• .TM 
. TM 



TM 

TM 

TM 

TM 

TM 

TM 

TM 

TM 

TM 

TM 

TM 

TM 

TM 

TM 

TM 

TM 

TM 

TM 

TM 

TM 

TM 

TM 

TM 

TM 

TM 

TM 

TM 



Topology 
Transmembrane 
Non-Cytosolic 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Non-Cytosolic 
Transmembrane 
Cytosolic 
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SEQ D NO: Template ID 


oian 


J OKJ 


T n*Q701R^ t O-OOO 1 \/f A I? 7H 
lAJ.y /y i oj. lU.ZUUliVlAK.3U 


Z/5 


1 RO 


JLfO .y I y I 00 . 1 U.ZUU 1 M AKoll 


^Ol 


1 RO 


T 0*0701 1 H-OAH 1 \A A T> 1f\ 
JuKJ.y fy I o j . 1 U.ZUU 1 JVLAKjU 


3ZU 


1 90 


T f1«Q7QlQC, 1 A.OAA1 TVA A t> in 

i-.u.y /y i o D . 1 u.zuu 1MAK3U 




1 80 


TO«0"70iC^ i n.onA i tv a a T>m 
Lu.y /y 1 oD . 1 U:ZUU 1MAR3U 


1 

I 


1 RO 

1 OU 


Lu.y /yioj.lU:ZUUlMAK30 


Z4Z 


1 RO 


T P.Q*?ni oc in.onnixyfA"oon 

L.O . y / y 1 bD . 1 U :200 1 M AR30 


Zo5 


i qa 
loU 


LU.y/91 85. 10:200 1MAR30 


277 


1 ca 
loU 


Lu:979 185.1 0:200 1MAR30 


297 


i qa 
18U 


T P.fnAI OC iA.OAAH/r»nin 

Lu:979 185.1 0:200 1MAR30 


cno 

502 


1 On 

I 80 


LG.979 185.1 0:200 1MAR30 


525 


i o n 

lot) 


LG : 979 1 85 . 1 0: 200 1 M AR3 0 


1 


1 OA 

180 


LG:979 185.1 0:200 1MAR30 


7 


1 On 

lbO 


LG:979 185.1 0: 200 1M AR30 


25 


1 on 
180 


LG:9791 85. 10:200 1MAR30 


39 


ISO 


LG.9791 85. 1 0.2001MAR30 


62 


i on 
180 


LG:979185.10:2001MAR30 


242 


t on 


LG: 979 1 85 . 1 0:200 1MAR30 


265 


i on 

180 


LG:979185.10:2001MAR30 


274 


n on 

180 


LG:979 1 85. 1 0:200 1 M AR3 0 


297 


i on 

180 


LG :979 1 85 . 1 0:200 1M AR30 


316 


1 on 

180 


LG:979 1 85. 1 0:200 1M AR30 


339 


180 


LG:979185.1O:2O01MAR3O 


363 


180 


LG:979 185.1 0:200 1MAR30 


386 


i on 

180 


LG:979185.10:2001MAR30 


405 


180 


LG:979185.10:2001MAR30 


428 


1 O 1 

lbl 


LG:983654. 1 :2001MAR30 


1 


1 o t 


LG:983654.1:2001MAR30 


320 


1 O 1 

181 


LG:983654. 1 :2001MAR30 


343 


lbl 


LG:983654. 1 :2001MAR30 


349 


1 O 1 

181 


LG:983654. 1 :2001MAR30 


369 


1 O 1 

181 


LG:983654. 1 :2001MAR30 


1 




LG:983654. 1 :2001MAR30 


238 


1 O 1 

181 


LG:983654. 1 :2001MAR30 


256 


lol 


LG:983654. 1 :2001MAR30 


320 


1 O 1 

lol 


LG:983654. 1 :2001MAR30 


343 


1 CO 

loZ 


T /"* .AOCAA1 1 O .^nnn "fc /r a ti o/-v 

LG:985092. 12:2001MAR30 


1 


1 QO 

1 oZ 


T PiAOcaa^ i **> .onn i n. >r a t*» o 

LG:985092. 12:200 1MAR30 


119 


1 R9 
toZ 


T r 1 tOOC AftO II.IAAIX/f AH^A 

LLj:y85Uyz. 12:20U1MAR30 


142 


1 23 
I Bj 


T f\ .AOTiniC O .OAA 1 X A* A T)1A 

L(j:y 87 390.8 :2UU 1 M AR30 


1 


T 83 


l^Lr.yo73yo.o:ZUOIMAR30 


133 


1 S3 
lo\3 


Lu:y8739o. 8 :20U1MAR30 


153 


1 O J> 


T P.nOT3A£ O.IAAI ~K AT A T>Orv 

lwU:y8739o.8:2001MAR30 


214 


1 P.3 


1-U.y 8 /39 0. o :2UU I MAR30 


297 


J 03 


:98739o. o :20U I M AR30 


I 


1 CI 
i 


Lu:y8739o.o:2OOlMAR30 


271 


1 Q3 


LL»:yo / 3yo.o:ZUUlMAK30 


294 


183 


LG:987396.8:2001MAR30 


0 cn 

359 


183 


LG:987396.8:2001MAR30 


382 


184 


LG:987418.10:2001MAR30 


1 


184 


LG:987418.10:2001MAR30 


455 


184 


LG:987418.10:2001MAR30 


475 


185 


LG:997203.25:2001MAR30 


1 


185 


LG:997203.25:2001MAR30 


802 



138 



2 



olop 


Frame 


Domain Type 


Topology 


300 


iorwaro 1 


IM 


Transmembrane 


j iy 


forward 1 


TM 


Non-Cytosolic 




forward 1 


IM 


Transmembrane 


D33 


forward 1 


TM 


Cytosolic 


94 1 
1 


iorwaro z 


IM 


Non-Cytosolic 




forward 2 


IM 


Transmembrane 


z/o 


forward 2 


TM 


Cytosolic 


OOA 

zyo 


forward 2 


•TO A 

TM 


Transmembrane 


cm 


forward 2 


TM 


Non-Cytosolic 


DZ4 


forward Z 


TM 


Transmembrane 


533 


forward 2 


TM 


Cytosolic 


0 


forward 3 


TM 


Cytosolic 


24 


forward 3 


TM 


Transmembrane 


t>o 

38 


forward 3 


TM 


Non-Cytosolic 


61 


forward 3 


TM 


Transmembrane 


OA 1 

241 


forward 3 


TM 


Cytosolic 


264 


forward 3 


TM 


Transmembrane 


OTO 

273 


forward 3 


TM 


Non-Cytosolic 


296 


forward 3 


TM 


Transmembrane 


315 


forward 3 


TM 


Cytosolic 


338 


forward 3 


TM 


Transmembrane 


362 


forward 3 


TM 


Non-Cytosolic 


n or 

385 


forward 3 


TM 


Transmembrane 


404 


forward 3 


TM 


Cytosolic 


427 


forward 3 


. TM 


Transmembrane 


CIO 

532 


forward 3 


TM 


Non-Cytosolic 


319 


forward 2 


TM 


Non-Cytosolic 


342 


forward 2 


TM 


Transmembrane 


348 


forward 2 


TM 


Cytosolic 


368 


forward 2 


TM 


Transmembrane 


3oy 


forward 2 


TM 


Non-Cytosolic 


237 


forward 3 


TM 


Cytosolic 


occ 

255 


forward 3 


TM 


Transmembrane 


0 1 n 
319 


forward 3 


TM 


Non-Cytosolic 


342 


forward 3 


TM 


Transmembrane 


368 


forward 3 


TM 


Cytosolic 


1 18 


forward 3 


TM 


Cytosolic 


141 


forward 3 


TM 


Transmembrane 


3oy 


forward 3 


TM 


Non-Cytosolic 


132 


forward 2 


TM 


Non-Cytosolic 


I DZ 


forward z 


TM 


Transmembrane 


000 
Z/3 


forward 2 


TM 


Cytosolic 


OOA 

zyo 


forward 2 


TM 


Transmembrane 


OO/l 

yz4 


forward 2 


•TO A 

TM 


Non-C v tosolic 


oon 
Z/U 


forward 3 


TM 


Non-Cytosolic 


OO'i 
Lyo 


forward 3 


TM 


Transmembrane 


D JO 


forward 3 


TM 


Cytosolic 


381 


forward 3 


TM 


Transmembrane 


924 


forward 3 


TM 


Non-Cytosolic 


454 


forward 2 


TM 


Non-Cytosolic 


474 


forward 2 


TM 


Transmembrane 


479 


forward 2 


TM 


Cytosolic 


801 


forward 1 


TM 


Non-Cytosolic 


824 


forward 1 


TM 


Transmembrane 
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SEQ D NO: Template ID 

185 LG:997203.25:2001MAR30 

185 LG:997203.25:2001MAR30 

185 LG:997203.25:2001MAR30 

185 LG:997203.25:2001MAR30 

1 85 LG:997203.25:2001MAR30 

185 LG:997203.25:2001MAR30 

185 LG:997203.25:2001MAR30 

185 LG:997203.25:2001MAR30 

185 LG:997203.25:2001MAR30 

185 LG:997203.25:2001MAR30 

185 LG:997203.25:2001MAR30 

1 85 LG:997203.25:2001MAR30 

- 185 LG:997203.25:2001MAR30 

185 LG:997203.25:2001MAR30 

186 LG:997477.8:2001MAR30 
1 86 LG:997477.8:2001MAR30 
1 86 LG:997477.8:2001MAR30 
186 LG:997477.8:2001MAR30 
1 86 LG:997477.8:2001MAR30 
1 86 LG:997477.8:2001MAR30 

1 86 LG:997477.8:2001MAR30 

187 LG:998855.4:2001MAR30 
1 87 LG:998855.4:2001MAR30 

1 87 LG:998855.4:2001MAR30 

188 LG:999093.1:2001MAR30 
188 LG.999093. 1 :2001MAR30 
1 88 LG:999093. 1 :2001MAR30 
188 LG:999093.1:2001MAR30 
188 LG:999093. 1 :2001MAR30 
188 LG:999093.1:2001MAR30 
1 88 LG:999093. 1 :2001MAR30 
188 LG:999093.1:2001MAR30 
1 88 LG:999093.1 :2001MAR30 
188 LG:999093. 1 :2001MAR3O 
188 LG:999093.1:2001MAR30 
1 88 LG:999093.1:2001MAR30 
188 LG:999093.1:2001MAR30 
188 LG:999093.1:2001MAR30 
188 LG:999093.1:2001MAR30 
1 S8 LG:999093. 1 :2001MAR30 
188 LG:999093.1:2001MAR30 
1 88 LG:999093.1:2001MAR30 
188 LG:999093.1:2001MAR30 
188 LG:999093.1 :2001MAR30 
188 LG:999093.1 :2001MAR30 
1 88 LG:999093. 1 :2001MAR30 
1 88 LG:999093.1:2001MAR30 
188 LG:999093. 1:2001MAR30 
1 88 LG:999093.1:2001MAR30 
188 LG:999093.1:2001MAR30 
1 88 LG:999093. 1 :2001MAR30 
188 LG:999093.1:2001MAR30 
188 LG:999093.1:2001MAR30 
188 LG:999093.1:2001MAR30 



TABLE 2 






Qtorf 




Frame 


Domain Type 




830 


forward 1 


TM 


1 


846 


forward 1 

iVI V» ill U * 


TM 


/ 




forward 1 


TM 


ODD 


87 S 


forward I 


TM 


o/O 


Q94 


forward 1 


TM 


OK 


Q47 
y*+ / 


forward 1 


TM 


V45 




forward 1 


TM 


no i 
Vol 




forward 1 

iUl TV CLl \J 1 


TM 


1 f\f\A 

1UU4 


1909 


forward 1 

IUl VV CLL U 1 


TM 


1 




fnrwcird ^ 

IUl Wdl — ' 


TM 


975 


009 


fnrwnrH "I 
lvji wqi u j 


TM 


993 


1U45 


lUi waiu j 


TM 


1049 




IUl Wal u 


TM 


1072 


1 OQ1 


AOI Weil U 


TM 


1 


<:o 


■fr»T\x?iirri 9 
lOl Wal sJ 


TM 


60 


oZ 


ffxrwtarn 9 
L\Jl Wal U 


TM 


83 


11 D 


lUIWal U 


TM 


276 




IOrWaiU £ 


TM 


299 


D\Jl 


lorwaiu z. 


TM 


3U2 


51.** 


■fr\f"\t/ciT*/i 9 


TM 


325 


401 


fnru/nrH 9 


TM 


1 


50 


forward 1 


TM 


51 


73 


forward 1 


TM 


74 


333 


forward 1 


' TM 


1 


1115 


forward 1 


TM 


1116 


1138 


forward 1 


TM 



1139 


1316 


forward 1 


TM 


1317 


1339 


forward 1 


TM 


1340 


1554 


forward 1 


TM 


1 


1073 


forward 2 


TM 


1074 


1093 


forward 2 


TM 


1094 


1099 


forward 2 


TM 


1100 


1119 


forward 2 


TM 


1120 


1123 


forward 2 


TM 


1124 


1143 


forward 2 


TM 


1144 


1163 


forward 2 


TM 


1164 


1186 


forward 2 


TM 


1187 


1261 


forward 2 


TM 


1262 


1284 


forward 2 


TM 


1285 


1296 


forward 2 


TM 


1297 


1314 


forward 2 


TM 


1315 


1318 


forward 2 


TM 


1319 


1341 


forward 2 


TM 


1342 


1394 


forward 2 


TM 


1395 


1417 


forward 2 


TM 


1418 


1554 


forward 2 


TM 


1 


422 


forward 3 


TM 


423 


445 


forward 3 


TM 


446 


536 


forward 3 


TM 


537 


559 


forward 3 


TM 


560 


760 


forward 3 


TM 


761 


783 


forward 3 


TM 


784 


1077 


forward 3 


TM 


1078 


1100 


forward 3 


TM 



Topology 
Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 
Cytosolic 
Cytosolic 
Transmembrane 
Non-Cytosolic 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
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PCT/US02/09921 



SEQ D NO: Template ID 

188 LG:999093. 1 :2001 MAR30 

1 88 LG:999093 . 1 :200 1 MAR30 

188 LG:999093.1:2001MAR30 

188 LG:999093.1:2001MAR30 

188 LG:999093.1:2001MAR30 

188 LG:999093.1:2001MAR30 

1 88 LG:999093. 1 :2001MAR30 

188 LG:999093. 1 :2001MAR30 

188 LG:999093.1:2001MAR30 

188 LG:999093. 1 :2001MAR30 

1 88 LG:999093. 1 :2001M AR30 

1 88 LG:999093. 1 :2001MAR30 

1 88 LG:999093. 1 :2001MAR30 

1 89 LG:999 1 83. 1 :2001MAR30 
1 89 LG:999 1 83. 1 :2001MAR30 
189 LG:999183.1:2001MAR30 
1 89 LG :999 1 83. 1 :2001 MAR30 
1 89 LG:999 1 83. 1 :2001MAR30 
189 LG:999183.1:2001MAR30 
1 89 LG:999 183.1 :2001MAR30 
1 89 LG :999 183.1 :2001 M AR30 

189 LG :999 1 83 . 1 :2001 M AR30 

190 LI:1032972.1:2001MAY17 
1 90 LI: 1 032972. 1 :2001MAY17 
190 LI:1032972.1:2001MAY17 
190 LI: 1 032972. 1 :2001MAY 17 

• 190 LI:1032972.1:2001MAY17 

190 LI:1032972;l:2001MAY17 

1 90 LI: 1 032972. 1 :2001MAY17 

190 LI:1032972.1:2001MAY17 

190 LI: 1 032972. 1 :200 1 MAY 17 

190 LI:1032972.1:2001MAY17 

190 LI:1032972.1:2001MAY17 

1 90 LI: 1 032972. 1 :200 IMA Y 1 7 

1 90 LI: 1 032972. 1 :2001MAY 17 

1 9 1 LI: 1 70666.6:2001MA Yl 7 
191 LI: 1 70666.6:200 1MAY17 

191 LI: 1 70666.6:2001MAY1 7 

192 LI:197048.10:2001MAY17 
192 LI:197048.10:2001MAY17 
192 LI:197048.10:2001MAY17 
192 LI: 1 97048. 10:2001MAY17 
192 LI: 1 97048. 10:2001MAY17 
192 1 .1:1 97048, ! 0:200 1M AY 17 
1 92 LI: 1 97048. 1 0:2001MAY1 7 
192 LI:197048.10:2001MAY17 
3 92 LI: 1 97048. 10.-2001MAY17 
1 92 LI: 197048. 10:2001MAY17 
1 92 LI: 197048. 10:2001MAY17 
192 LI:197048.10:2001MAY17 
192 LI: 1 97048. 1 0:200 1 MAY 1 7 
192 LI:197048.10:2001MAY17 
192 LI:197048.10:2001MAY17 
192 LI:197048.10:2001MAY17 



TABLE 2 



Start 


Stop 


Frame 


Domain Type 


Topology 


1101 


1109 


forward 3 


TM 


Non-Cytosolic 


1110 


1132 


forward 3 


TM 


Transmembrane 


1133 


1317 


forward 3 


TM 


Cytosolic 


1318 


1340 


forward 3 


TM 


Transmembrane 


1341 


1343 


forward 3 


TM 


Non-Cytosoiic 


1344 


1363 


forward 3 


TM 


Transmembrane 


1364 


1375 


forward 3 


TM 


Cytosolic 


1376 


1395 


forward 3 


TM 


Transmembrane 


1396 


1468 


forward 3 


TM 


Non-Cytosolic 


1469 


1488 


forward 3 


TM 


Transmembrane 


1489 


1499 


forward 3 


TM 


Cytosolic 


1500 


1522 


forward 3 


TM 


Transmembrane 


1523 


1553 


forward 3 


TM 


Non-Cytosolic 


1 


1406 


forward 1 


TM 


Non-Cytosolic 


1407 


1424 


forward 1 


TM 


Transmembrane 


1425 


1443 


forward 1 


TM 


Cytosolic 


1444 


1463 


forward 1 


TM 


Transmembrane 


1464 


1477 


forward 1 


TM 


Non-Cytosolic 


1478 


1500 


forward 1 


TM 


Transmembrane 


1501 


1615 


forward 1 


TM 


Cytosolic 


1616 


1638 


forward 1 


TM 


Transmembrane 


1639 


1642 


forward 1 


TM 


Non-Cytosolic 


1 


55 


forward 1 


TM 


Cytosolic 


56 


78 


forward 1 


TM 


Transmembrane 


79 


336 


forward 1 


TM 


Non-Cytosolic 


1 


58 


forward 2 


TM 


Cytosolic 


59 


81 


forward 2 


TM 


Transmembrane 


82 


295 


forward 2 


TM 


Non-Cytosolic 


296 


318 


forward 2 


TM 


Transmembrane 


319 


335 


forward 2 


TM 


Cytosolic 


1 


12 


forward 3 


TM 


Non-Cytosolic 


13 


35 


forward 3 


TM 


Transmembrane 


36 


55 


forward 3 


TM 


Cytosolic 


56 


78 


forward 3 


TM 


Transmembrane 


79 


335 


forward 3 


TM 


Non-Cytosolic 


1 


155 


forward 3 


TM 


Non-Cytosolic 


156 


178 


forward 3 


TM 


Transmembrane 


179 


222 


forward 3 


TM 


Cytosolic 


1 


336 


forward 1 


TM 


Non-Cytosolic 


337 


359 


forward 1 


TM 


Transmembrane 


360 


598 


forward 1 


TM 


Cytosolic 


599 


621 


forward 1 


TM 


Transmembrane 


622 


640 


forward 1 


TM 


Non-Cytosoiic 


641 


663 


»w» fTIUU X 


TTV A 
x x-wx 


Trans membrane 


664 


714 


forward 1 


TM 


Cytosolic 


715 


737 


forward 1 


TM 


Transmembrane 


738 


751 


forward 1 


TM 


Non-Cytosolic 


752 


771 


forward 1 


TM 


Transmembrane 


772 


829 


forward 1 


TM 


Cytosolic 


1 


324 


forward 2 


TM 


Cytosolic 


325 


347 


forward 2 


TM 


Transmembrane 


348 


361 


forward 2 


TM 


Non-Cytosolic 


362 


384 


forward 2 


TM 


Transmembrane 


385 


488 


forward 2 


TM 


Cytosolic 



140 
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SEQDNO: 
192 
192 
192 
192 
192 
192 
192 
192 
192 
192 
192 
192 
192 
192 
192 
192 
192 
192 
192 
192 
192 
192 
192 
193 
193 
193 
193 
193 
193 
193 
193 
193 
194 
194 
194 
195 
195 
195 
196 
196 
196 
196 
196 
196 
196 
196 
196 
196 
196 
196 
196 
197 
197 
197 



Template ID 
LI:197048.10:2001MAY17 
LI:197048.10:2001MAY17 
LI:197048.10:2001MAY17 
LL197048.10:2001MAY17 
LI:197048.10:2001MAY17 
LI:197048.10:2001MAY17 
LI:197048.10:2001MAY17 
LI:197048.10:2001MAY17 
L1:197048.10:2001MAY17 
LI:197048.10:2001MAY17 
LI:197048.10:2001MAY17 
LI:197048.10:2001MAY17 
LI: 197048. 10:2001MAY 17 
LI:197048.10:2001MAY17 
LI: 1 97048. 10:2001MAY 1 7 
LI:197048.10:2001MAY17 
LI:197048.10:2001MAY17 
LI: 197048.10:2001MAY17 
LI:197048.10:2001MAY17 
LI:197048.10:2001MAY17 
LI:197048.10:2001MAY17 
LI:197048.10:2001MAY17 
LI:197048.10:2001MAY17 
LI:228655.5:2001MAY17 
LI:228655.5:2001MAY17 
L1:228655.5:2001MAY17 
LI:228655.5:2001MAY17 
LI:228655.5:2001MAY17 • 
■ LI:228655.5:2001MAY17 
LI:228655.5:2001MAY17 
LI:228655.5:2001MAY17 
LI:228655.5:2001MAY17 
LI:229789.6:2001MAY17 
LI:229789.6:2001MAY17 
LI:229789.6:2001MAY17 
LI:231500.8:2001MAY17 
LI:231500.8:2001MAY17 
LI:231500.8:2001MAY17 
LI:253851.26:2001MAY17 
U:253851.26:2001MAY17 
LI:253851.26:2001MAY17 
LI:253851.26:2001MAY17 
U:253851.26:2001MAY17 
LI:253851.26:2001MAY17 
LI:25385 1 .26:2001MAY 1 7 
LI:253851.26:2001MAY17 
LI:253851.26:2001MAY17 
LL25385 1 .26:2001MAY 1 7 
LI:253851.26:2001MAY17 
LI:25385L26:2001MAY17 
LI:253851.26:2001MAY17 
LL373302. 1 :2001MA Y 1 7 
LI:373 302. 1 :200 1M A Y 1 7 
LL373302. 1 :200 1M AY 1 7 



TABLE 2 

Start Stop 

489 506 

507 509 

510 529 

530 597 

598 620 

621 639 

640 662 

663 797 

798 820 

821 828 



1 



376 



377 399 

400 436 

437 459 

460 488 

489 511 

512 523 

524 546 

547 555 

556 578 

579 597 

598 617 

618 828 



1 

34 
57 
77 
95 



33 
56 
76 
94 
108 



109 131 

132 200 

201 223 

224 237 

1 367 

368 390 

391 394 

1 458 

459 477 

478 481 

1 6 



7 

26 
35 
58 



25 
34 
57 
414 



415 437 
438 477 



478 497 

498 517 

518 537 

538 556 

557 579 

580 748 

1 61 

62 84 

85 104 
141 



Frame 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 
forward 
forward 
forward 
forward 
forward 
forward 
forward 
forward 
forward 
forward 
forward 
forward 
forward 
forward 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 1 
forward 1 
forward 1 



Domain Type 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
. ' TM 
TM 
TM 
TM 
TM 
TM 
TM 
• TM 



TM 

TM 

TM 

TM 

TM 

TM 

TM 

TM 

TM 

TM 

TM 

TM 

TM 

TM 

TM 

TM 

TM 

TM 

TM 

TM 



Topology 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Non-Cytosolic 
Transmembrane 
Cytosolic * 
Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Non-Cytosolic 
Transmembrane 
Cytosolic 



BNSDOCID. <WO 02083876A2J. > 



WO 02/083876 



PCT/US02/09921 



SEQ D NO: Template ID 

1 97 LI:373302. 1 : 200 1 MAY 1 7 

197 LL373302. 1 :200 1 MAY 1 7 

197 LL373302. 1 :200 1 MAY 1 7 

197 LI:373302.1:2001MAY17 

197 Ll:373302. 1 :2001MAY1 7 

197 LI:373302.1:2001MAY17 

197 LI:373302.1:2001MAY17 

197 LI:373302.1:20OlMAY17 

197 LI: 373302. 1 :200 1 MAY 1 7 

1 97 LL373302. 1 :200 1 MAY 1 7 

197 LI:373302.1:2001MAY17 

197 LI:373302.1:2001MAY17 

1 97 LL373 302. 1:2001 MAY 1 7 

197 LL373302. 1 :2001MAY 1 7 

197 LI:373302.1:2001MAY17 

197 LI:373302.1:2001MAY17 

197 LL373302. 1 :2001MAY1 7 

197 LL373302. 1 :2001MAY 1 7 

198 LI:405707.12:2001MAY17 
198 LI:405707.12:2001MAY17 
198 LI:405707.12:2001MAY17 
198 LI:405707.12:2001MAY17 
198 U:405707.12:2001MAY17 
198 LL405707. 12:2001MAY 17 

198 LI:405707. 12:2001 MAY 1 7 

199 *LI:411441.8:2001MAY17 
199 LI:411441.8:2001MAY17 

199 LI:411441.8:2001MAY17 

200 LI:758193.3:2001MAY17 
200 LL758 193.3 :2001MA Y 1 7 
200 LI:758193.3:2001MAY17 
200 LI:758193.3:2001MAY17 
200 LI:758193.3:2001MAY17 
200 LI:758 1 93 .3:200 1 MAY 1 7 
200 LI:758193.3:2001MAY17 
200 LI:758193.3:2001MAY17 
200 LI:758 193.3:2001MA Y 1 7 
200 LI:758193.3:2001MAY17 
200 LI:758193.3:2001MAY17 
200 LI:758 193.3:200 IMA Y 1 7 
200 LI:758 1 93 .3 :200 IMA Y 1 7 
200 LI:758193.3:2001MAY17 
200 LI:758 193.3:200 IMA Y 1 7 

onn T T.icoi ni n .i~tr\r\ -i ■* * a xni 

200 LI:758193.3:2001MAY17 

200 LI:758193.3:2001MAY17 

200 LI:758193.3:2001MAY17 

200 LI:758193.3:2001MAY17 

200 LI:758 193.3:2001MAY 1 7 

200 LI:758193.3:2001MAY17 

200 LI:758193.3:2001MAY17 

200 LI:758193.3:2001MAY17 

200 LI:758193.3:2001MAY17 

200 LL758 193.3:2001MAY 1 7 



TABLE 2 



Start 


Stop 


Frame 


Domain Type 


Topology 


105 


124 


forward 1 


TM 


Transmembrane 


125 


457 


forward 1 


TM 


Non-Cytosolic 


1 


110 


forward 2 


TM 


Non-Cytosolic 


111 


133 


forward 2 


TM 


Transmembrane 


134 


161 


forward 2 


TM 


Cytosolic 


162 


184 


forward 2 


TM 


Transmembrane 


185 


214 


forward 2 


TM 


Non-Cytosolic 


215 


237 


forward 2 


TM 


Transmembrane 


238 


395 


forward 2 


TM 


Cytosolic 


396 


418 


forward 2 


TM 


Transmembrane 


419 


456 


forward 2 


TM 


Non-Cytosolic 


1 


98 


forward 3 


TM 


Cytosolic 


99 


121 


forward 3 


TM 


Transmembrane 


122 


368 


forward 3 


TM 


Non-Cytosolic 


369 


391 


forward 3 


TM 


Transmembrane 


392 


411 


forward 3 


TM 


Cvtosolic 


412 


434 


forward 3 


TM 


Transmembrane 


435 


456 


forward 3 


TM 


Non-Cytosolic 


1 


14 


forward 2 


TM 


Non-Cytosolic 


15 


37 


forward 2 


TM 


Transmembrane 


38 


128 


forward 2 


TM 


Cvtosolic 


129 


146 


forward 2 


TM 


Transmembrane 


147 


149 


forward 2 


TM 


Non-Cvtosnl ir 


150 


172 


forward 2 


TM 


Transmembrane 


173 


438 


forward 2 


TM 


Cvtosolic 


1 


. 92 


forward 3 


TM 


Cvtosolic* 


93 


115 


forward 3 


TM 


Tran s m em hra n e 


116 


497 


forward 3 


TM 


Non-Cytosolic 


1 


9 


forward 1 


TM 


Non-Cvtosnlir 


10 


32 


forward 1 


TM 


Transmembrane 


33 


52 


forward 1 


TM 


Cvtosolir 


53 


75 


forward 1 


TM 


Transmembrane 


76 


99 


forward 1 


TM 


Non-Cvtosolir 


100 


122 


forward 1 


TM 


Transmembrane 


123 


214 


forward 1 


TM 


Cytosolic 


215 


237 


forward 1 


TM 


Transmembrane 


238 


282 


forward 1 


TM 


Non-Cytosolic 


283 


305 


forward 1 


TM 


Transmembrane 


306 


311 


forward 1 


TM 


Cytosolic 


312 


334 


forward 1 


TM 


Transmembrane 


335 


343 


forward 1 


TM 


Non-Cytosolic 


344 


366 


forward 1 


TM 


Transmembrane 


367 


415 


forward 1 


TM 


Cytosolic 


416 


435 


forward I 


TM 


Transmembrane 


436 


476 


forward 1 


TM 


Non-Cytosolic 


477 


499 


forward 1 


TM 


Transmembrane 


500 


552 


forward 1 


TM 


Cytosolic 


553 


575 


forward 1 


TM 


Transmembrane 


576 


584 


forward 1 


TM 


Non-Cytosolic 


585 


607 


forward 1 


TM 


Transmembrane 


608 


664 


forward 1 


TM 


Cytosolic 


1 


20 


forward 2 


TM 


Cytosolic 


21 


38 


forward 2 


TM 


Transmembrane 


39 


64 


forward 2 


TM 


Non-Cytosolic 



BNSDOCID: <WO 02083876A2 L> 



WO 02/083876 



PCT/US02/09921 



SEQDNO: 


Template ID 


200 


LI:758193.3:2001MAY17 


200 


LI:758193.3:2O01MAY17 


200 


LI:758193.3:2001MAY17 


200 


LI:758193.3:2001MAY17 


200 


LI:758193.3:2001MAY17 


200 


12:758 193.3:200 1M A Y 1 7 


200 


LI:758193.3:2001MAY17 


200 


LI:758193.3:2001MAY17 


200 


LI:758193.3:2001MAY17 


200 ' 


LI:758193.3:2001MAY17 


200 


12:758 193.3:2001MAY17 


200 


LI:758193.3:2001MAY17 


200 


LI:758193.3:2001MAY17 


200 


LI:758193.3:2001MAY17 


200 


12:758 193.3:2001MAY17 


200 


LI:758 1933:200 1MAY 17 


200 


LI:758193.3:2001MAY17 


200 


LL758 193.3:200 1MAY17 


200 


LI:758193.3:2001MAY17 


200 


LI:758193.3:2001MAY17 


200 


LI:758193.3:2001MAY17 


200 


LI:758193.3:2001MAY17 


200 


LI:758193.3:2001MAY17 


200 


LI:758193.3:2001MAY17 



200 LI:758193.3:2001MAY17 

200 LI:758193.3:2001MAY17 

200 LI:758193.3:2001MAY17 

200 LI:758193.3:2001MAY17 

200 LI:758193.3:2001MAY17 

200 12:758 193.3 :200 1MAY 1 7 

200 12:758 193 .3 :200 1MAY 1 7 

201 LI: 1028562.3 :2001MAY17 
201 LI:1028562.3:2001MAY17 
201 LI: 1028562.3 :2001MAY17 
201 LI:1028562.3:2001MAY17 

201 LI:1028562.3:2001MAY17 

202 LI:104650.7:2001MAY17 
202 LI: 104650.7 :2001MAY17 
202 LI: 104650.7:2001MAY 17 
202 LI: 1 04650.7 :200 1M AY 1 7 
202 LI: 104650.7:2001MAY17 
202 LI: 104650.7 :2001MAY 17 

202 LI: 104650.7:2001MAY 1 7 

203 LI: 1094557 .4:2001MAY 17 
203 LI:1094557.4:2001MAY17 
203 LI:1094557.4:2001MAY17 
203 LI: 1094557 .4:2001MAY 1 7 
203 LI: 1094557 .4:200 1 MAY 1 7 
203 LI: 1094557 .4:2001MAY 1 7 
203 LI: 1094557 .4 :2001MAY 1 7 

203 LI: 1 094557 .4:200 1M AY 1 7 

204 LI: 1 143528.4:2001MAY 17 
204 LI:1 143528.4:2001MAY 1 7 
204 LI:1143528.4:2001MAY17 



TABLE 2 

Start Stop Frame Domain Type 

65 87 forward 2 TM 

88 211 forward 2 TM 

212 234 forward 2 TM 

235 243 forward 2 TM 

244 261 forward 2 TM 

262 277 forward 2 TM 



278 


300 forward z 


TM 
1 AVI 


301 


476 forward z 


1 1V1 


477 


499 forward 2 


TM 


500 


552 forward 2 


liVi 


553 


575 forward 2 


TAA 
1M 


576 


584 forward 2 


TM 


585 


607 forward 2 


TTV/f 


608 


664 forward 2 




1 


19 forward 3 


1M 


20 


42 forward 3 


TTV/f 
1M 


43 


56 forward 3 


1M 


57 


79 forward 3 


1M 


80 


115 forward 3 


TM 


116 


138 forward 3 


TM 


139 


213 forward 3 


TM 


214 


236 forward 3 


1M 


237 


278 forward 3 


1M 


279 


301 * forward 3 


IM 


302 


360 forward 3 


1M 


361 


383 forward 3 


JM 


384 


475 forward 3 


1M 


476 


498 forward 3 


TTv/T 

IM 


499 


5 17 forward 3 


TTVA 
IM 


518 


540 forward 3 


TTV/f 

IM 


541 


664 forward 3 


TTVA 

IM 


1 


6 forward 2 


IM 


7 


24 forward 2 


TM 
IM 


25 


43 forward 2 


TM 
IM 


44 


66 forward 2 


IM 


67 


69 forward Z 


TM 


1 


6 forward 3 


TTV/T 
IM 


7 


29 torward 3 


llvl 


30 


38 forward 3 


TM 
IM 


39 


ol torwara 3 


TM 


62 


72 forward 3 


TM 


73 


95 forward 3 


TM 


96 


265 forward 3 


TM 


1 


57 forward 1 


TM 


58 


80 forward 1 


TM 


81 


311 forward 1 


TM 


1 


90 forward 3 


TM 


91 


113 forward 3 


TM 


114 


127 forward 3 


TM 


128 


147 forward 3 


TM 


148 


310 forward 3 


TM 


1 


302 forward 1 


TM 


303 


325 forward 1 


TM 


326 


331 forward 1 


TM 



143 



Topology 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 
Cytosolic 
Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 
Cytosolic 
Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 
Cytosolic 
Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Non-Cytosolic 
Transmembrane 
Cytosolic 
Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Non-Cytosolic 
Transmembrane 
Cytosolic 



BNSDOCID: <WO 02083B76A2 J. > 



WO 02/083876 



PCT/US02/0992! 



SEQ D NO: Template ID 


Start 




LI: 1 143528 .4:2001 MAY1 7 


1 


OH/1 


T T.1 1 yOCOO v4 O c\t\ iikjf a -x -t «-r 

LI: 1 143528.4:2001 MA Yl 7 


299 


ZU4 


LI:1 14352b.4:2001MAY17 


322 


one 
ZUO 


LI:1172210.7:2001MAY17 


1 


ZUj 


LI:1172210.7:2001MAY17 


coo 

583 


one 
Zlo 


LI : 1 1 722 1 0.7 : 200 1M A Y 1 7 


601 


zuo 


LI:1178659.14:2001MAY17 


1 


OA/ 

ZOo 


LI:117S659.14:2001MAY17 


695 


206 


LI:1178659.14:2001MAY17 


718 


206 


LI:1178659.14:2001MAY17 


780 


206 


LI:1178659.14:2001MAY17 


803 


206 


LI:1178659.14:2001MAY17 


812 


206 


LI:1178659.14:200IMAY17 


835 


206 


LI: 1 178659. 14:2001MAY17 


1 


206 


LI:1178659.14:2001MAY17 


234 


206 


U:1178659.14:2001MAY17 


257 


206 


LI: 1 1 78659. 1 4:2001MA Y 1 7 


348 


206 


U:l 178659.14:2001MAY17 


371 


206 


LI:1 178659. 14:2001MAY1 7 


690 


206 


LI:1 178659.14:2001MAY17 


713 


206 


LI:1 178659.14:2001MAY17 


809 


206 


LI: 1 178659. 14:200 IMA Yl 7 


832 


206 


LI: 1 178659. 14:2001MAY17 


1 


206 


LI: 1 178659. 14:2001MAY17 


58 


206 


LI.l 178659.14:2001MAY17 


81 


206 


LI:1178659.14:2001MAY17 


236 


206 


LI:1 178659.14:2001MAY17 


259 


206 


LI:1 178659. 14:2001MAY17 


317 


206 


LI:1178659.14:2001MAY17 


340 


206 


LI:1178659.14:2001MAY17 


371 


206 


LI:1 178659.14:2001MAY17 


394 


206 


LI:1178659.14:2001MAY17 


458 


206 


LI:1 178659.14:2001MAY17 


478 


206 


LI: 1 1 78659. 1 4:200 1 MAY 1 7 


780 


206 


LI:1178659.14:2001MAY17 


803 


206 


LI: 1 178659. 14:2001MAY17 


809 


206 


LI: I !78659.14:2001MAY17 


832 


207 


LI:1983726.3:2001MAY17 


1 


207 


LI:1983726.3:2001MAY17 


96 


207 


LI: 1 98 3726.3 :200 1 MAY 1 7 


119 


207 


LI:1983726.3:2001MAY17 


152 


207 


LI: 1 983726.3 :200 IMA Y 1 7 


175 


207 


LI: 1 983726.3:2001MA Y 1 7 


187 


207 


LI: 1 983726.3 :2001MAY 17 


207 


207 


LI: 1 983726.3 :200 1 MAY 1 7 


212 


207 


LI: 1 9837263 :200 1 MAY 1 7 


232 


ZU/ 


LI: 1 983726.3 :2001M A Y 1 7 


252 


207 


LI: 1 983726.3 :200l M A Y 1 7 


275 


208 


LI:2051495.3:2001MAY17 


1 


208 


LI:2051495.3:2001MAY17 


260 


208 


LI:205 1495.3 :2001MA Y 1 7 


280 


208 


LL205 1495 .3 :200 1 MAY 1 7 


292 


208 


LI:2051495.3:2001MAY17 


310 


208 


LI:2051495.3:200IMAYI7 


338 



144 



Stop 


Frame 


Domain Type 


Topology 


Zyo 


forward 3 


TM 


Non-Cytosolic 


321 


forward 3 


TM 


Transmembrane 


33U 


forward 3 


TM 


Cytosolic 


582 


forward 1 


TM 


Non-Cytosolic 


600 


forward I 


TM 


Transmembrane 


601 


forward 1 


TM 


Cytosolic 


694 


forward 1 


TM 


Non-Cytosolic 


717 


forward 1 


TM 


Transmembrane 


779 


forward 1 


TM 


Cytosolic 


802 


forward 1 


TM 


Transmembrane 


811 


forward 1 


TM 


Non-Cytosolic 


834 


forward 1 


TM 


Transmembrane 


835 


forward 1 


TM 


Cytosolic 


233 


forward 2 


TM 


Cytosolic 


256 


forward 2 


TM 


Transmembrane 


347 


forward 2 


TM 


Non-Cytosolic 


370 


forward 2 


TM 


Transmembrane 


689 


forward 2 


TM 


Cytosolic 


712 


forward 2 


TM 


Transmembrane 


808 


forward 2 


TM 


Non-Cytosolic 


831 


forward 2 


TM 


Transmembrane 


835 


forward 2 


TM 


Cytosolic 


57 


forward 3 


TM 


Cytosolic 


80 


forward 3 


TM 


Transmembrane 


235 


forward 3 


TM 


Non-Cytosolic 


258 


forward 3 


TM 


Transmembrane 


316 


forward 3 


TM 


Cytosolic 


339 


forward 3 


TM 


Transmembrane 


370 


forward 3 


TM 


Non-Cytosolic 


393 


forward 3 


TM 


Transmembrane 


457 


forward 3 


TM 


Cytosolic 


477 


forward 3 


TM 


Transmembrane 


779 


forward 3 


TM 


Non-Cytosolic 


802 


forward 3 


TM 


Transmembrane 


808 


forward 3 


TM 


Cytosolic 


831 


forward 3 


TM 


Transmembrane 


835 


forward 3 


TM 


Non-Cytosolic 


95 


forward 3 


TM 


Cytosolic 


118 


forward 3 


TM 


Transmembrane 


151 


forward 3 


TM 


Non-Cytosolic 


174 


forward 3 


TM 


Transmembrane 


186 


forward 3 


TM 


Cytosolic 


206 


forward 3 


TM 


Transmembrane 


21 1 


forward 3 


TM 


M«« r^,.* 

A lVtl-VJlUOUHW 


231 


forward 3 


TM 


Transmembrane 


251 


forward 3 


TM 


Cytosolic 


214 


forward 3 


TM 


Transmembrane 


285 


forward 3 


TM 


Non-Cytosolic 


259 


forward 1 


TM 


Non-Cytosolic 


279 


forward 1 


TM 


Transmembrane 


291 


forward 1 


TM 


Cytosolic 


309 


forward 1 


TM 


Transmembrane 


337 


forward 1 


TM 


Non-Cytosolic 


360 


forward 1 


TM 


Transmembrane 



BNSDOCID: <WO 02083876A2. 1_> 



WO 02/083876 



SEQ D NO: 


Template ID 


208 


U :205 1495 .3 :2001 M AY 1 7 


208 


LI:2051495.3:2001MAY17 


208 


LI:205 1495 .3 :2001 M AY 17 


208 


LI:2051495.3:2001MAY17 


208 


LI:2051495.3:2001MAY17 


208 


LL2051495.3:2001MAY17 


208 


LT.205 1495 .3 :2001MAY 17 


208 


L1:2051495.3:2001MAY17 


208 . 


Ll:205 1495.3:2001MAY17 


208 


LI:205 1495.3:2001MAY17 


208 


LI:205 1495.3 :2001MAY17 


209 


LT.21 17629.1 :2001MAY 17 


209 


LI:21 17629.1 :2001MAY17 


209 


LI:21 17629.1 :2001MAY 17 


209 


LI:21 17629.1 :2001MAY17 


209 


LI:21 17629.1 :2001MAY17 


209 


LI:21 17629.1 :2001MAY 17 


209 


LT.21 17629.1 :2001MAY17 


210 


LI:2118007.3:2001MAY17 


210 


LL21 1 8007.3 :2001MAY 17 


210 


LI:2U 8007.3:2001MAY17 



210 LI:21 18007.3 :2001MAY17 

210 LI:21 18007.3 :2001MAY17 

21 1 LI:2118292.9:2001MAY17 
21 1 LI:2118292.9:2001MAY17 
21 1 L1:2118292.9:2001MAY17 
21 1 LI:21 18292.9:2001MAY17 
21 1 LI:21 18292.9:2001MAY17 
21 1 LI:2118292.9:2001MAY17 
21 1 LT.21 18292.9:2001MAY17 
21 1 LI:2118292.9:2001MAY17 
21 1 LI:2118292.9:2001MAY17 
21 1 LI:2U8292.9:2001MAY17 
21 1 LI:2118292.9:2001MAY17 
21 1 LT.2118292.9:2001MAY17 
211 Ll:21 18292.9:2001MAY17 
21 1 LI:2118292.9:2001MAY17 
21 1 LI:21 18292.9:2001MAY17 
21 1 LI:2118292.9:2001MAY17 
21 1 LI:21 18292.9:2001MAY17 
21 1 LI:2118292.9:2001MAY17 
21 1 LI:21 18292.9:2001MAY17 
21 1 LT.21 18292.9:2001MAY 17 
21 1 LT.2118292.9:2001MAY17 
21 1 LT.21 18292.9:2001MAY17 

21 1 LT.21 18292.9:2001MAY17 

212 LI:21 18733.7 :2001MAY17 
212 LT.21 18733.7:2001MAY 17 
212 LI:2118733.7:2001MAY17 
212 LT.21 18733.7 :2001MAY17 
212 LI:2118733.7:2001MAY17 
212 LI:2U8733.7:2001MAY17 
212 LI:2118733.7:2001MAY17 
212 LI:2 1 1 8733 .7 :2001 M A Y 1 7 



PCT/US02/09921 



TABLE 2 








Start 


Stop 


Frame 


Domain Type 


l upuivjiiy 


361 


527 


forward 1 


1M 


fvtncrO if* 


528 


550 


forward 1 


1M 


l ran s rue ni ui ui ic 


551 


706 


forward 1 


1M 


rNon-v~y lu&uu^ 


1 


320 


forward 2 


TM 


fNon-^yiosoiic 


321 


343 


forward 2 


1M 


TfinempmHrnriA 

i ransiueiiiui anc 


344 


515 


forward 2 


TM 




516 


538 


forward 2 


TM 


Transmembrane 


539 


705 


forward 2 


TM 


in on-v_<>y toso 1 1 c 


1 


336 


forward 3 


TM 


lNon-\-,ytosoiic 


337 


359 


forward 3 


TM 


I ransmemurane 


360 


705 


forward 3 


TM 


uytosouc 


1 


320 


forward 1 


TM 


iN on -i^y to s o 1 1 c 


321 


343 


forward 1 


TM 


Transmembrane 


344 


355 


forward 1 


TM 


Cytosolic 


356 


378 


forward 1 


TM 


Transmembrane 


379 


397 


forward 1 


TM 


Non-Cytosolic 


398 


416 


forward 1 


TM 


Transmembrane 


417 


424 


forward 1 


TM 


Cytosolic 


1 


. 37 


forward 3 


irvi 


Mnn JO v t O sol i c 


38 


60 


forward 3 


TM 


Transmembrane 


61 


203 


forward 3 


TM 


Cytosolic 


204 


226 


forward 3 


TM 


Transmembrane 


227 


338 


forward 3 


TM 


Non-Cytosolic 


1 


140 


forward 1 


TM 


Non-Cytosolic 



141 


163 


forward 1 


TM 


Transmembrane 


164 


286 


forward 1 


TM. 


Cytosolic 


287 


306 


forward. 1 


TM 


Transmembrane 


307 


344 


forward 1 


. TM 


Non-Cytosolic 


345 


367 


forward 1 


TM 


Transmembrane 


368 


520 


forward 1 


TM 


Cytosolic 


1 


299 


forward 2 


TM 


Non-Cytosolic 


300 


319 


forward 2 


TM 


Transmembrane 


320 


418 


forward 2 


TM 


Cytosolic 


419 


441 


forward 2 


TM 


Transmembrane 


442 


478 


forward 2 


TM 


Non-Cytosolic 


479 


501 


forward 2 


TM 


Transmembrane 


502 


520 


forward 2 


TM 


Cytosolic 


1 


292 


forward 3 


TM 


Cytosolic 


293 


312 


forward 3 


TM 


Transmembrane 


313 


346 


forward 3 


TM 


Non-Cytosolic 


347 


369 


forward 3 


TM 


Transmembrane 


370 


452 


forward 3 


TM 


Cytosolic 


453 


475 


forward 3 


TM 


Transmembrane 


476 


489 


forward 3 


TM 


Non-Cytosolic 


490 


512 


forward 3 


TM 


Transmembrane 


513 


519 


forward 3 


TM 


Cytosolic 


1 


48 


forward 1 


TM 


Non-Cytosolic 


49 


71 


forward 1 


TM 


Transmembrane 


72 


195 


forward 1 


TM 


Cytosolic 


196 


218 


forward 1 


TM 


Transmembrane 


219 


222 


forward 1 


TM 


Non-Cytosolic 


223 


242 


forward 1 


TM 


Transmembrane 


243 


292 


forward 1 


TM 


Cytosolic 


1 


35 


forward 2 


TM 


Cytosolic 



145 



BNSDOCID: <WO. 



02083876A2..I.> 



WO 02/083876 



TABLE 2 



SEQDNO: Template ID 


Start 


Stop 


Frame 


212 


LI:21 18733.7:2001MAY17 


36 


58 


forward 2 


212 


LI:2 1 1 8733 .7 : 200 1 M AY 1 7 


59 


110 


forward 2 


212 


LI:2118733.7:2001MAY17 


111 


133 


forward 2 


212 


LI:2 1 1 87 33 .7 : 200 1 MAY 1 7 


134 


153 


forward 2 


212 


LI:2 1 1 8733 .7 :200 1 MAY 1 7 


154 


176 


forward 2 


212 


LL21 18733.7:2001MAY17 


177 


195 


forward 2 


212 


LI:2 1 1 8733 .7 :200 1 MA Y 1 7 


196 


218 


forward 2 


212 


LI:2118733.7:2001MAY17 


219 


291 


forward 2 


212 


11:2 1 1 8733 .7 : 200 1 MAY 1 7 


1 


108 


forward 3 


212 


LI:2118733/7:2001MAY17 


109 


131 


forward 3 


212 


LI:2 1 1 8733 .7 :200 1 MAY 1 7 


132 


153 


forward 3 


212 


LL21 18733 .7:2001MAY17 


154 


176 


forward 3 


212 


LI:21 18733.7 :2001MAY17 


177 


199 


forward 3 


212 


LI:2118733.7:2001MAY17 


200 


222 


forward 3 


212 


LI:2118733.7:2001MAY17 


223 


249 


forward 3 


212 


LI:2118733.7:2001MAY17 


250 


272 


forward 3 


212 


LI:2118733.7:2001MAY17 


273 


291 


forward 3 


213 


LI:212702.3:2001MAY17 


1 


615 


forward 1 


213 


LI: 2 1 2702.3 : 200 1 MAY 1 7 


616 


638 


forward 1 


213 


LI:212702.3:2001MAY17 


639 


854 


forward 1 


213 


LI:212702.3:2001MAY17 


855 


874 


forward 1 


213 


LI:2 12702.3 :200 1 MAY 1 7 


875 


902 


forward 1 


213 


LI:212702.3:2001MAY17 


903 


925 


forward 1 


213 


LI:212702.3:2001MAY17 


926 


995 


forward 1 


213 


LI:212702.3:2001MAY17 


996 


1018 


forward 1 


213 


LI:212702.3:2001MAY17 


1019 


1410 


forward 1 


213 


LI:2127023:2001MAY17 


1 


19 


forward 2 


213 


LI;212702.3:2001MAY17 


20 


42 


forward 2 


213 


LI:212702.3:2001MAY17 


43 


369 


forward 2 


213 


LI:212702.3:2001MAY 1 7 


370 


392 


forward 2 


213 . 


LI:212702.3:2001MAY17 


393 


547 


forward 2 


213 


LI:212702.3:2001MAY17 


548 


570 


forward 2 


213 


LI:2 12702.3:2001 MAY 17 


571 


582 


forward 2 


213 


LI:212702.3:2001MAY17 


583- 


605 


forward 2 


213 


LI:212702.3:2001MAY17 


606 


614 


forward 2 


213 


LI:212702.3:2001MAY17 


615 


637 


forward 2 


213 


LI:212702.3:2001MAY17 


638 


835 


forward 2 


213 


LI:212702.3:2001MAY17 


836 


855 


forward 2 


213 


LI:212702.3:2001MAY17 


856 


1410 


forward 2 


213 


LI:212702.3:2001MAY17 


1 


19 


forward 3 


213 


LI:212702.3:2001MAY17 


20 


42 


forward 3 


213 


LI;212702.3:2001MAY17 


43 


1409 


forward 3 


214 


LI:2207871.10:2001MAY17 


1 


74 


forward 2 


214 


LI:2207R71 1 n?nn IUayh 




an 


£ nM ,. M — J "i 
*.\Jl vyaiU Z, 


214 


LL220787 1 . 1 0:2001MA Y 1 7 


98 


101 


forward 2 


214 


LL-2207871 . 1 0:2001MA Yl 7 


102 


121 


forward 2 


214 


LI:2207871.10:2001MAY17 


122 


132 


forward 2 


214 


LI:2207871.10:2001MAY17 


133 


155 


forward 2 


214 


LI:2207871.10:2001MAY17 


156 


169 


forward 2 


214 


LI:220787 1 . 1 0:200 1 MAY 1 7 


170 


187 


forward 2 


214 


LL220787 1 . 1 0:200 1 MAY 1 7 


188 


193 


forward 2 


214 


LI:220787L10:2001MAY17 


194 


216 


forward 2 


214 


LL220787 1 . 1 0:200 1 MAY 1 7 


217 


629 


forward 2 


215 


LI:2207876.5:2001MAY17 


1 


63 


forward 2 



146 





PCT/US02/0992! 


Domain Type 


Topology 


TM 


Transmembrane 


TM 


Non-Cytosolic 


TM 


Transmembrane 


TM 


Cytosolic 


• TM 


Transmembrane 


TM 


Non-Cytosolic 


TM 


Transmembrane 


TM 


Cytosolic 


TM 


Cytosolic 


TM 


Transmembrane 


TM 


Non-Cytosolic 


TM 


Transmembrane 


TM 


Cytosolic 


TM 


Transmembrane 


TM 


Non-Cytosolic 


TM 


Transmembrane 


TM 


Cytosolic 


TM 


Non-Cytosolic 


TM 


Transmembrane 


TM 


Cytosolic 


TM 


Transmembrane 


TM 


Non-Cytosolic 


• TM 


Transmembrane 


TM 


Cytosolic 


TM 


Transmembrane 


TM 


Non-Cytosolic 


TM 


Non-Cytosolic 


TM 


Transmembrane 


TM 


Cytosolic 


TM 


Transmembrane 


TM 


Non-Cytosolic 


TM 


Transmembrane 


TM 


Cytosolic 


TM 


Transmembrane 


TM 


Non-Cytosolic 


TM 


Transmembrane 


TM 


Cytosolic 


TM 


Transmembrane 


TM 


Non-Cytosolic 


TM 


Cytosolic 


TM 


Transmembrane 


TM 


Non-Cytosolic 


TM 


Cytosolic 


1 M 


Transmembrane 


TM 


Non-Cytosolic 


TM 


Transmembrane 


TM 


Cytosolic 


TM 


Transmembrane 


TM 


Non-Cytosolic 


TM 


Transmembrane 


TM 


Cytosolic 


TM 


Transmembrane 


TM 


Non-Cytosolic 


TM 


Cytosolic 



BNSDOCID: <WO 020B3876A2 (__> 



WO 02/083876 



PCT/US02/09921 



SEQ D NO: Template ID 

216 LI:2208743.1:2001MAY17 

216 LI:2208743.1:2001MAY17 

216 LI:2208743.1:2001MAY17 

216 LP.2208743 . 1 :200 1 MAY 1 7 

21 6 0:2208743 .1 :2001M AY 1 7 

217 U:2208744.1:2001MAY17 
217 0:2208744.1 :2001MAY17 

217 LI:2208744.1:2001MAY17 

218 LI:230905.3:2001MAY17 
218 LI:230905.3:2001MAY17 
218 LI:230905.3:2001MAY17 
218 LI:23G905.3:2001MAY17 
218 LI:230905.3:2001MAY17 
218 O:230905.3:2001MAY17 
218 LI:230905.3:2001MAY17 
21 8 LI;230905.3:2001MAY17 
218 LI:230905.3:2001MAY17 
218 O:230905.3:2001MAY 17 
218 LI:230905.3:2001MAY17 
21 8 O:230905.3:2001MAY 1 7 
218 O:230905.3:2001MAY17 
218 O:230905.3:2001MAY17 
218 LI:230905.3:2001MAY17 

218 LI:230905.3:2001MAY17 

219 LI:235233.95:2001MAY17 
219 0:235233.95 :2001 M A Y 1 7 

219 LI:235233.95:2001MAY17 

220 O:235359.24:2001MAY17 
220 0:235359.24:200 1 MAY 1 7 
220 LI:235359.24:2001MAY17 
220 O:235359.24:2001MAY17 

220 L1:235359.24:2001MAY 17 

221 O:238365.6:2001MAY17 
221 O:238365.6:2001MAY17 

221 O:238365.6:2001MAY17 

222 O:260259.23:2001MAY17 
222 0:260259.23 :2001MAY 17 

222 O:260259.23:2001MAY17 

223 LI:321069.2:2001MAY 17 
223 0:321069.2:200 1MAY 1 7 
223 0:321069.2:200 1 MA Y 1 7 
223 LI:321069.2:2001MAY17 
223 LI:321069.2:2001MAY17 
223 LI:321069.2:2001MAY17 
223 LI:321069.2:2001MAY17 
223 O:321069.2:2001MAY 17 
223 0:321 069.2:200 1 MAY 1 7 
223 O:321069.2:2001MAY17 
223 O:321069.2:2001MAY17 
223 LI:321069.2:2001MAY17 
223 0:321069.2:2001 MAY 17 
223 LI:321069.2:2001MAY 17 
223 O:321069.2:2001MAY17 
223 LI:321069.2:2001MAY17 



TABLE 2 

Start Stop 

1 115 

116 138 

139 226 

227 249 

250 288 



1 

13 
36 
1 



12 
35 
538 
252 



253 275 

276 290 

291 313 

314 327 

328 350 

351 373 



1 

5 

28 
32 
55 



4 

27 

31 

54 

248 



249 271 

272 285 

286 308 

309 372 



1 

20 
43 
1 



19 
42 
307 
149 



150 172 

173 186 

187 206 

207 335 

1 437 

438 460 

461 465 



57 
57 
56 
181 



182 204 

205 449 

450 469 

470 478 

479 501 

502 507 

508 530 

531 631 

632 654 

655 666 

667 689 

690 693 

694 713 

714 1071 

1072 1094 
147 



Frame 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 1 
forward 1 
forward 1 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 1 
forward 1 
forward 1 
forward 1 
forward 2 
forward 3 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 



Domain Type 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
' TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 



Topology 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 
Cytosolic 
Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 
Cytosolic 
Cytosolic 
Transmembrane 
Non-Cytosolic 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Non-Cytosolic 
Transmembrane 
Cytosolic 
Cytosolic 
Cytosolic 
Cytosolic 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 



BNSDOCID: <WO 02083876A2_I_> 



WO 02/083876 



PCT/US02/09921 



SEQ D NO: Template ID 


115 


LI:321069.2:2001MAY17 


22i 


LI:32 1 069.2:2001 MA Y 1 7 


223 


L1:321069.2:2001MAY17 


223 


LI:321069.2:2001MAY17 


223 


LI:321069.2:2001MAY17 


223 


LI:321069.2:2001MAY17 


223 


LI:321069.2:2001MAY17 


223 


LI:321069.2:2001MAY17 


223 


LI:32 1 069.2:200 1 MAY 1 7 


223 


U:321069.2:2001MAY17 


223 


LI:321069.2:2001MAY17 


223 


U:321069.2:2001MAY17 


223 


LI:321069.2:2001MAY17 


223 


LI:321069.2:2001MAY17 


223 


LI:32 1 069.2:2001MAY 1 7 


223 


LI:321069.2:2001MAY17 


223 


LI:321069.2:2001MAY17 


223 


LI:321069.2:2001MAY17 


223 


LI:321069.2:2001MAY17 


223 


LI:321069.2:2001MAY17 


223 


LI:321069.2:2001MAY17 


223 


LI:321069.2:2001MAY17 


223 


LI:32 1 069.2:200 IMA Y 1 7 


223 


LI:321069.2:2001MAY17 


223 


LI:321069.2:2001MAY17 


224 


LI:331499.8:2001MAY17 


224 


LI:331499.8:2001MAY17 


224 


LI:33 1499.8:200 IMA YI 7 


224 


LI:331499.8:2001MAY17 


224 


LL331 499.8:200 1MAY 17 


• 224 


LI:331499.8:2001MAY17 


224 


LI:331499.8:2001MAY17 


224 


LI:331499.8:2001MAY17 


224 


LI:331499.8:2001MAY17 


224 


LI:331499.8:2001MAY17 


225 


LI:332176.8:2001MAY17 


225 


LI:332176.8:2001MAY17 


225 


LI:332176.8:2001MAY17 


225 


LI:332 176.8:200 IMA Y 1 7 


225 


LI:332176.8:2001MAY17 


225 


LI:332 1 76. 8:2001 MAY 1 7 


225 


LI:332176.8:2001MAY17 


226 


LI:333952.7:2001MAY17 


226 


0:333952.7:200 1 MAY 1 7 


226 


LI:333952.7:2001MAY 1 7 


226 


U:333952.7:2001MAY17 


226 


LI:333952.7:2001MA Y J 7 


226 


LI:333952.7:2001MAYI7 


226 


LI:333952.7:2001MAY17 


227 


LI:338428.2:2001MAY17 


227 


LI:338428.2:2001MAY17 


227 


LI:338428.2:2001MAYI7 


228 


LI:343869.2:2001MAY17 


228 


U:343869.2:2001MAY17 



TABLE 2 



Start 


Stop 


Frame 


Domain Type 


Topology 


1095 


1 103 


forward I 


TM 


Non-Cytosolic 


1104 


1123 


forward 1 


TM 


Transmembrane 


1124 


1129 


forward 1 


TM 


Cytosolic 


1130 


1 152 


forward 1 


TM 


Transmembrane 


1153 


1344 


forward 1 


TM 


Non-Cytosolic 


1 


630 


forward 2 


TM 


Non-Cytosolic 


631 


653 


forward 2 


TM 


Transmembrane 


654 


665 


forward 2 


TM 


Cytosolic 


666 


688 


forward 2 


.TM 


Transmembrane 


689 


702 


forward 2 


TM 


Non-Cytosolic 


703 


725 


forward 2 


TM 


Transmembrane 


726 


886 


forward 2 


TM 


Cytosolic 


887 


909 


forward 2 


TM 


Transmembrane 


910 


1343 


forward 2 


TM 


Non-Cytosolic 


1 


634 


forward 3 


TM 


Non-Cytosolic 


635 


653 


forward 3 


TM 


Transmembrane 


654 


664 


forward 3 


TM 


Cytosolic 


665 


687 


forward 3 


TM 


Transmembrane 


688 


806 


forward 3 


TM 


Non-Cytosolic 


807 


829 


forward 3 


TM 


Transmembrane 


830 


1078 


forward 3 


TM 


Cytosolic 


1079 


1101 


forward 3 


TM 


Transmembrane 


1102 


1127 


forward 3 


TM 


Non-Cytosolic 


1128 


1150 


forward 3 


TM 


Transmembrane 


1151 


1343 


forward 3 


TM 


Cytosolic 


1 


480 


forward 1 


TM 


Non-Cytosolic 


481 


503 


forward 1 


TM 


Transmembrane 


504 


564 


forward 1 


TM 


Cytosolic 


565 


584 


forward 1 


TM 


Transmembrane 


585 


593 


forward 1 


TM 


Non-Cytosolic 


594 


613 


forward 1 


TM 


Transmembrane 


614 


614 


forward 1 


TM 


Cytosolic 


1 


592 


forward 3 


TM 


Non-Cytosolic 


593 


612 


forward 3 


TM 


Transmembrane 


613 


613 


forward 3 


TM 


Cytosolic 


1 


124 


forward 3 


TM 


Non-Cytosolic 


125 


147 


forward 3 


TM 


Transmembrane 


148 


238 


forward 3 


TM 


Cytosolic 


239 


261 


forward 3 


TM 


Transmembrane 


262 


367 


forward 3 


TM 


Non-Cytosolic 


368 


390 


forward 3 


TM 


Transmembrane 


391 


457 


forward 3 


TM 


Cytosolic 


1 


68 


forward 1 


TM 


Cytosolic 


69 


91 


forward 1 


A J.VJ. 


Transmembrane 
Non-Cytosolic 


92 


105 


forward 1 


TM 


106 


128 


forward 1 


TM 


Transmembrane 


329 


134 


forward 1 


TM 


Cytosolic 


135 


157 . 


forward 1 


TM 


Transmembrane 


158 


352 


forward 1 


TM 


Non-Cytosolic 


1 


71 


forward 3 


TM 


Non-Cytosolic 


72 


94 


forward 3 


TM 


Transmembrane 


95 


127 


forward 3 


TM 


Cytosolic 


1 


938 


forward 1 


TM 


Non-Cytosolic 


939 


961 


forward 1 


TM 


Transmembrane 



148 



WO 02/083876 



PCT/US02/09921 



SEQ D NO: Template ID 

228 LI:343869.2:2001MAY17 

228 LI:343869.2:2001MAY17 

228 LI:343869.2:2001MAY17 

228 LI:343869.2:2001MAY17 

228 LI:343869.2:2001MAY17 

228 O:343869.2:200lMAY17 

228 O:343869.2:2001MAY17 

228 O:343869.2:2001MAY17 

228 O:343869.2:2001MAY17 

228 O:343869.2:2001MAY17 

228 LI:343869.2:2001MAY17 

228 LI:343869.2:2001MAY17 

228 O:343869.2:2001MAY17 

228 LI:343869.2:2001MAY17 

228 LI:343869.2:2001MAY17 

228 LI:343869.2:2001MAY17 

228 LI:343869.2:2001MAY17 

228 O:343869.2:2001MAY17 

228 O:343869.2:2001MAY17 

228 LI:343869.2:2001MAY17 

228 LI:343869.2:2001MAY17 

228 LI:343869.2:2001MAY17 

229 LL363532. 1 :2001MAY 17 
229 LI:363532.1:2001MAY17 
229 O:363532.1:2001MAY17 
229 LI:363532.1:2001MAY17 
229 LI:363532.1:2O01MAY17 
229 LI:363532.1:2001MAY17 

229 ' LI:363532.1:2001MAY17 

230 LI:398153.37:2001MAY17 
230 LI:398153.37:2001MAY17 

230 LI:398153.37:2001MAY17 

23 1 LI:4 16650. 1 :200 1M A Y 1 7 
23 1 LI:41 6650. 1 :2O01 MA Y 1 7 
231 L1:416650.1:2001MAY17 
231 O:416650.1:2001MAY17 
23 1 LI:4 16650. 1 :200 1 MAY 1 7 

231 0:416650.1 :2001MAY17 

232 L1:444767.32:2001MAY17 
232 L1:444767.32:2001MAY17 
232 LI:444767.32:2001MAY17 
232 LI:444767.32:2001MAY17 
232 LI:444767.32:2001MAY17 
232 LI:444767.32:2001MAY17 
232 LI:444767.32:2001MAY17 
232 LL444767 .32:200 IMA Y 1 7 
232 0:44476732:200 1 MAY 1 7 
232 O:444767.32:2001MAY17 
232 0:444767 .32:2001MAY17 
232 O:444767.32:2001MAY17 
232 LI:444767.32:2001MAY17 
232 O:444767.32:2001MAY17 
232 0:444767. 32:2001MAY 17 
232 O:444767.32:200lMAY 17 



TABLE 2 
Start Stop 
962 967 
968 990 
991 1154 
1155 1172 
1173 1183 
1184 1206 
1207 1237 
1238 1260 
1261 1334 
1335 1354 
1355 1363 
1364 1383 
1384 1651 
1 957 
958 980 
981 1126 
1127 1149 
1150 1183 
1184 1206 
1207 1236 
1237 1259 
1260 1650 
1 77 
78 95 
96 189 
190 209 
210 234 
235 257 
258 266 



1 



139 



140 162 
163 287 



1 

27 
50 
1 

31 
54 
1 

25 
48 



26 
49 
231 
30 
53 
230 
24 
47 
192 



193 215 

216 279 

280 302 

303 440 

441 463 

464 596 



1 

13 
33 



12 
32 
519 



520 542 
543 595 
1 12 
13 35 
149 



Frame 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 . 
forward 3 
forward 3 
forward 2 
forward 2 
forward 2 
forward 1 
forward 1 
forward 1 
forward 3 
forward 3 
forward 3 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 3 
forward 3 



Domain Type 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 



Topology 
Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Non-Cytosolic 
Transmembrane. 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 
Cytosolic 
Cytosolic 
Transmembrane 
Non-Cytosolic 

Cytosolic 
Transmembrane 
Non-Cytosolic 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 
Cytosolic 
Cytosolic 
Transmembrane 



BNSDOCID: <WO 02083876A2_L > 



WO 02/083876 



PCT/US02/09921 



SEQ D NO: Template ID 


Start 


151. 


LI:444767.32:2001MAY17 


36 


oil 
155 


LI:759073. 1 :2001MAY 17 


1 


155 


LI:759073.1:2001MAY17 


10 


155 


LL759073.1 :2001MAY17 


33 


155 


LI:759073.1:2001MAY17 


211 


233 


LI:759073.1:2001MAY17 


234 


233 


LI:759073. 1:2001 MAY 17 


253 


233 


LI:759073.1:2001MAY17 


271 


233 


LL759073. 1 :2001MAY17 


442 


233 


LL759073 . 1 :200 1MAY 1 7 


465 


233 


LI:759073.1:2001MAY17 


1 


233 


0:759073.1:200 1MAY17 


84 


233 


LI:759073.1:2001MAY17 


107 


233 


LI:759073.1:2001MAY17 


130 


233 


LI:759073.1:2001MAY17 


153 


233 


LI:759073.1:2001MAY17 


157 


233 


LI:759073.1:2001MAY17 


180 


233 


LI:759073.1:2001MAY17 


394 


233 


LI:759073.1:2001MAY17 


417 


233 


LI:759073.1:2001MAY17 


428 


233 


LI:759073.1:2001MAY17 


451 


233 


LI:759073.1:2001MAY17 


1 


233 


LL759073 . 1 :200 1M AY 17 


80 


233 


LI:759073.1:2001MAY17 


103 


233 


LI:759073 . 1 :200 1M AY 1 7 


117 


233 


LL759073. 1 :2001MAY17 


140 


233 


LI:759073.1:2001MAY17 


151 


233 


LI:759073.1:2001MAY17 


171 


234 


LI:759902.4:2001MAYI7 


I 


234 


LI:759902.4:2001MAY17 


4 


234 


LI:759902.4:2001MAY17 


27 


235 


LI: 762268. 1:2001MAY17 


1 


235 


11:7 62268 . 1 :200 1 MAY 1 7 


50 


235 


LI:762268.1:2001MAY17 


73 


235 


LL-762268. 1 :200 1MAY1 7 


87 


235 


LI:762268. 1 :2001MAY 1 7 


110 


235 


LL762268. 1 :200 1MAY 1 7 


137 


235 


LI:762268.1:2001MAY17 


160 


235 


LI:762268. 1 :200 1 MAY 1 7 


1 


235 


LI:762268.1:2001MAY17 


17 


235 


LI:762268. 1 :2001MAY17 


40 


235 


LI:76226S.1:2001MAY17 


49 


235 


LL762268 . 1 :200 1 MAY 1 7 


72 


235 


LI:762268. 1 :2001 M AY 1 7 


92 


235 


LI:762268. 1 :2001MAY1 7 


112 


235 


Ll:762268. 1 :2001MAY 17 


126 


235 


LI:762268.1:2001MAY17 


149 


15D 


LI:762268 . 1 :200 1 MAY 1 7 


168 


235 


LI:762268. 1 :2001M AY1 7 


191 


235 


LI:762268.1:2001MAY17 


1 


235 


LI:762268. 1 :200 1M A Y 1 7 


46 


235 


LI:762268.1:2001MAY17 


69 


235 


LI: 762268 .1:2001 MAY 1 7 


80 


235 


LI:76226S.1:2001MAY17 


103 
150 



0 



Stop 


Frame 


Domain Type 


Topology 


595 


Forward 3 


TM 


Non-Cytosolic 


9 


forward 1 


TM 


Non-Cytosolic 


32 


forward 1 


TM 


Transmembrane 


210 


forward 1 


TM 


Cytosolic 


o O 1 

233 


forward 1 


TM 


Transmembrane 


252 


forward 1 


TM 


Non-Cytosolic 


270 


forward 1 


TM 


Transmembrane 


441 


forward 1 


TM 


Cytosolic 


464 


forward 1 


TM 


Transmembrane 


574 


forward 1 


TM 


Non-Cytosolic 


83 


forward 2 


TM 


Cytosolic 


106 


forward 2 


TM 


Transmembrane 


129 


forward 2 


TM 


Non-Cytosolic 


152 


forward 2 


TM 


Transmembrane 


156 


forward 2 


TM 


Cytosolic 


179 


forward 2 


TM 


Transmembrane 


393 


forward 2 


TM 


Non-Cytosolic 


416 


forward 2 


TM 


Transmembrane 


427 


forward 2 


TM 


Cytosolic 


450 


forward 2 


TM 


Transmembrane 


574 


forward 2 


TM 


Non-Cytosolic 


79 


forward 3 


TM 


Cytosolic 


102 


forward 3 


TM 


Transmembrane 


116 


forward 3 


TM 


Non-Cytosolic 


139 


forward 3 


TM 


Transmembrane 


150 


forward 3 


TM 


Cytosolic 


170 


forward 3 


TM 


Transmembrane 


573 


forward 3' 


TM 


Non-Cytosolic 


3 


forward 1 


TM 


Non-Cytosolic 


26 


forward 1 


TM 


Transmembrane 


100 


forward 1 


TM 


Cytosolic 


49 


forward 1 


TM 


Cytosolic 


72 


forward 1 


TM 


Transmembrane 


86 


forward 1 


TM 


Non-Cytosolic 


109 


forward 1 


TM 


Transmembrane 


136 


forward 1 


TM 


Cytosolic 


159 


forward 1 


TM 


Transmembrane 


594 


forward 1 


TM ■ 


Non-Cytosolic 


16 


forward 2 


TM 


Cytosolic 


39 


forward 2 


TM 


Transmembrane 


48 


forward 2 


TM 


Non-Cytosolic 


71 


forward 2 


TM 


Transmembrane 


91 


forward 2 


TM 


Cytosolic 


11 1 


fnrwcirH 9 


TM 


m. rsnsrnernbrauc 


125 


forward 2 


TM 


Non-Cytosolic 


148 


forward 2 


TM 


Transmembrane 


167 


forward 2 


TM 


Cytosolic 


190 


forward 2 


TM 


Transmembrane 


593 


forward 2 


TM 


Non-Cytosolic 


45 


forward 3 


TM 


Non-Cytosolic 


68 


forward 3 


TM 


Transmembrane 


79 


forward 3 


TM 


Cytosolic 


102 


forward 3 


TM 


Transmembrane 


593 


forward 3 


TM 


Non-Cytosolic 



BNSDOCID: <WO 02083876A2 J_> 



WO 02/083876 



PCT/US02/09921 



SEQ D NO: Template ID 

236 LI: 8 13699.1 :200 1 MAY 1 7 

236 11:8 1 3699. 1 :200 1 MAY 1 7 

236 LI:813699.1:2001MAY17 

237 LI:024142.16:2001MAY17 
237 LI:024142.16:2001MAY17 
237 LI:024142.16:2001MAY17 
237 LI:024 1 42 . 1 6 :200 1 MAY 1 7 
237 LI:024 142. 1 6:200 1 MAY 17 
237 LI:024142.16:2001MAY17 
237 LI:024142.16:2001MAY17 
237 LI:024142.16:2001MAY17 
237 LI:024142.16:2001MAY17 
237 LI:024142.16:2001MAY17 
237 LI:024142.16:2001MAY17 
237 LI:024142.16:2001MAY17 
237 LI:024142.16:2001MAY17 
237 LI:024142.16:2001MAY17 
237 LI:024142. 1 6:2001MAY17 
237 LI:024142.16:2001MAY17 
237 LI:024142.16:2001MAY17 
237 LI:024142.16:2001MAY17 
237 LL024 1 42. 1 6:200 1 MAY 17 
237 L1:024142.16:2001MAY17 
237 LI:024 1 42. 1 6 : 200 1 MAY 1 7 
237 LI:024142.16:2001MAY17 
237 LI:024142.16:2001MAY17 
237 LI:024142.16:2001MAY17 
237 LI:024142.16:200iMAY17 
237 LI:024142.16:2001MAY17 
237 LI:024142.16:2001MAY17 
237 LI:024142.16:2001MAY17 
237 LI:024142.16:2001MAY17 
237 LI:024142.16:2001MAY17 
237 LI:024142.16:2001MAY17 
237 LI:024 142. 16:2001 MAY 1 7 

237 LI:024142.16:2001MAY17 

238 LI:1018424.4:2001MAY17 
238 LI: 101 8424.4:2001 MAY 1 7 

238 LI:1018424.4:2001MAY17 

239 LI: 1085250.6:2001 MAY 1 7 
239 LI:1085250.6:2001MAY17 
239 LI:1085250.6:2001MAY17 
239 LI:1085250.6:2001MAY17 
239 LI: 1 085250.6:2001 MAY 17 
239 LI:1085250.6:2001MAY17 
239 LI: 1085250.6:2001 MAY1 7 
239 LI: 1 085250.6:2001 MA Y 1 7 
239 LI: 1 085250.6:2001 MAY 1 7 
239 LI: 1 085250.6:2001 MAY 1 7 
239 LI: 1 085250.6:200 1 MAY 1 7 
239 LI:1085250.6:2001MAY 17 
239 LI: 1 085250.6:200 1 MAY 1 7 
239 LI:1085250.6:2001MAY17 
239 LI: 1085250.6:2001 MAY 17 



TABLE 2 
Start Stop 
1 394 
395 417 
418 457 



1 

50 
73 



49 
72 
311 



312 334 

335 348 

349 371 

372 377 

378 400 

401 1142 



1 



279 



280 299 

300 313 

314 348 

349 360 

361 383 

384 397 

398 420 

421 536 

537 559 

560 586 

587 609 

610 636 

637 659 

660 1141 

1 323 

324 346 

347 352 

353 375 

376 394 

395 414 

415 570 

571 593 

594 1141 

1 1194 

1195 1217 

1218 1327 



1 



840 



841 863 

864 929 

930 952 

953 955 

956 978 

979 990 

991 1013 

1014 1327 

1328 1350 

1351 1369 

1 59 

60 82 

83 515 

516 538 
151 



Frame 
forward 2 
forward 2 
forward 2 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 2 
forward 2 
forward 2 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 2 
forward 2 
forward 2 
forward 2 



Domain Type 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
* TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
nTM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 



Topology 
Cytosolic 
Transmembrane 
Non-Cytosolic 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 
Cytosolic 
Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 



BNSDOCID: <WO 02083876A2 J_> 



WO 02/083876 



PCT/US02/09921 



SEQ D NO: Template ID 




LI: 1 085250.6:200 1 MAY 1 7 




Li: 10o5250.o:200 1M AY 17 




LI. 1 085250.6:200 1 MAY 1 7 


91Q 


Li. 1085250.6:2001 MAY 17 




LI: 1085250.6:2001 MAY1 7 




LI: 1 085250.6:200 1 MAY 1 7 


^3y 


LI:1085250.6:2001MAY17 




LI:1085250.6:2001MAY17 


23y 


LI:1085250.6:2001MAY17 


239 


LI: 1085250.6:2001 MAY 17 


239 


LI: 1085250.6:200 1 MAY 17 


239 


LI: 1 085250.6:200 1 MAY 1 7 


239 


LI: 1 085250.6:200 1 MAY 1 7 


239 


LI: 1085250.6:200 1 MAY 1 7 


239 


LI:1085250.6:2001MAY17 


239 


LI: 1085250.6:2001MAY 17 


239 


LI: 1 085250.6:2001 MAY 1 7 


239 


LI: 1085250.6:2001 MAY 27 


239 


LI: 1085250.6:2001 MA Y 1 7 


239 


LI: 1 085250.6:200 1 MAY 1 7 


239 . 


LI: 1085250.6:200 1 MAY 1 7 


239 


LI: 1085250.6:2001M AY 1 7 


239 


LI: 1 085250.6:200 3 MAY 1 7 


239 


LI: 1 085250.6:200 1 MAY 1 7 


239 


LI: 1085250.6:2001 MAY 17 


239 


LI: 1 085250.6:2001 MAY 1 7 


239 


LI: 1 085250.6:200 1 MAY 1 7 


239 


LI: 1 085250.6:200 1 MAY 1 7 


239 


LI: 1 085250.6:2001 MAY 1 7 


239 


LI: 1 085250.6 :200 1 MAY 1 7 


239 


LI: 1085250.6:2001 MA Y 1 7 


239 


LI:1085250.6:2001MAY17 


239 


LI: 1 085250.6 :200 1 MAY 1 7 


239 


LI: 1085250.6:2001 MAY 1 7 


240 


LI: 1 79233.63 :200 1 MA Y 1 7 


240 


LI:179233.63:2001MAY17 


240 


LI: 179233.63:2001 MAY 1 7 


240 


LI:179233.63:2001MAY17 


240 


LI:179233.63:2001MAY17 


241 


LL2207 1 25.3 :200 1 MAY 1 7 


1/1 1 

241 


LI:2207125.3:2001MAY17 


HA 1 

241 


LI: 2207 1 25 .3:200 1 MAY 1 7 


242 


LI:235 1 53 .44 :200 1 MA Y 1 7 


1/1 i 
242 


LL235 153.44:2001 MAY 1 7 


1/11 

242 


LI:235 153.44:200 1 MAY 1 7 


243 


LI:007 101.1 0:200 1 MAY 1 7 


i/f *a 
243 


LI:007101. 10:2001 MAY 17 


243 


LI:007 101.1 0:2001 MAY 1 7 


244 


LL00854 1 .2:200 1 MAY 1 7 


244 


LI.00854 1 .2:200 1 MAY 1 7 


244 


LL00854 1 .2:200 1 MAY 1 7 


245 


LL009658. 1 3 :2001 MAY 1 7 


245 


LL009658. 1 3:200 1 MAY 1 7 


245 


LL00965 8. 1 3 :200 1 MAY 1 7 



TABLE 2 

Start Stop Frame 

539 558 forward 2 

559 578 forward 2 

579 597 forward 2 

598 620 forward 2 

621 803 forward 2 

804 826 forward 2 

827 835 forward 2 

836 858 forward 2 

859 878 forward 2 

879 901 forward 2 

902 910 forward 2 

91 1 933 forward 2 

934 986 forward 2 

987 1009 forward 2 

1010 1211 forward 2 

1212 1234 forward 2 

1235 1306 forward 2 

1307 1329 forward 2 

1330 1338 forward 2 

1339 1361 forward 2 

1362 1368 forward 2 



1 


546 


forward 3 


547 


569 


forward 3 


570 


589 


forward 3 


590 


612 


forward 3 


613 


911 


forward 3 


912 


931 


forward 3 


932 


1203 


forward 3 


1204 


1226 


forward 3 


1227 


1240 


forward 3 


1241 


1260 


forward 3 


1261 


1319 


forward 3 


1320 


1342 


forward 3 


1343 


1368 


forward 3 


1 


173 


forward 1 


174 


196 


forward 1 


197 


210 


forward 1 


211 


233 


forward 1 


234 


347 


forward 1 


1 


12 


forward 1 


13 


35 


forward 1 


36 


204 


forward 1 


1 


753 


forward 2 


754 


776 


forward 2 


777 


1029 


forward 2 


1 


528 


forward 3 


529 


551 


forward 3 


552 


694 


forward 3 


1 


79 


forward 2 


80 


102 


forward 2 


103 


568 


forward 2 


1 


74 


forward 1 


75 


94 


forward 1 


95 


1317 


forward 1 



152 



nainType Topology 
TM Cytosolic 

TM Transmembrane 
TM Non-Cytosolic 

TM Transmembrane 
TM Cytosolic 

TM Transmembrane 

TM Non-Cytosolic 

TM Transmembrane 
TM Cytosolic 

TM Transmembrane 



TM 


Non-Cytosolic 


TM 


Transmembrane 


TM 


Cytosolic 


TM 


Transmembrane 


TM 


Non-Cytosolic 


TM 


Transmembrane 


TM 


Cytosolic 


TM 


Tran smem bra ne 


TM 


Non-Cytosolic 


TM 


Transmembrane 


TM 


Cytosolic 


TM 


Non-Cytosolic 


TM 


Transmembrane 


TM 


Cytosolic 


TM 


Transmembrane 


TM 


iNun-i^yiosoiic 


TM 


Transmembrane 


TM 


Cytosolic 


TM 


Transmembrane 


TM 


Non-Cytosolic 


TM 


Transmembrane 


TM 


Cytosolic 


TM 


Transmembrane 


TM 


Non-Cytosolic 


TM 


Cytosolic 


TM 


Transmembrane 


TM 


Non-Cytosolic 


TM 


Transmembrane 


TM 


Cytosolic 


TM 


Cytosolic 


TM 


Transmembrane 


TM 


Non-Cytosolic 


TM 


Non-Cytosolic 


TM 


T* 1. 

x iaiiaiiit;iuui O.IIC 


TM 


Cytosolic 


TM 


Non-Cytosolic 


TM 


Transmembrane 


TM 


Cytosolic 


TM 


Cytosolic 


TM 


Transmembrane 


TM 


Non-Cytosolic 


TM 


Cytosolic 


TM 


Transmembrane 


TM 


Non-Cytosolic 



BNSDOCID: <WO 02083876A2 L> 



WO 02/083876 



PCT/US02/09921 



SEQ D NO: Template ID 

245 LI:009658.13:2001MAY17 

245 LI:0O9658.13:2O01MAY17 

245 LI:009658.13:2001MAY17 

24 5 LL00965 8 . 1 3 :200 1 MAY 1 7 

245 LI:009658.13:2001MAY17 

245 LI:009658.13:2001MAY17 

245 LI:009658.13:2001MAY17 

245 LI:009658.13:2001MAY17 

245 LI:009658.13:2001MAY17 

245 LI:009658.13:2001MAY17 

245 LI:009658.13:2001MAY17 

245 LI:009658.13:2001MAY17 

245 LI:009658.13:2001MAY17 

245 LI:009658.13:2001MAY17 

245 LI:009658.13:2001MAY17 

245 LI:009658.13:2001MAY17 

245 LI:009658.13:2001MAY17 

245 LI:009658.13:2001MAY17 

245 LI:009658.13:2001MAY17 

245 LI:009658.13:2001MAY17 

245 LI:009658.13:2001MAY17 

245 LI:009658.13:2001MAY17 

245 LI:009658.13:2001MAY17 

245 LI:00965S.13:2001MAY17 

245 LI:009658.13:2001MAY17 
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684 


686 


forward 2 


TM 


Non-Cytosolic 


687 


709 


forward 2 


TM 


Transmembrane 


710 


715 


forward 2 


TM 


Cytosolic 


1 


489 


forward 2 


TM 


Non-Cytosolic 


490 


512 


forward 2 


TM 


Transmembrane 


513 


584 


forward 2 


TM 


Cytosolic 


585 


607 


forward 2 


TM 


Transmembrane 


608 


619 


forward 2 


• TM 


Non-Cytosolic 


620 


642 


forward 2 


TM 


Transmembrane 


643 


673 


forward 2 


TM 


Cytosolic 


1 


619 


forward 3 


TM 


Non-Cytosolic 


620 


642 


forward 3 


TM 


Transmembrane 


643 


673 


forward 3 


TM 


Cytosolic 


1 


269 


forward 1 


TM 


Cytosolic 


270 


292 


forward 1 


TM 


Transmembrane 


293 


325 


forward 1 


TM 


Non-Cytosolic 


326 


348 


forward 1 


TM 


Transmembrane 


349 


427 


forward 1 


TM 


Cytosolic 


428 


450 


forward 1 


TM 


Transmembrane 


451 


464 


forward 1 


TM 


Non-Cytosolic 


465 


487 


forward 1 


TM 


Transmembrane 


488 


499 


forward 1 


TM 


Cytosolic 


500 


522 


forward 1 


TM 


Transmembrane 


523 


630 


forward 1 


TM 


Non-Cytosolic 


631 


653 


forward 1 


TM 


Transmembrane 


■p j i 

±\Ji VYCUU 1 


TM 


Cytosoiic 


666 


687 


forward 1 


TM 


Transmembrane 


688 


762 


forward 1 


TM 


Non-Cytosolic 


763 


785 


forward 1 


TM 


Transmembrane 


786 


818 


forward 1 


TM 


Cytosolic 


1 


269 


forward 2 


TM 


Non-Cytosolic 


270 


292 


forward 2 


TM 


Transmembrane 


293 


478 


forward. 2 


TM 


Cytosolic 


479 


501 


forward 2 


TM 


Transmembrane 


502 


515 


forward 2 


TM 


Non-Cytosolic 


516 


535 


forward 2 


TM 


Transmembrane 



BNSDOCID: <WO 02083876A2J_> 



WO 02/083876 



SEQDNO: 


Template ID 


256 


LI:036747.17:2001MAY17 


256 


LI:03 6747 . 17 :200 1 MA Y 1 7 


256 


LI:036747.17:2001MAY17 


256 


LI:036747.17:2001MAY17 


256 


LI:036747.17:2001MAY17 


256 


LI:036747 .17: 200 1 MAY 1 7 


256 


LI:036747.17:2001MAY17 


256 


LI:036747. 17:2001MAY 17 


256 


LI:036747.17:2001MAY17 


256 


LI:036747.17:2001MAY17 


256 


LI:036747. 17 :200 1M A Y 1 7 


256 


LI:036747.17:2001MAY17 


256 


LI:036747.17:2001MAY17 


256 


LI:036747.17:2001MAY17 


256 


LI:036747.17:2001MAY17 


256 


LI:036747.17:2001MAY17 


256 


LI:036747.17:2001MAY17 


256 


LI:036747 . 17 :200 1M AY 17 


256 


LI:036747.17:2001MAY17 


256 


LI:036747.17:2001MAY17 


256 


LI:036747.17:2001MAY17 


256 


LI:036747. 17 :2001M A Y 17 


256 


LI:O36747.17:2001MAY17 


256 


LI:036747. 17 :2001MAY 17 


256 


LI:036747. 17 :200 IMA Y 1 7 


256 


LI:036747.17:2001MAY17 


256 


LI:036747.17:2001MAY17 


256 


Ll:036747. 17 :200 1MAY 1 7 


257 


LI:044301. 2:200 1MAY 17 


257 


LI:044301.2:2001MAY17 


257 


LI:044301.2:2001MAY17 



258 LI:O61585.1O:2001MAY17 

258 LI:061585.10:2001MAY17 

258 LI:061585.10:2001MAY17 

258 LI:061585.10:2001MAY17 

258 LI:061585.10:2001MAY17 

258 LI:061585.10:2001MAY17 

258 LI:O61585.1O:2O01MAY17 

258 LI:061585.10:2001MAY17 

258 LI:061585.10:2001MAY17 

258 LI:061585.10:2001MAY17 

258 LI:061585.10:2001MAY17 

258 LI:061585.10:2001MAY17 

258 LI:061585.10:2001MAY17 

258 LI:061585.10:2001MAY17 

258 LI:061585.10:2001MAY17 

258 LI:061585.10:2001MAY17 

258 LI:061585.10:2001MAY17 

258 LI:061585.10:2001MAY17 

258 LI:061585.10:2001MAY17 

258 LI:061585.10:2001MAY17 

258 U:061585.10:2001MAY17 

258 LI:061585.10:2001MAY17 

258 LI:061585.10:2001MAY17 



PCT/US02/09921 



TABLE 2 








Ctnrt 


Stnn 


Frame 


Domain Type 


Topology 






forward ^ 

4. \J1 VV til \J — 


TM 


Cytosolic 


OZ.J 


647 


fnnwnrH 7 


TM 


Transmembrane 


Crt-O 


uuu 


forward 2 


TM 


Non-Cytosolic 


DO / 


yjoy 


■fr»i*\worH / 

iUI W dl vJ <£- 


TM 


Transmembrane 


oyu 


7HQ 


frkrwnrrl 7 
IUI Well u ~ 


TM 


Cytosolic 


Tin 


1 DZ. 


IUI Waiu 


TM 


Transmembrane 


nil 


7S1 


IUI woiu ^- 


TM 


Non-Cytosolic 


IdZ 




forward 2 


TM 


Transmembrane 


7 lo 


/ oZ> 


IUI WcUU x. 


TM 


Cytosolic 


7oo 


oUo 


i or wuru 


TM 


Transmembrane 




O 1 / 


iorwuXu z. 


TM 


Non-Cytosolic 


l 


zoy 


iorwara D 


TM 


Non-Cytosolic 


270 


ZVZ 


iorwara 3 


TM 


Transmembrane 


293 


3yy 


iorwara j 


TM 


Cytosolic 


400 


4ZZ 


forward 3 


TM 


Transmembrane 


423 


4yy 


iorwara -> 


TM 


Non-Cytosolic 


500 


TOO 

jZZ 


forward 3 


TM 


Transmembrane 


523 


/CO /l 

oZ4 


iorwara 3 


TM 


Cytosolic 


625 


o4Z 


iorwara 3 


HTM 


Trans membrane 


643 


o / 7 


iorwara o 


TM 


Non-Cytosolic 


O/O 


6Q7 


forward 3 


TM 


Transmembrane 


698 


709 


forward 3 

1UX WCUU — ' 


TM 


Cytosolic 


710 


732 


forward 3 


TM 


Transmembrane 


733 


751 


forward 3 


TM 


Non-Cytosolic 


752 


774 


forward 3 


TM 


Transmembrane 


775 


780 


forward 3 


TM 


Cytosolic 


781 


803 


forward 3 


TM 


Transmembrane 



804 


817 


forward 3 


TM 


Non-Cytosolic 


1 


965 


forward 1 


TM 


Non-Cytosolic 


966 


988 


forward 1 


TM 


Transmembrane 


989 


1000 


forward 1 


TM 


Cytosolic 


1 


672 


forward 1 


TM 


Non-Cytosolic 


673 


695 


forward 1 


TM 


Transmembrane 


696 


823 


forward 1 


TM 


Cytosolic 


1 


425 


forward 2 


TM 


Non-Cytosolic 


426 


445 


forward 2 


TM 


Transmembrane 


446 


451 


forward 2 


TM 


Cytosolic 


452 


471 


forward 2 


TM 


Transmembrane 


472 


680 


forward 2 


TM 


Non-Cytosolic 


681 


700 


forward 2 


TM 


Transmembrane 


701 


739 


forward 2 


TM 


Cytosolic 


740 


762 


forward 2 


TM 


Transmembrane 


763 


823 


forward 2 


TM 


Non-Cytosolic 


1 


202 


forward 3 


TM 


Cytosolic 


203 


225 


forward 3 


TM 


Transmembrane 


226 


250 


forward 3 


TM 


Non-Cytosolic 


251 


273 


forward 3 


TM 


Transmembrane 


274 


277 


forward 3 


TM 


Cytosolic 


278 


300 


forward 3 


TM 


Transmembrane 


301 


342 


forward 3 


TM 


Non-Cytosolic 


343 


365 


forward 3 


TM 


Transmembrane 


366 


371 


forward 3 


TM 


Cytosolic 


372 


394 


forward 3 


TM 


Transmembrane 


395 


822 


forward 3 


TM 


Non-Cytosolic 



157 



BNSDOCID; <WO 02083876A2. 1 _> 



WO 02/083876 



PCT/US02/09921 



SEQ D NO: Template ID 


Start 






1 




J^l.UOO /4Z.ZI :ZUU1MAY 17 


o4 




l«i.uod/4z.Z1:zU01MAY17 


o7 




T 1 *r\£iC7 A O O i ,onn i > * a \/ 1 *i 

L*L Udo/42.2 1 :200lMAYl7 


319 


OC.Q 


JL,l:Uoo74^.2 1 :200 1 MAY 1 7 


342 


oy 


Li:Uoo742.21:2001MAY17 


356 




LI:066742.2l:2001MAYl7 


379 




L1:066742.21:2001MAY17 


431 




LL066742.2 1 : 200 1 MAY 1 7 


451 


259 


LL066742.21 :2001MAY1 7 


1023 


259 


LI:066742.21:2001MAY17 


1046 


259 


LI:066742.2 1 :200 1 MAY 1 7 


1069 


259 


LI:066742.21:2001MAY17 


1092 


259 


LL066742.2 1 :200 1MAY 1 7 


1409 


259 


LI:066742.21:2001MAY17 


1432 


259 


LI:066742.21:2001MAY17 


1438 


259 


LI:066742.21:2001MAY17 


1461 


259 


LI:066742.21:2001MAY17 


1509 


259 


LI:066742.21:2001MAY17 


1532 


259 


LI:066742.21:2001MAY17 


1543 


259 


LI:066742.21:2001MAY17 


1563 


259 


LI:066742.21:2001MAY17 


1 


259 


LI:066742.21:2001MAY17 


120 


259 


LI:066742.21:2001MAY17 


143 


259 


LI:066742.21:2001MAY17 


147 


259 


LI:066742,21:2001MAY17 


170 


259 


LL066742.2 1 :200 1 MA Y 17 


352 


259 


LL066742.2 1 :200 1 MAY 1 7 


375 


off n 
259 


LI:066742.21:2001MAY17 


1203 


off r\ 

259 


LI:066742.2 1 :200 1 MA Y 17 


1226 


259 


LL066742.21 :2001MAY17 


1314 


259 


LL066742.21 :2001MAY17 


1337 


259 


LI:066742.21:2001MAY17 


1373 


offn 

259 


0:066742.21 :2001MAY17 


1396 


OCA 

259 


LI:066742.21:2001MAY17 


1 


Of A 


LI:066742.21 :2001MAY17 


17 


OCA 

259 


LI:066742.21:2001MAY17 


40 


z!>y 


LI : 066742.2 1 :200 1 MAY 1 7 


54 


/jy 


LI:066742.21:2001MAY17 


77 


ZDy 


LI.066742.21 :2001MAY17 


180 


Ijy 


LI:066742.21:2001MAY17 


203 


oco 

Zjy 


LI:066742.21:2001MAY17 


313 


ZDy 


LI:066742.21:2001MAY17 


333 


jLDy 


L1:066742.21:2001MAY17 


352 


ZZ>y 


LI :066742.2 1 :200 1 MAY 1 7 


375 


ZDy 


LI.066742.21 .2001MAY17 


379 


259 


LI:066742.21:2001MAY17 


402 


259 


LI*06674? ?i -onnnv/TA vi 7 


581 


259 


LI:066742.21:2001MAY17 




259 


LI:066742.21:2001MAY17 


645 


259 


LI:066742.21:2001MAY17 


665 


259 


LL066742.21 :2001M A Y 1 7 


718 


259 


LI:066742.21:2001MAY17 


741 


259 


LI:066742.21:2001MAY17 


760 
158 



2 



Stop 


Frame 


Domain Type 


Topology 


po 


forward 1 


TM 


Non-Cytosolic 


86 


forward 1 


TM 


Transmembrane 


J 15 


forward 1 


TM 


Cytosolic 


O A 1 

341 


forward 1 


TM 


Transmembrane 


355 


forward 1 


• TM 


Non-Cytosolic 


378 


forward 1 


TM 


Transmembrane 


A on 

430 


forward 1 


TM 


Cytosolic 


450 


forward 1 


TM 


Transmembrane 


1022 


forward 1 


TM 


Non-Cytosolic 


1045 


forward 1 


TM 


Transmembrane 


1068 


forward 1 


TM 


Cytosolic 


1091 


forward 1 


TM 


Transmembrane 


1408 


forward 1 


TM 


Non-Cytosolic 


1431 


forward 1 


TM 


Transmembrane 


1437 


forward 1 


TM 


Cytosolic 


1460 


forward 1 


TM 


Transmembrane 


1508 


forward 1 


TM 


Non-Cytosolic 


1531 


forward 1 


TM 


Transmembrane 


1542 


forward 1 


TM 


Cytosolic 


1562 


forward 1 


TM 


Transmembrane 


1583 


forward 1 


TM 


Non-Cytosolic 


119 


forward 2 


TM 


Cytosolic 


142 


forward 2 


TM 


Transmembrane 


146 


forward 2 


TM 


Non-Cytosolic 


169 


forward 2 


TM 


Transmembrane 


351 


forward 2 


TM 


Cytosolic 


374 


forward 2 


TM 


Transmembrane 


1202 


forward 2 


TM 


Non-Cytosolic 


1225 


forward 2 


TM 


Transmembrane 


1313 


forward 2 


TM 


Cytosolic 


1336 


forward 2 


TM 


Transmembrane 


1372 


forward 2 


TM 


Non-Cytosolic 


1395 


forward 2 


TM 


Transmembrane 


1582 


forward 2 


TM 


Cytosolic 


16 


forward 3 


TM 


Cytosolic 


39 


forward 3 


TM 


Transmembrane 


53 


forward 3 


TM 


Non-Cytosolic 


76 


forward 3 


TM 


Transmembrane 


179 


forward 3 


TM 


Cytosolic 


202 


forward 3 


TM 


Transmembrane 


no 

-512 


forward 3 


TM 


Non-Cytosolic 


332 


forward 3 


TM 


Transmembrane 


Off 1 

351 


forward 3 


TM 


Cytosolic 


374 


forward 3 


TM 


Transmembrane 


378 


forward 3 


TM 


Non-Cytosolic 


401 


forward 3 


TM 


Transmembrane 


580 


forward 3 


TM 


Cytosolic 


598 


forward 3 


TM 


Trans membrane 


644 


forward 3 


TM 


Non-Cytosolic 


664 


forward 3 


TM 


Transmembrane 


717 


forward 3 


TM 


Cytosolic 


740 


forward 3 


TM 


Transmembrane 


759 


forward 3 


TM 


Non-Cytosolic 


782 


forward 3 


TM 


Transmembrane 



BNSDOC1D: <WO 02083876A2_ l_> 



WO 02/083876 



PCT/US02/09921 



SEQDNO: 


Template ID 


259 


LI:066742.2l:200lMAYl7 


259 


LI:066742.2 1 :200 1 MAY 1 7 


259 


LI:066742.21:2001MAY17 


259 


LI:066742.21 :2001MAY17 


259 


LI:066742.21:2001MAY17 


259 


LI:066742.2 1 :200 1 MAY 1 7 


259 


LL066742.21 .2001MAY 17 


259 


LI:066742.21 :2001MAY17 


259 


L1:066742.21:2001MAY17 


260 


L1:075492.206:2001MAY17 


260 


Ll:075492.206:200 1MAY 17 


260 


LI:075492.206:2001MAY17 


260 


LI:075492.206:2001MAY17 


260 


LI:075492.206:2001MAY17 


260 


LI:075492.206:2001MAY17 


260 


LI:075492.206:2001MAY17 


260 


LI:075492.206:2001MAY17 


260 


LI:075492.206:2001MAY17 


260 


LI:075492.206:2001MAY17 


260 


LI:075492.206:2001MAY17 


260 


LI:075492.206:2001MAY17 


260 


LI:075492.206:2001MAY17 


261 


LI:090782.3:2001MAY17 


261 


LI:090782.3:2001MAY17 


261 


LI:090782.3:2001MAY17 


261 


• LI:090782.3:2001MAY17 


261 


LI:090782.3:2001MAY17 


261 


LI:090782.3:2001MAY17 


261 


LI:090782.3:2001MAY17 


261 


LI:090782.3:2001MAY17 


* 261 


LI:090782.3:2001MAY17 


261 


LI:090782.3:2001MAY17 


262 


LI: 1031308.1 :2001MAY17 


262 


LI:1031308.1:2001MAY17 


262 


LI: 1 03 1 308. 1 :200 1 MA Y 17 


262 


LI: 1 03 1308.1 :2001MAY17 


262 


LI:1031308.1:2001MAY17 


262 


LI : 1 03 1 308 . 1 :200 1M A Y 1 7 


262 


L1:1031308.1:2001MAY17 


262 


LI: 1031308.1 :2001MAY17 


262 


LI: 103 1 308.1 :2001MAY17 


262 


LI: 1031308.1 :2001MAY17 


262 


LI: 1 03 1 308 . 1 :2001M AY 17 


262 


LI: 1031308.1 :2001MAY17 



262 LI: 1031308.1 :2001MAY17 
262 ' LI:1031308.1:2001MAY17 

262 LI: 1 03 1 308. 1 :2001 MAY 17 

262 LI: 103 1 308 . 1 :2001MAY17 

262 LI:1031308.1:2001MAY17 

263 LI: 1 054377 . 1 :2001M AY 17 
263 LI: 1054377.1 :2001MAY17 

263 LI: 1 054377. 1 :2001MAY 17 

264 LI:1072074.10:2001MAY17 
264 LI: I072074.10:2001MAY17 



TABLE 2 






Start 


Stop 


Frame 


Domain Type 


783 


1168 


forward 3 


TM 


1169 


1186 


forward 3 


TM 


1 1 87 

1 l o / 


1200 


forward 3 


TM 


1901 


1993 


forward 3 


TM 


1994 


1409 


forward 3 


TM 


i4in 

1H- IU 


1432 


forward 3 


TM 


1 433 


1507 


forward 3 

X \J jL Will w 


TM 


lDUo 


1S97 


forward 3 


TM 


1 <9Q 


1^R9 


forward 3 


TM 


1 




frtr\x/srrl 1 

1U1 WCU *J 1 


TM 


15 


^7 


forward 1 


TM 


DO 


906 
zuu 


fr»r\x/s*rH 1 
IUI wdiit jl 


TM 




990 


fr\rwsirH 1 


TM 


O^A 




frtrwuTrl 1 
IUI wcuu J. 


TM 


1 




"frVT*\i/5*T*H 9 

lUIWolU X* 


TM 


ID 


^4 


■Fr»rW5*TH 9 
1U1 woiu x. 


TM 


35 


^tO 


frtrwarn 9 


TM 


4/ 


£Q 

07 


■fr»i*u/aT*H 9 

IUI WOlU Xr 


TM 


*7A 


4 /O 


fnrivsiTYi 9 


TM 


1 


9H^ 


IUIWdlti j 


TM 




99*^ 


1U1 WOlU J 


TM 


224 


4/5 


lorwaiu j 


TM 


1 




IOrWaXU I 


TM 


132 


154 


IUI WOlU J. 


TM 


if r 

155 


33y 


IUI Well LI 1 


TM 


340 


50Z 


lOiWdiU 1 


TM 


303 


7G9 


IOlWalU I 


TM 


1 


417 


fr\rvx/nrH 9 
lUIWalLi 


TM 


418 




fnrwaro 1 9 

IUI WCU u X. 


TM 


/M 1 
441 


4^1 


fr\i*\x/5n"f1 9 


TM 


A ^9 
40 Z 


474 


fr»rvi/5*Tfl 9 
lui wcuu x< 


TM 


475 


792 


forwarfl 2 


TM 


1 


670 


forward 1 


TM 


671 


693 


forward 1 


TM 


694 


785 


forward 1 


TM 


786 


808 


forward 1 


TM 


809 


848 


forward 1 


TM 



849 866 forward 1 TM 



867 


880 


forward 1 


TM 


1 


675 


forward 2 


TM 


676 


698 


forward 2 


TM 


699 


879 


forward 2 


TM 


1 


560 


forward 3 


TM 


561 


583 


forward 3 


TM 


584 


633 


forward 3 


TM 


634 


656 


forward 3 


TM 


657 


670 


forward 3 


TM 


671 


693 


forward 3 


TM 


694 


879 


forward 3 


TM 


1 


76 


forward 2 


TM 


77 


99 


forward 2 


TM 


100 


501 


forward 2 


TM 


1 


38 


forward 3 


TM 


39 


58 


forward 3 


TM 


159 









Topology 
Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 
Cytosolic 
Cytosolic 
Transmembrane 
Non-Cytosolic 

Cytosolic 
Transmembrane 



BNSDOCID: <WO 02083876A2_L> 



WO 02/083876 



PCT/US02/09921 



SEQ D NO: Template ID 


Start 


264 


LI: 1 072074 . 1 0:200 1 MAY 1 7 


59 


265 


LI:1072889.15:2001MAY17 


1 


265 


LI: 1 072889. 1 5 :200 IMA Y 1 7 


68 


265 


LI:1072889.15:2001MAY17 


88 


265 


LI: 1 072889. 1 5:2001MA Y 1 7 


92 


265 


LI: 1 0728 89. 1 5 :200 1M A Y 1 7 


112 


265 


LI: 1 0728 89. 1 5 :200 1 MAY 1 7 


311 


265 


LI:1072889.15:2001MAY17 


334 


265 


LI:1072889.15:2001MAY17 


628 


265 


LI:1072889.15:2001MAY17 


651 


265 


LI:1072889.15:2001MAY17 


663 


265 


LI:1072889.15:2001MAY17 


686 


265 


LI:1072889.15:2001MAY17 


1 


265 


LI:1072889.15:2001MAY17 


20 


265 


LI: 1 072889. 1 5:200 1 MA Y 1 7 


43 


265 


LI:1072889.15:2001MAY17 


52 


265 


LI:1072889.15:2001MAY17 


75 


265 


LI: 1072889. 15:2001MAY17 


95 


265 


LI: 1 072889. 1 5:200 IMA Yl 7 


118 


265 


LI:1072889.15:2001MAY17 


140 


265 


LI:1072889.15:2001MAY17 


163 


265 


LI:1072889.15:2001MAY17 


273 


265 


LI:1072889.15:2001MAY17 


296 


265 


LI: 1 072889. 15;2001MAY1 7 


: 521 


265 


LI:1072889.15:2001MAY17 


544 


265 


LI:1072S89.15:2001MAY17 


613 


265 


LI:1072889.15:2001MAY17 . 


• 636 


265 


LI:1072889.15:2001MAY17 


658 


265 


LI:1072889.15:2001MAY17 


681 


265 


LI:1072889.15:2001MAY17 


1 


265 


LI:1072889.15:2001MAY17 


39 


265 


LI: 1 072889. 1 5 :2001MAY 17 


62 


265 


LI:1072889.15:2001MAY17 


93 


265 


LI:1072889.15:2001MAY17 


116 


265 


LI:1072889.15:2001MAY17 


267 


265 


LI:1072889.15:2001MAY17 


290 


265 


LI:1072889.15:2001MAY17 


612 


265 


LI: 1 072889. 1 5:2001MAY1 7 


635 


265 


LI:1072889.15:2001MAY17 


655 


265 


LI: 1 072889. 15:2001MAY17 


678 


266 


LI: 1 077480. 1 :200 1 MAY 17 


1 


266 


LI: 1 077480. 1 :2001MAY17 


12 


266 


LI:1077480.1:2001MAY17 


35 


266 


LI: 1 077480. 1 :2001 MAY 17 


54 


266 


LI: 1 077480. L2001MAY17 


77 


266 


LI: 1 077480.1 :2001MAY17 


110 


266 


LI:1077480.1:2001MAY17 


133 


zoo 


LI: 1 077480. 1 :2001MAY17 


177 


266 


LI: 1 077480. 1 :2001MAY17 


200 


266 


LI:1077480.1:2001MAY17 


241 


266 


LI:1077480.1:2001MAY17 


264 


266 


LI: 1 077480. 1 :2001MAY 17 


1 


266 


LI: 1 077480. 1:2001MAY17 


148 


266 


LI: 1 077480. 1 :2001 MA Y 1 7 


171 
160 



2 



Stop 


Frame 


Domain Type 


Topology 


1024 


t forward 3 


TM 


Non-Cytosolic 


67 


forward 1 


TM 


Cytosolic 


87 


forward 1 


TM 


Transmembrane 


91 


forward 1 


TM 


Non-Cytosolic 


111 


forward 1 


TM 


Transmembrane 


310 


forward 1 


TM 


Cytosolic 


333 


forward 1 


TM 


Transmembrane 


627 


forward 1 


TM 


Non-Cytosolic 


650 


forward 1 


TM 


Transmembrane 


662 


forward 1 


TM 


Cytosolic 


685 


forward 1 


TM 


Transmembrane 


694 


forward 1 


TM 


Non-Cytosolic 


19 


forward 2 


TM 


Cytosolic 


42 


forward 2 


TM 


Transmembrane 


51 


forward 2 


TM 


Non-Cytosolic 


74 


forward 2 


TM 


Transmembrane 


94 


forward 2 


TM 


Cytosolic 


117 


forward 2 


TM 


Transmembrane 


139 


forward 2 


TM 


Non-Cytosolic 


162 


forward 2 


TM 


Transmembrane 


272 


forward 2 


TM 


Cytosolic 


295 


forward 2 


TM 


Transmembrane 


520 


forward 2 


TM 


Non-Cytosolic 


■543 


forward 2 


TM 


Transmembrane 


612 


forward 2 


TM 


Cytosolic 


635 


forward 2 


TM 


Transmembrane 


657 


forward 2 


TM 


Non-Cytosolic 


680 


forward 2 


TM 


Transmembrane 


694 


forward 2 


TM 


Cytosolic 


38 


forward 3 


TM 


Cytosolic 


61 


forward 3 


TM 


Transmembrane 


92 


forward 3 


TM 


Non-Cytosolic 


115 


forward 3 


TM 


Transmembrane 


266 


forward 3 


TM 


Cytosolic 


289 


forward 3 


TM 


Transmembrane 


611 


forward 3 


TM 


Non-Cytosolic 


634 


forward 3 


TM 


Transmembrane 


654 


forward 3 


TM 


Cytosolic 


677 


forward 3 


TM 


Transmembrane 


694 


forward 3 


TM 


Non-Cytosolic 


11 


forward 1 


TM 


Cytosolic 


34 


forward 1 


TM 


Transmembrane 


53 
76 


forward 1 


TM 


Non-Cytosolic 




A XV J 


Transmembrane 


109 


forward 1 


TM 


Cytosolic 


132 


forward 1 


TM 


Transmembrane 


176 


forward 1 


TM 


Non-Cytosolic 


199 


forward 1 


TM 


Transmembrane 


240 


forward 1 


TM 


Cytosolic 


263 


forward 1 


TM 


Transmembrane 


484 


forward 1 


TM 


Non-Cytosolic 


147 


forward 2 


TM 


Cytosolic 


170 


forward 2 


TM 


Transmembrane 


189 


forward 2 


TM 


Non-Cytosolic 



WO 02/083876 



PCT/US02/09921 



SEQDNO: 


Template ID 


266 


LI: 1 077480. 1 :200 1M AY 1 7 


266 


LI: 1 077480. 1 :200 1 MAY 1 7 


266 


LI:1077480.1:2001MAY17 


266 


LI:1077480.1:2001MAY17 


266 


LI: 1077480.1 :2001M AY 17 


266 


LI: 1 077480. 1 :200 1M AY 17 


266 


LI: 1 077480. 1 :200 1MAY 1 7 


266 


LI: 1 077480. 1 :200 1 MAY 17 


266 


LI: 1 077480. 1 :2001MAY 17 


266 


LI:1077480.1:2001MAY17 


266 


LI:1077480.1:2001MAY17 


266 


LI:1077480.1:2001MAY17 


266 


LI: 1 077480. 1 :200 1M AY 17 


266 


LI: 1 077480. 1 :200 1 MAY 1 7 


266 


LI:1077480.1:2001MAY17 


266 


LI: 1077480.1 :2001MAY 17 


266 


LI:1077480.1:2001MAY17 


267 


LI: 1 079555 . 1 :2001M AY 1 7 


267 


LI:1079555.1:2001MAY17 


267 


LI: 1 079555. 1 :2001MAY17 


268 


LI: 1084992.28:200 1MAY17 


268 


LI:1084992.28:2001MAY17 


268 


LI: 1 084992.28 :2001MAY 1 7 



269 LI:1085472.5:2001MAY17 

269 LI:1085472.5:2001MAY17 

269 LI: 1085472.5 :2001MAY17 

270 LI: 1086800.7 :2001MAY17 
270 LI: 1086800.7 :2001MAY17< 
270 LI:1086800.7:2001MAY17 
270 LI: 1086800.7 :2001MAY17 
270 LI: 1086800.7 :2001MAY17 
270 LI: 1086800.7:2001MAY17 
270 LI: 1086800.7:2001MAY17 
270 LI:1086800.7:2001MAY17 
270 LI:1086800.7:2001MAY17 
270 LI:1086800.7:2001MAY17 
270 LI: 1086800.7 :2001MAY17 
270 LI:1086800.7:2001MAY17 
270 LI:1086800.7:2001MAY17 
270 LI:1086800.7:2001MAY17 
270 LI:1086800.7:2001MAY17 
270 LI: 1 086800.7 :200 1M AY 17 
270 LI:1086800.7:2001MAY17 
270 LI:1086800.7:2001MAY17 
270 LI:1086800.7:2001MAY17 
270 LI: 1 086800.7:2001MAY17 
270 LI:1086800.7:2001MAY17 
270 LI: 1 086800.7 :2001MAY17 
270 LI:1086800.7:2001MAY17 
270 LI:1086800.7:2001MAY17 
270 LI: 1086800.7 :2001MAY17 
270 LI:1086S00.7:2001MAY17 
270 LI:1086800.7:2001MAY17 
270 LI: 1 086800.7:2001MAY17 



TABLE 2 



Start Stop Frame Domain Type 


Topology 


190 207 forward 2 


TM 

1 IVl 


Transmembrane 


208 251 forward 2 


TM 

X iVl 


Cytosolic 


252 


274 tor war a z 


TM 

llvl 


Transmembrane 


275 


331 forward 2 


TM 

llvl 


Non-Cytosolic 


332 


354 forward I 


TM 
1 ivi 


Transmembrane 


355 


365 forward 2 


TM 
llvl 


Cytosolic 


366 


388 forward 2 


TM 

llvl 


Transmembrane 


389 


484 forward 2 


TM 


Non-Cytosolic 


1 


59 forward 3 


TM 
1 IVl 


Cytosolic 


60 


82 forward 3 


TM 


Transmembrane 


83 


101 forward 3 


1M 


Non-Cytosolic 


102 


121 forward 3 


1JV1 


Transmembrane 


122 


132 forward 3 


IM 


Cytosolic 


133 


155 forward 3 


TTV/T 

IM 


Transmembrane 


156 


241 forward 3 


IM 


Nnn-Cvtosolic 


242 


264 forward 3 


IM 


Transmembrane 


265 


484 forward 3 


TTV It 

IM 


Cytosolic 


1 


38 forward 2 


TTV/T 


Cvtosolic 


39 


61 forward 2 


TTV/f 

IM 


Transmembrane 


62 


444 forward 2 


TTV M 

TM 


Non-Cvtosolic 


1 


68 forward 3 


TM 


fvtosolic 


69 


91 forward 3 


TM 


Tra n sm embrane 


92 


263 forward 3 


TTV/f 

IM 


Nnn-Cvtosolic 


1- • 


52 forward 1 


TM 


Cvtosolic 


53 


75 forward 1 


IM 


Transmembrane 


76 


.1590 forward 1- 


TM 


Non -C v to sol i c 


1 


84 forward 1 


IM 


Cvtosolic 


85 


107 forward 1 


IM 


Transmembrane 


* 108 


140 forward 1 


TTV/T 
IM 


Non-Cvtosolic 


141 


163 forward 1 


TTVA 


Transmembrane 


164 


431 forward 1 


TTV/f 

IM 


Cytosolic 


432 


451 forward 1 


TTV/T 

IM 


Transmembrane 


452 


479 forward 1 


TTV/f 


Non-Cytosolic 


480 


502 forward 1 


TTV/f 
IM 


Transmembrane 


503 


521 forward 1 


TM 
IM 


Cytosolic 


522 


541 forward 1 


TTV/f 
IM 


Transmembrane 


542 


593 forward 1 


TM 
IM 


Non-Cytosolic 


594 


616 forward 1 


TTV/T 

IM 


Transmembrane 


617 


622 forward 1 


TM 
IM 


Cytosolic 


623 


645 forward 1 


TTVA 
IM 


Transmembrane 


646 


686 forward 1 


TTV/f 
IM 


Non-Cytosolic 


687 


709 forward 1 


TTV/T 
IM 


Transmembrane 


710 


981 forward 1 


TTV/T 
IM 


Cytosolic 


982 


1004 forward 1 


TM 
llvl 


Transmembrane 


1005 1471 forward 1 


IM 


Non-Cytosolic 


1472 1489 forward 1 


TTv/T 
IM 


Transmembrane 


1490 1578 forward 1 


TM 


Cytosolic 


1579 1601 forward 1 


TM 


Transmembrane 


1602 1641 forward 1 


TM 


Non-Cytosolic 


1642 1664 forward 1 


TM 


Transmembrane 


1665 1671 forward 1 


TM 


Cytosolic 


1 


49 forward 2 


TM 


Cytosolic 


50 


72 forward 2 


TM 


Transmembrane 


73 


86 forward 2 


TM 


Non-Cytosolic 



161 



BNSDOCID <WO 02083876A2_L> 



WO 02/083876 



PCT/US02/09921 



SEQ D NO: Template ID 


270 


LI:1086800.7:2001MAY17 


270 


LI: 1 086800.7 :200 1M AY 1 7 


270 


LI:1086800.7:2001MAY17 


270 


LI:1086800.7:2001MAY17 


270 


LI:1086800.7:2001MAY17 


270 


LI:1086800.7:2001MAY17 


270 


LI:1086800.7:2001MAY17 


270 


LI:1086800.7:2001MAY17 


270 


LI:1086800.7:2001MAY17 


270 


LI:1086800.7:2001MAY17 


270 


LI: 1086800.7:2001MAY17 


270 


LI: 1086800.7:2001MAY17 


270 


LI:1086800.7:2001MAY17 


270 


LI:1086800.7:2001MAY17 


270 


LI:1086800.7:2001MAY17 


270 


LI: 1086800.7:2001MAY17 


270 


LI: 1 086800.7 :200 IMA Y 1 7 


270 


LI:1086800.7:2001MAY17 


270 


LI:1086800.7:2001MAY17 


270 


LI: 1086800.7:2001MAY17 


270 


LI: 1 086800.7:200 1MAY17 


270 


LI:1086800.7:2001MAY17 


270 


LI:1086800.7:2001MAY17 


270 


LI:1086800.7:2001MAY17 


270 


LI:1086800.7:2001MAY17 


270 


LI:1086800.7:2001MAY17 


270 


LI:1086800.7:2001MAY17 


270 


LI:1086800.7:2001MAY17 


270 


LI: 1 086800.7:2001MAY17 


270 


LI:1086800.7:2001MAY17 


6 270 


LI:1086800.7:2001MAY17 


270 


LI: 1086800.7:2001MAY17 


270 


LI:1086800.7:2001MAY17 


270 


LI:1086800.7:2001MAY17 


270 


LI:1086800.7:2001MAY17 


270 


LI: 1086800.7:2001MAY17 


270 


LI:1086800.7:2001MAY17 


270 


LI:1086800.7:2001MAY17 


270 


LI: 1086800.7 :2001MAY17 


270 


LI:1086800.7:2001MAY17 


270 


LI: 1086800.7:2001MAY17 


270 


LI: I086800.7:2001MAY17 


270 


LI:1086800.7:2001MAY17 


270 


LI: 1 08 6800.7 ;200 1 MAY ! 7 


270 


LI:1086800.7:2001MAY17 


271 


LI:1089871.9:2001MAY17 


271 


LI:1089871.9:2001MAY17 


271 


LI: 1 08987 1 .9:2001MAY17 


271 


LI:108987L9:2001MAY17 


271 


LI:1089871.9:2001MAY17 


271 


LI: 1 08987 1 .9:2001MA Yl 7 


271 


LI: 1 08987 1.9:2001MAY17 


271 


LI: 1 08987 1.9:2001MAY17 


271 


LI: 1 08987 1.9.-2001MAY17 



TABLE 2 



Start 


Stop 


Frame 


Domain Type 


Topology 


87 


109 


forward 2 


TM 


Transmembrane 


110 


115 


forward 2 


TM 


Cytosolic 


116 


138 


forward 2 


TM 


Transmembrane 


139 


180 


forward 2 


TM 


Non-Cytosolic 


181 


203 


forward 2 


TM 


Transmembrane 


204 


238 


forward 2 


TM 


Cytosolic 


239 


261 


forward 2 


TM 


Transmembrane 


262 


275 


forward 2 


TM 


Non-Cytosolic 


276 


298 


forward 2 


TM 


Transmembrane 


299 


309 


forward 2 


TM 


Cytosolic 


310 


332 


forward 2 


TM 


Transmembrane 


333 


592 


forward 2 


TM 


Non-Cytosolic 


593 


615 


forward 2 


TM 


Transmembrane 


616 


868 


forward 2 


TM 


Cytosolic 


869 


891 


forward 2 


TM 


Transmembrane 


892 


905 


forward 2 


TM 


Non-Cytosolic 


906 


928 


forward 2 


TM 


Transmembrane 


929 


1036 


forward 2 


TM 


Cytosolic 


1037 


1059 


forward 2 


TM 


Transmembrane 


1060 


1670 


forward 2 


TM 


Non-Cytosolic 


1 


46 


forward 3 


TM 


Cytosolic 


47 


66 


forward 3 


TM 


Transmembrane 


67 


SO 


forward 3 


TM 


Non-Cytosolic 


81 


103 


forward 3 


TM 


Transmembrane 


104 


233 


forward 3 


TM 


Cytosolic 


234 


256 


forward 3 


TM 


Transmembrane 


257 


275 


forward 3 


TM 


Non-Cytosolic 


276 


298 


forward 3 


• TM 


Transmembrane 


299 


388 


forward 3 


TM 


Cytosolic 


389 


411 


forward 3 


TM 


Transmembrane 


412 


584 


forward 3 


TM 


Non-Cytosolic 


585 


607 


forward 3 


TM 


Transmembrane 


608 


775 


forward 3 


TM 


Cytosolic 


776 


795 


forward 3 


TM 


Transmembrane 


796 


1206 


forward 3 


TM 


Non-Cytosolic 


1207 


1229 


forward 3 


TM 


Transmembrane 


1230 


1262 


forward 3 


TM 


Cytosolic 


1263 


1285 


forward 3 


TM 


Transmembrane 


1286 


1294 


forward 3 


TM 


Non-Cytosolic 


1295 


1314 


forward 3 


TM 


Transmembrane 


1315 


1446 


forward 3 


TM 


Cytosolic 


1447 


1469 


forward 3 


TM 


Transmembrane 


1470 
163! 


1630 


forward 3 


TM 


Non-Cytosolic 


1653 


m. nuiu ~J 


m k 
11V1 


Transmembrane 


1654 


1670 


forward 3 


TM 


Cytosolic 


1 


343 


forward 1 


TM 


Non-Cytosolic 


344 


363 


forward 1 


TM 


Transmembrane 


364 


369 


forward 1 


TM 


Cytosolic 


370 


392 


forward 1 


TM 


Transmembrane 


393 


1441 


forward 1 


TM 


Non-Cytosolic 


1442 


1464 


forward 1 


TM 


Transmembrane 


1465 


1483 


forward 1 


TM 


Cytosolic 


1484 


1503 


forward 1 


TM 


Transmembrane 


1504 


1546 


forward 1 


TM 


Non-Cytosolic 


162 









BNSDOCID: <WO 02083876A2. L> 



WO 02/083876 



PCT/US02/09921 



SEQ D NO: 


Template ID 


271 


LI:l08987l.9:200lMAYl7 


271 


LI: 1 08987 1 .9:2001MAY 17 


271 


LI: 1 08987 1 .9 :200 IMA Y 17 


271 


LI:1089871.9:2001MAY17 


271 


LI: 1 08987 1 .9 :200 1 MAY 17 


271 


LI:1089871.9:2001MAY17 


271 


LI: 1 08987 1 .9:200 1M AY 17 


271 


LI:1089871.9:2001MAY17 


271 


LI: 108987 1 .9:2001MAY 17 


271 


LI: 108987 1 .9:2001MAY 17 


271 


LI:1089871.9:2001MAY17 


271 


LI: 108987 1 .9:2001MAY17 


271 


LI: 1 08987 1 .9:2001MAY17 


271 


LI:1089871.9:2001MAY17 


271 


LI: 1 08987 1 .9:200 1MAY 17 


271 


LI:1089871.9:2001MAY17 


271 


LI:1089S71.9:2001MAY17 


271 


LI: 1 08987 1 .9:200 1MAY 17 


271 


LI:1089871.9:2001MAY17 


271 


LI:1089871.9:2001MAY17 



27 1 LI: 108987 1 .9:2001MAY 17 

27 1 LI: 1089871 .9:2001MAY 17 

27 1 LI: 1 08987 1 .9 :2001MAY 17 

27 1 LI: 108987 1 .9:2001MAY17 

271 LI:1089871.9:2001MAY17 

271 LI:1089871.9:2001MAY17 

27 1 LI: 1 08987 1 .9:2001MAY17 

271 LI:1089871.9:2001MAY17 

271 LI:1089871.9:2001MAY17 

27 1 LI: 1 08987 1 .9:2001MAY17 

27 1 LI: 1 08987 1 .9 :2001MAY 17 

27 1 LI: 1 08987 1 .9:2001MAY 17 

27 1 LI: 108987 1 .9:2001MAY17 

27 1 LI: 1 089 87 1 .9:2001MAY 17 

271 LI:1089871.9:2001MAY17 
27 1 LI: 108987 1 .9:2001MAY17 
27 1 LI: 1 08987 1.9:2001 MAY 17 
27 1 LI: 108987 1 .9:2001MAY17 
271 LI: 1 08987 1.9:2001MAY17 
271 L1:1089S71.9:2001MAY17 
271 LI: 1089871. 9:2001MAY17 
27 1 LI: 1 08987 1 .9.2001MAY17 
271 LI: 108987 1 .9:2001MAY17 
27 1 LI: 1 08987 1 .9.2001MAY17 
27 1 LI: 1 08987 1 .9:2001MAY17 
27 1 LI: 1 08987 1 .9:2001MAY17 
27 1 LI: 1 08987 1 ,9:2001MAY17 
27 1 LI: 1089871 .9:2001MAY17 
271 LI: 1089871. 9:2001MAY17 

271 LI:1089871.9:2001MAY17 

272 U:l 10297.6:2001MAY17 
272 LI:1 10297.6:2001MAY17 
272 LI:1 10297.6:2001MAY17 
272 LI:110297.6:2001MAY17 



TABLE 2 



Start 


Stop 


Frame 


Domain Tyj 


1547 


1569 


forward 1 


TM 


1570 


1575 


forward 1 


TM 


1 576 


1598 


forward 1 


TM 


1599 


1617 


forward 1 


TM 


IUIO 


1639 


forward 1 


TM 




1753 


forward 1 


TM 




1773 


forward 1 


TM 


1774 


1928 


forward 1 


TM 


i 


1219 


forward 2 


TM 


1 990 


12.42 


forward 2 


TM 


19zl^ 


1408 


forward 2 


TM 






forward 2 


TM 




1A^0 


forward 2 


TM 


1/1*21 

14.51 


1 AAQ 


forward 2 


TM 


1 AAQ 




forward *5 


TM 


1 A 


1477 


forward 2 


TM 


1/175? 


1481 


forward 2 


TM 


1482 


1504 


forward 2 


TM 


1505 


1579 


forward 2 


TM 


1580 


1602 


forward 2 


TM 


1603 


1673 


forward 2 


TM 


1674 


1693 


forward 2 


TM 


1694 


1713 


forward 2 


TM 



1714 1736 forward 2 TM 

1737 1759 forward 2 TM 

.1760 1782 forward 2 TM 

1783 1836 forward 2 TM 



1837 


1859 


forward 2 


TM 


1860 


1862 


forward 2 


TM 


1863 


1885 


forward 2 


TM 


1886 


1928 


forward 2 


TM 


1 


1382 


forward 3 


TM 


1383 


1405 


forward 3 


TM 


1406 


1425 


forward 3 


TM 


1426 


1448 


forward 3 


TM 


1449 


1471 


forward 3 


TM 


1472 


1494 


forward 3 


TM 


1495 


1571 


forward 3 


TM 


1572 


1594 


forward 3 


TM 


1595 


1669 


forward 3 


TM 


1670 


1687 


forward 3 


TM 


1688 


1706 


forward 3 


TM 


1707 


1729 


forward 3 


TM 


1730 


1748 


forward 3 


TM 


1749 


1771 


forward 3 


TM 


1772 


1849 


forward 3 


TM 


1850 


1872 


forward 3 


TM 


1873 


1881 


forward 3 


TM 


1882 


1904 


forward 3 


TM 


1905 


1927 


forward 3 


TM 


1 


63 


forward 1 


TM 


64 


86 


forward 1 


TM 


87 


127 


forward 1 


TM 


128 


145 


forward 1 


TM 



163 



Topology 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 
Cytosolic 
Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 



BNSDOCID: <WO 02083676A2J_> 



WO 02/083876 



PCT/US02/0992] 







TABLE 2 




SEQDNO: Template ID 


otan 


Stop Frame 


272 


T T.I 1D9Q7 A*7fin 1 Tv/T A V 1 7 

i iuzy / .o.zuuiivia 11/ 


140 


156 


forward 1 


272 


i-ii, i iuzy / . o.zuuiivia 11/ 


1 ^7 

ij / 


179 


forward 1 


212 


JL.1. l iuzy / .O.ZUUIIVIA 11/ 


1 CA 

loU 


293 


forward 1 


211 


T T- 1 1 0707 TV/T A VH 
i lUZy /.O.ZUU1MA I 1 / 


zy4 


311 


forward 1 


279 


Li.i iuzy /.O.ZUU1MAY 17 


717 
31Z 


587 


forward 1 


27? 
j- 1 z 


T T.I 1 A107 A.OAn 1 A^f A V1 "7 

Li.i iuzy /.o.zUUlMAYI7 


JOO 


610 


forward 1 


979 
Z I z 


T T.i 1 H707 A.onnn* Avn 

l-l.l lUZy /.O.2001MAY17 


1 

oil 


684 


forward 1 


979 
Ll L 


T T ♦ 1 1 AO A "7 <C . 1 nrv n x jr a "\/" * »-t 

Li.l 10297. 6:2001 MAY 17 


065 


702 


forward 1 


970 
Z /Z 


LI.I J0297.o:200lMAYl7 


703 


737 


forward 1 


977 
Ll L 


T T.I 1Aom £.OAA1>« A Trin 

LI.I 10297. 6:2001MAY 17 


'-70 0 
738 


760 


forward 1 


LIZ 


LI: 1 10297.6:200 IMA Yl 7 


761 


769 


forward 1 


977 

Ll L 


LI.l 10297. 6:2001MAY17 


770 


792 


forward 1 


977 

lil 


T T.I 1Aim AAA -IX* A *tr t *m 

LI. 1 10297. 6:2001MAY17 


793 


801 


forward 1 


777 
LIL 


LI:1 10297.6:2001MAY17 


1 


735 


forward 2 


777 
LIL 


LI:1 10297.6:2001MAY17 


736 


758 


forward 2 


LIZ 


LI:1 10297.6:2001MAY17 


759 


769 


forward 2 


077 
Z /Z 


LI:1 10297.6:2001MAY17 


770 


792 


forward 2 


777 
ZIZ 


LI: 1 10297.6:200 IMAY17 


793 


801 


forward 2 


777 

Z/Z 


LI:1 10297.6:2001MAY17 


1 


11 


forward 3 


777 

Z/Z 


LI:1 10297.6:2001MAY17 


12 


29 


forward 3 


0*70 

272 


LI.l 10297.6:2001MAY17 


30 


604 


forward 3 


7*71 
LIZ 


LI:1 10297.6:2001MAY17 


605 


627 


forward 3 


1*71 

ZIZ 


LI.l 10297.6:2001MAY17 


628 


738 


forward 3 


LIL 


LI:1 10297 :6:2001MAY17 


739 


761 


forward 3 


777 

LIZ 


LI:1 10297.6:2001MAY17 


762 


775 


forward 3 


777 

ZIZ 


LI:1 10297.6:2001MAY17 


776 


798 


forward 3 


777 
ZIZ 


LI:1 10297.6:2001MAY17 


799 


800 


forward. 3 


77*2 
LIS 


LI:1 143463. 8:2001MAY17 


1 


1373 


forward 1 


777 

LIS 


LI:1 143463.8:2001MAY17 


1374 


1396 


forward 1 


Oil 

LIS 


LI: 1 143463.8:2Q0IMAY17 


1397 


1555 


forward 1 


777 
LIS 


LI:1 143463. 8:2001MAY17 


1556 


1578 


forward 1 


777 
LIS 


LI:1 143463. 8:200 1MAY17 


1579 


1648 


forward 1 


777 
ZJS 


T T.I 1 ^ 7 yl /" A O A A A *h m a <«*-.* «_ 

LI.l 143463. 8:2001MAY17 


1649 


1668 


forward 1 


777 
ZIS 


T T . 1 1 ^ 7 >l /"A fl A AA i -x, m a m * «m 

LI:1 143463. 8:2001MAY17 


1669 


1712 


forward 1 


777 

ZId 


T T.I 1 7 /I /" A O A A A 4 ^ «- A ^ w m mm 

LI:1 143463. 8:2001MAY17 


1713 


1735 


forward 1 


777 
LIS 


LI: 1 1 43463.8 :2001MAY 17 


1736 


1744 


forward 1 


777 
LIS 


LI:1 143463.8:2001MAY17 


1745 


1764 


forward 1 


977 

LIS 


LI.l 1 43463.8 :2001MAY 17 


1765 


1835 


forward 1 


971 

Z / J 


Ll. l J4o4o3.o:z001MAY17 


1836 


1858 


forward 1 


977 

Z / «j 


LI.l 1 43463.0 .200 1M AY 17 


1 o5 v 


1872 


forward 1 


977 

z / o 


T T-1 1 o'.OflA n/A inn 

Ll.l J434o3.8:2001MAY17 


1873 


1892 


forward 1 


z / _? 


T 7«1 1/I'2/1/C'2 CIA/I tlx a i <-t 

ll J i434o3.o:z00IMAY17 


l&y3 


1912 


forward 1 


971 


li.i i434o3.o:zU01MAY17 


1 A 1 O 

ly 13 


1935 


forward 1 


977 

Z / J 


LL 1 1 43463. o:2001MAY17 


ly36 


1946 


forward 1 


971 


li.i J434d3.o:2U01MAY17 


l 


12 


forward 2 


271 


U.J 143463. 0.Z001MAY17 


13 


35 


forward 2 


273 


LTJ 141461 S*7nniA/T AVI 7 


7< 

36 


721 


forward 2 


273 


LI:1 143463.8:2001MAY17 


799 


739 


forward 2 


273 


LI:1 143463.8:2001MAY17 


740 


751 


forward 2 


273 


LI:1 143463.8:2001MAY17 


752 


774 


forward 2 


273 


L1:1I43463.8:2001MAY17 


775 


777 


forward 2 


273 


LI:1143463.8:2001MAY17 


778 


797 


forward 2 


273 


LI:1!43463.8:2001MAY17 


798 


837 


forward 2 


273 


LI:I143463.8:200IMAY17 


838 


860 


forward 2 



164 



Domain Type Topology 
TM Cytosolic 
TM Transmembrane 



TM 


Non-Cytosolic 


TM 


Transmembrane 


TM 


Cytosolic 


TM 


Transmembrane 


TM 


Non-Cytosolic 


TM 


Transmembrane 


TM 


Cytosolic 


TM 


Transmembrane 


TM 


Non-Cytosolic 


TM 


Transmembrane 


TM 


Cytosolic 


TM 


Non-Cytosolic 


TM 


Transmembrane 


TM 


Cytosolic 


TM 


Transmembrane 


TM 


Non-Cytosolic 


TM 


Cytosolic 


TM 


Transmembrane 


TM 


Non-Cytosolic 


TM 


Transmembrane 


TM 


Cytosolic 


TM 


Transmembrane 


TM 


Non-Cytosolic 


TM 


Transmembrane 


TM 


Cytosolic 


TM 


Non-Cytosolic 


TM 


Transmembrane 


TM 


Cytosolic 


TM 


Transmembrane 


TM 


Non-Cytosolic 


TM 


Transmembrane 


TM 


Cytosolic 


TM 


Transmembrane 


TM 


Non-Cytosolic 


TM 


Transmembrane 


TM 


Cytosolic 


TM 


Transmembrane 


TM 


Non-Cytosolic 


TM 


Transmembrane 


TM 


Cytosolic 


TM 


Transmembrane 


TM 


T\J^„ r~>, 1:_ 


TM 


Cytosolic 


TM 


Transmembrane 


TM 


Non-Cytosolic 


TM 


Transmembrane 


TM 


Cytosolic 


TM 


Transmembrane 


TM 


Non-Cytosolic 


TM 


Transmembrane 


TM 


Cytosolic 


TM 


Transmembrane 



WO 02/083876 



PCT/US02/09921 



SEQ D NO: Template ID 

273 LI:1143463.8:2001MAY17 

273 LI:1 143463.8:2001MAY17 

273 LI: 1 143463 .8 :2001 MAY 1 7 

273 11:1 143463.8:2001MAY17 

273 LI:1 143463.8:2001MAY17 

273 LI:1 143463.8:2001MAY17 

273 LLl 143463.8:2001MAY17 

273 LI:1143463.8:2001MAY17 

273 LI:1 143463.8:2001MAY17 

273 LI:1143463.8:2001MAY17 

273 12:1 143463.8:2001MAY17 

273 LI:1 143463.8:2001MAY17 

273 LI:1 143463.8:2001MAY17 

273 LI:1 143463.8-.2001MAY17 

273 LI:1 143463.8:2001MAY17 

273 L1:1143463.8:2001MAY17 

273 11:1 143463.8:2001MAY17 

273 LI:1143463.8:2001MAY17 

273 LI:1 143463.8-.2001MAY17 

273 LI:1143463.8:2001MAY17 

273 LI:1 143463.8:2001MAY17 

273 LI:1 143463.8:2001MAY17 

273 LI:1143463.8:2001MAY17 

• 273 LI:1143463.8:2001MAY17 

273 LI:1143463.8:2001MAY17 

273 LI:1143463.8:2001MAY17 

274 LI:1 144466.1 :2001MAY17 
274 LI:1144466.1:2001MAY17 
274 LI:1 144466.1 :2001MAY17 
274 LI:1 144466.1 :2001MAY17 
274 U:l 144466.1 :2001MAY17 

274 LI: 1 144466. 1 :2001MAY17 

275 U:l 170624.2:2001MAY17 
275 LI:1 170624.2:2001MAY17 
275 LI:1 170624.2-.2001MAY17 
275 Ll:l 170624.2:2001MAY17 
275 LI:1 170624.2:2001MAY17 

275 LI:1 170624.2:2001MAY17 

276 LI:1 171602.39:2001MAY17 
276 LI:1171602.39:2001MAY17 
276 LI:1 171602.39:2001MAY17 
276 LI:1 171602.39:2001MAY17 
276 LI: 1 1 7 1 602.39:200 1MAY 17 
276 LI:1 171602.39:2001MAY17 
276 LI:1 171602.39:2001MAY17 

276 LI:1 171602.39:2001MAY17 

277 LI: 1 1 82361 .3:2001MAY17 
277 LI: 1 182361. 3:2001MAY17 

277 LI:1 182361. 3 :2001MAY17 

278 LI:1 188194.15-.2001MAY17 
278 LI:1 188194.15:2001MAY17 
278 LI:1 188194.15:2001MAY17 
278 LI:1 188194.15:2001MAY17 
278 LI:I !88194.15:2001MAY17 



TABLE 2 
Start Stop 
861 1641 
1642 1664 
1665 1690 
1691 1710 
1711 1738 
1739 1761 
1762 1835 
1836 1858 
1859 1877 
1878 1900 
1901 1946 
1 1257 
1258 1280 
1281 1381 
1382 1404 
1405 1744 
1745 1767 
1768 1816 
1817 1839 
1840 1848 
1849 1871 
1872 1877 
1878 1897 
1898 1911 
1912 1931 
1932 1946 
1 708 
709 728 
729 741 



1 

708 
728 
1 

355 
378 
1 

357 
375 
1 

134 
157 

1 

5 

23 
37 
60 
1 

34 
57 
1 

543 
566 
586 
609 



707 
727 
740 
354 
377 
378 
356 
374 
378 
133 
156 
234 
4 
22 
36 
59 
234 
33 
56 
245 
542 
565 
585 
608 
640 



Frame Domain Type 

forward 2 TM 

forward 2 TM 

forward 2 TM 

forward 2 TM 

forward 2 TM 

forward 2 TM 

forward 2 TM 

forward 2 TM 

forward 2 TM 

forward 2 TM 

forward 2 TM 

forward 3 TM 

forward 3 TM 

forward 3 TM 

forward 3 TM 

forward 3 TM 

forward 3 TM 

forward 3 TM 

forward 3 TM 

forward 3 TM 

forward 3 TM 

forward 3 TM 

forward 3 TM 

forward 3 TM 

forward 3 TM 

forward 3 • TM 

forward 1 TM 

forward 1 TM 

forward 1 TM 

forward 3 TM 

forward 3 TM 

forward 3 TM 

forward 1 TM 

forward 1 TM 

forward 1 TM 

forward 3 TM 

forward 3 TM 

forward 3 TM 

forward 1 TM 

forward 1 TM 

forward 1 TM 

forward 2 TM 

forward 2 TM 

forward 2 TM 

forward 2 TM 

forward 2 TM 

forward 1 TM 

forward 1 TM 

forward 1 TM 

forward 2 TM 

forward 2 TM 

forward 2 TM 

forward 2 TM 

forward 2 TM 



Topology 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 
, Cytosolic 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Non-Cytosolic 
Transmembrane 
Cytosolic 
Cytosolic 
Transmembrane 
Non-Cytosolic 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Non-Cytosolic 
Transmembrane 
Cytosolic 
Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 
Cytosolic 
Cytosolic 
Transmembrane 
Non-Cytosolic 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
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BNSDOCID <WO_ 



02083876A2.J_> 



WO 02/083876 



PCT/US02/09921 



SEQDNO: Template ID 

278 LI:1 188194.15:2001MAY17 
278 LI:1 188194.15:2001MAY17 
278 LI: 1 1 88 194. 1 5:200 1MAY 1 7 
278 LI:1188194.15:2001MAY17 
278 LI:1188194.15:2001MAY17 
278 LI:1188194.15:2001MAY17 

278 LI:1188194.15:2001MAY17 

279 LI:1189195.7:2001MAY17 
279 LI: 1 189195 .7:2001MAY17 
279 LI:1 189195 .7: 2001 MAY 17 
279 LI:1189195.7:2001MAY17 
279 LI:1 189195.7:2001MAY17 
279 LI:1189195.7:2001MAY17 
279 LI:1189195.7:2001MAY17 
279 LI:1189195.7:200IMAYI7 
279 LI:1189195.7:2001MAY17 
279 LI:1189195.7:2001MAY17 
279 U:l 189195.7:2001MAY17 
279 LI: 1 189195 .7:2001MAY17 
279 LI:1189195.7:2001MAY17 
279 LI:1189195.7:2001MAY17 
279 LI:1189195.7:2001MAY17 
279 LI:1189195.7:2001MAY17 
279 LI:1189195.7:2001MAY17 
279 LI:1189195.7:2001MAY17 
279 LI:1189195.7:2001MAY17 

' 279 LI:1189195.7:2001MAY17 

279 LI:1189195.7:2001MAY17 

279 LI:1 1 89195 /7:2001MAY17 

279 LI:1189195.7:2001MAY17 

279 LI:1189195.7:2001MAY17 

279 LI:1189195.7:2001MAY17 

279 LI:1189195.7:2001MAY17 

279 LI:1 189195.7:2001MAY17 

279 LI:1189195.7:2001MAY17 

279 LI: 1 1 89195 .7:2001MAY17 

279 LI:1 189195 .7:2001MAY17 

279 LI:1189195.7:2001MAY17 

279 LI:1 189195.7:2001MAY17 

279 LI:1 189195.7:2001MAY17 

279 LI:1189195.7:2001MAY17 

279 LI:1 189195.7:2001MAY17 

279 LI:1 189195.7:2001MAY17 

279 LT:1 1R9195 7:2Q0iMAY!7 

279 LI:1 189195.7:2001MAY17 

279 U:l 189195.7:2001MAY17 

279 LI:i 189195.7:2001MAY17 

279 LI:1 189195.7:2001MAY17 

280 LI:1 190092. 13:2001MAY17 
280 LI:1 190092.13:2001MAY17 
280 LI:1 190092.13:2001MAY17 

280 LI:1 1 90092. 13:2001MAY17 

281 U:l 190318.4:2001MAY17 
281 LI:1 190318.4:2001MAY17 



TABLE 2 



Start 


Stop 


Frame 


641 


659 


forward 2 


660 


662 


forward 2 


1 


538 


forward 3 


539 


561 


forward 3 


562 


634 


forward 3 


635 


657 


forward 3 


658 


662 


forward 3 


1 


426 


forward 1 


427 


445 


forward 1 


446 


457 


forward 1 


458 


480 


forward 1 


481 


521 


forward 1 


522 


539 


forward 1 


540 


567 


forward 1 


568 


590 


forward 1 


591 


661 


forward 1 


1 


283 


forward 2 


284 


306 


forward 2 


307 


380 


forward 2 


381 


403 


forward 2 


404 


422 


forward 2 


423 


445 


forward 2 


446 


457 


forward 2 


458 


480 


forward 2 


481 


489 


forward 2 


490 


509 


forward 2 


510 


521 


forward 2 


522 


539 


forward 2 


540 


573 


forward 2 


574 


596 


forward 2 


597 


602 


forward 2 


603 


625 


forward 2 


626 


661 


forward 2 


1 


67 


forward 3 


68 


90 


forward 3 


91 


109 


forward 3 


110 


132 


forward 3 


133 


270 


forward 3 


271 


293 


forward 3 


294 


359 


forward 3 


360 


382 


forward 3 



383 388 forward 3 

389 411 forward 3 

/M O HCO £ -1 

■tia t_>o iui waru j 

459 481 forward 3 

482 517 forward 3 

518 537 forward 3 

538 660 forward 3 

1 127 forward 1 

128 150 forward 1 

151 162 forward 1 

1 162 forward 2 

1 328 forward 1 

329 351 forward 1 



Domain Type 


Topology 


TM 


Transmembrane 


TM 


Cytosolic 


TM 


Non-Cytosolic 


TM 


Transmembrane 


TM 


Cytosolic 


TM 


Transmembrane 


TM 


Non-Cytosolic 


TM 


Non-Cytosolic 


TM 


Transmembrane 


TM 


Cytosolic 


TM 


Transmembrane 


TM 


Non-Cytosolic 


TM 


Transmembrane 


TM 


Cytosolic 


TM 


Transmembrane 


TM 


Non-Cytosolic 


TM 


Non-Cytosolic 


TM 


Transmembrane 


TM 


Cytosolic 


TM 


Transmembrane 


TM 


Non-Cytosolic 


TM 


Trans mem brane 


TM 


Cytosolic 


TM 


Transmembrane 


TM 


Non-Cytosolic 


TM 


Transmembrane 


TM 


Cytosolic 


TM 


Transmembrane 


TM 


Non-Cytosolic 


TM 


Transmembrane 


TM 


Cytosolic 


TM 


Transmembrane 


TM 


Non-Cytosolic 


TM 


Cytosolic 


TM 


Transmembrane 


TM 


Non-Cytosolic 


TM 


Transmembrane 


TM 


Cytosolic 


TM 


Transmembrane 


TM 


Non-Cytosolic 


TM 


Transmembrane 


TM 


Cytosolic 


TM 


Transmembrane 


TM 


Non-Cytosolic 


TM 


Transmembrane 


TM 


Cytosolic 


TM 


Transmem brane 


TM 


Non-Cytosolic 


TM 


Non-Cytosolic 


TM 


Transmembrane 


TM 


Cytosolic 


TM 


Cytosolic 


TM 


Non-Cytosolic 


TM 


Transmembrane 



WO 02/083876 



PCT/US02/09921 



SEQ D NO: 


Template ID 


281 


LI:1 190318.4 :2001MAY17 


282 


LI:144233.1:2001MAY17 


282 


LI:144233.1:2001MAY17 


282 


LI:144233.1:2001MAY17 


283 


LI:154608.1:2001MAY17 


283 


LI:154608.1:2001MAY17 


283 


LI:154608.1:2001MAY17 


283 


LI:154608.1:2001MAY17 


283 


LI:154608.1:2001MAY17 


283 


LI:154608.1:2001MAY17 


283 


LI:154608.1:2001MAY17 


283 


LI:154608.1:2001MAY17 


283 


LI:154608.1:2001MAY17 


283 


LI:154608.1:2001MAY17 


283 


LI:154608.1:2001MAY17 


283 


LI: 1 54608. 1 :200 1MAY 17 


283 


LI:154608.1:2001MAY17 


284 


LI:170101.1:2001MAY17 


284 


LI:170101.1:2001MAY17 


284 


LI:170101.1:2001MAY17 


284 


LI:170101.1:2001MAY17 


284 


LI: 170101.1 :2001M AY 17 


284 


LI:170101.1:2001MAY17 


284 


,LI:170101.1:2001MAY17 



284 LI:170101.1:2001MAY17 

284 LI:170101.1:2001MAY17: 

284 LI:170101.1:2001MAY17 

284 LI:170101.1:2001MAY17 

284 LI:170101.1:2001MAY17 ; 

284 LI: 1 701 01. 1 :2001M AY 17 

284 LI:170101.1:2001MAY17 

284 LI:170101.1:2001MAY17 

284 LI:170101.1:2001MAY17 

284 LI:170101.1:2001MAY17 

285 LI: 1 80043.1 :2001MAY17 
285 LI: 1 80043.1 :2001MAY17 
285 LI: 1 80043. 1 :2001 MAY 17 
285 LI:180043.1:2001MAY17 
285 LI:180043.1:2001MAY17 
285 LI: 1 80043. 1 :2001MAY 17 
285 LI: 1 80043. 1 :200 1M A Y 1 7 
285 LI:180043.1:2001MAY17 
285 LI:180043.1:2001MAY17 

285 LI: 1 80043. 1 :200 1M AY 17 

286 LI: 1 93050.1 :2001M AY 17 
286 LI: 1 93050. 1 :200 1M AY 1 7 
286 LI: 1 93050. 1 :2001MAY 17 
286 LI:193050.1:2001MAY17 
286 LI:193050.1:2001MAY17 
286 LI: 1 93050. 1 :200 1M AY 17 
286 LI: 1 93050. 1 :2001MAY 17 
286 LI: 1 93050. 1 :2001MAY17 
286 LI:193050.1:2001MAY17 
286 LI: 1 93050! 1 :2001MAY17 



TABLE 2 

Start Stop Frame Domain Type 

352 375 forward 1 TM 

1 20 forward 1 TM 

21 43 forward 1 TM 

44 241 forward 1 TM 

1 246 forward 1 TM 

247 269 forward 1 TM 

270 307 forward 1 TM 

1 40 forward 2 TM 

41 63 forward 2 TM 

64 196 forward 2 TM 

197 219 forward 2 TM 

220 307 forward 2 TM 

1 203 forward 3 TM 

204 226 forward 3 TM 

227 245 forward 3 TM 

246 268 forward 3 TM 

269 306 forward 3 TM 

1 99 forward 1 TM 

100 122 forward 1 TM 

123 386 forward 1 TM 

1 35 forward 2 TM 

36 58 forward 2 TM 

59 99 forward 2 TM 

100 122 forward 2 TM 

123 136 forward 2 TM 

137 156 forward 2 TM 

* 157 386 forward 2 TM 

1 81 forward 3 TM 

82 101 forward 3 TM 

102 110 forward 3 TM 

111 133 forward 3 TM 

134 139 forward 3 TM 

140 157 forward 3 TM 

158 386 forward 3 TM 

1 4 forward 1 TM 

5 27 forward 1 TM 

28 46 forward 1 TM 

47 69 forward 1 TM 

70 238 forward 1 TM 

239 261 forward 1 TM 

262 373 forward 1 TM 

1 208 forward 3 TM 

209 228 forward 3 TM 

229 373 forward 3 TM 

1 142 forward 1 TM 

143 162 forward 1 TM 

163 339 forward 1 TM 

340 358 forward 1 TM 

359 777 forward 1 TM 

1 182 forward 2 TM 

183 205 forward 2 TM 

206 247 forward 2 TM 

248 270 forward 2 TM 

271 329 forward 2 TM 
167 



Topology 
Cytosolic 
Cytosolic 
Transmembrane 
Non-Cytosolic 
Non-Cytosolic 
Transmembrane 
Cytosolic 
Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 
Cytosolic 
Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 



BNSDOCID <WO 02083876A2 



WO 02/083876 



PCT/US02/09921 



SEQDNO: Template ID 


Start 


Z.OVJ 


L,L. 1 yoUDU. I .ZUU IMA Y 1 / 


?OA 
DDU 


9Rfi 

ZOO 


JLl. I yolDU. 1 .zUUIMA Y 1 / 




9R6 

ZOO 


T T'lOin^A 1 * O (~\f\ "I X yT A XT' 1 *7 

La. iy^u!>U.l.zUUIJVlAY 17 


4o3 


zoo 


Ll. 1 y^loU. l :2uUlMAY17 


506 


9R£ 
ZOO 


Ll. iy305U. 1 :2001MAY 17 


537 


9RA 
ZOO 


Ll.iy3U5O.l:2001MAY17 


560 


OCA 
Zoo 


T T-1 QQOCA 1 .OAA1XX a inn 

LI. 1 ^3050. 1 :200 1MAY 17 


685 


260 


LI:l93050.l:200lMAYl7 


705 


zoo 


LI: 1 93050. 1 :2001MAY17 


735 


on/: 

zoo 


LI: 1 93050. 1 :200 1MAY1 7 


758 


ZOO 


LI: 1 93050. 1 :2001MAY1 7 


1 


ZOO 


LI: 1 93050. 1:2001MAY17 


145 


zoo 


LI : 1 93050. 1 :200 1MAY 1 7 


168 


zoo 


LI: 1 93050. 1 :200 1MAY17 


182 


zoo 


LI: 193050. 1:200 IMA Y17 


205 


zoo 


LI: 1 93050. 1 :2001MAY1 7 


256 


zoo 


LI: 1 93050. 1 :200 1MAY17 


279 


zoo 


LI : 1 93050. 1 : 200 IMA Y 1 7 


328 


zoo 


LI: 193050. 1 :2001MAY17 


351 


ZOO 


LI: 1 93050. 1 :2001MAY1 7 


420 


ZOO 


LI: 193050. 1 :2001MAY17 


440 


287 


LI: 197477.31 :2001MAY17 


1 


287 


LI: 197477.3 1:2001MAY17 


448 


287 


LI: 1 97477.3 1 :2001MAY17 


471 


287 


LI: 197477.3 1 :2001MAY17 


501 


2o7 


LI:197477.31:2001MAY17 


524 


OCT 

zo7 


LI: 197477.3 L2001MAY17 


533 


00-7 

zo7 


LI: 1 97477.3 1 :2001MA Yl 7 


551 


nop 
ZOO 


LI:199639.12:2001MAY17 


1 


OOP 

ZOO 


T T.I C\C\ /~ <~\ 1 A AAA * m r a w * m 

LI: 199639. 12:2001MAY17 


267 


ooo 
zoo 


LI: 199639. 12:2001MAY17 


290 


ZOO 


LI: 1 99639. 12:2001MAY17 


335 


oop 
ZOO 


T T.I vf O f> 1 A A A A i *fc a t- 4 

LI: 1 99639. 12:2001MAY17 


358 


ZOO 


LI: 1 99639. 12:2001MAY17 


361 


zoo 


LI: 1 99639. 12:2001MAY17 


384 


noo 
ZOO 


LI: 1 99639. 12:2001MAY17 


510 


ZOO 


LI: 1 99639. 12:2001MAY17 


533 


ZOO 


T T.I /^k /~\ /" O A i a a A/\ m at a v — s, 

LI: 1 99639. 12:2001MAY17 


557 


9RR 
Zoo 


LI. 1 99639. 12:2001MAY17 


580 


9RR 
Zoo 


Li. 1 99639. 12:2001MAY17 


586 


9RR 
ZOO 


T T- 7 AA<COA to Anmif i ^ ^ ^ 

LI. 199639. 12:2001MAY17 


609 


9RR 
ZOO 


Li. 1 99639. 1 2:2001MAY17 


1 


9RR 
ZOO 


LI. 199639. 12:2001 MAY 17 


253 


9RR 
ZOO 


Li . i 99639. 1 2:2001MAY 1 7 


276 


9RQ 

ZOZ7 


Li . zUULd s . 6: 200 1 MAY 1 7 


1 


9R0 
zoy 


H.2U0058.6:2001MAY17 


102 


289 


LI:200058.6:2001MAY17 


nit 
125 


289 


LI'9nnnsR ^*9nniTurAvi9 

A^i.zuuuJO.O.ZUulJViA X 1 / 


1 


289 


U:200058.6:2001MAY17 


*fUJ5 


289 


LI:200058.6:2001MAY17 


423 


289 


LI:200058.6:2001MAY17 


435 


289 


LI:200058.6:2001MAY17 


455 


289 


LI:200058.6:2001MAY17 


469 


289 


U:200058.6:2001MAY17 


492 
168 



2 





Frame 


Domain Type 


Topology 


30 z 


forward 2 


TM 


Transmembrane 


/I CO 
4oz 


forward 2 


TM 


Cytosolic 


505 


forward 2 


TM 


Transmembrane 


Dio 


forward 2 


TM 


Non-Cytosolic 


cca 
Dj9 


forward 2 


TM 


Transmembrane 


684 


forward 2 


TM 


Cytosolic 


704 


forward 2 


TM 


Transmembrane 


734 


forward 2 


TM 


Non-Cytosolic 


757 


forward 2 


TM 


Transmembrane 


777 


forward 2 


TM 


Cytosolic 


144 


forward 3 


TM 


Cytosolic 


167 


forward 3 


TM 


Transmembrane 


181 


forward 3 


TM . 


Non-Cytosolic 


204 


forward 3 


TM 


Transmembrane 


255 


forward 3 


TM 


Cytosolic 


278 


forward 3 


TM 


Transmembrane 


327 


forward 3 


TM 


Non-Cytosolic 


350 


forward 3 


TM 


Transmembrane 


419 


forward 3 


TM 


Cytosolic 


439 


forward 3 


TM 


Transmembrane 


776 


forward 3 


TM 


Non-Cytosolic 


447 


forward 1 


TM 


Non-Cytosolic 


470 


forward 1 


TM 


Transmembrane 


.500 


forward 1 


TM 


Cytosolic 


.523 


forward 1 


TM 


Transmembrane 


.532 


forward 1 


TM 


Non-Cytosolic 


550 


forward 1 


TM 


Transmembrane 


655 


forward 1 


TM 


Cytosolic 


266 


forward 1 


TM 


Non-Cytosolic 


289 


forward 1 


TM 


Transmembrane 


334 


forward 1 


TM 


Cytosolic 


357 


forward 1 


TM 


Transmembrane 


360 


forward 1 


TM 


Non-Cytosolic 


383 


forward 1 


TM 


Transmembrane 


509 


forward 1 


TM 


Cytosolic 


532 


forward 1 


TM 


Transmembrane 


556 


forward 1 


TM 


Non-Cytosolic 


579 


forward 1 


TM 


Transmembrane 


c o c 

585 


forward 1 


TM 


Cytosolic 


608 


forward 1 


TM 


Transmembrane 


798 


forward 1 


TM 


Non-Cytosolic 


252 


forward 2 


TM 


Cytosolic 


275 


forward 2 


TM 


Transmembrane 


/9o 


torwnrn 9 


TM 


A 'VII WJF IWjUilV 


101 


forward 1 


TM 


Cytosolic 


124 


forward 1 


TM 


Transmembrane 


546 


forward 1 


TM 


Non-Cytosolic 


409 


forward 2 


TM 


Non-Cytosolic 


422 


forward 2 


TM 


Transmembrane 


434 


forward 2 


TM 


Cytosolic 


454 


forward 2 


TM 


Transmembrane 


468 


forward 2 


TM 


Non-Cytosolic 


491 


forward 2 


TM 


Transmembrane 


546 


forward 2 


TM 


Cytosolic 



WO 02/083876 



PCT/US02/09921 



SEQ D NO: Template ID 

290 LI:20 1 374 .23 :200 1 MAY 1 7 

290 LI:201374.23:2001MAY17 

290 LI:201 374.23 :2001MAY17 

290 LI:201374.23:2001MAY17 

290 Ll:201 374.23:2001 MAY 17 

290 LI:201374.23:2001MAY17 

29 1 LI:201 824. 1 :200lMAY17 
291 U:201 824. 1 :2001MAY17 
291 LI:201 824.1 :2001MAY17 
291 O:201824.1:2001MAY17 
29 1 0:201 824. 1 :200 1MAY 17 
291 O:201824.1:2001MAY17 
29 1 LI:201 824. 1 :2001MAY17 
29 1 0:201 824. 1 :2001MAY17 
29 1 LI:201 824. 1 :2001MAY 17 
29 1 LI:201 824. 1 :2001MAY17 
29 1 LI:201 824. 1 :200 1MAY 17 
291 LI:201824.1:2001MAY17 
29 1 0:201 824. 1 :2001MAY17 
291 LI:201824.1:2001MAY17 
291 LI:201824.1:2001MAY17 
29 1 Ll:201 824. 1 :2001MAY17 
291 LI:201824.1:2001MAY17 
291 0:201 824. 1:2001MAY17 
291 0:201 824.1:2001MAY17 
291 LI:201824.1:2001MAY17 
291 0:201 824.1 :2001MAY17 
291 O:201824.1:2001MAY17 . 
291 0:201824.1 :2001MAY17 
291 0:201 824.1 :2001MAY17 
291 0:201 824, 1 :2001MAY17 
291 LI:201824.1:2001MAY17 
29 1 LI:20 1 824. 1 :2001MA Y 1 7 
29 1 LI:20 1 824. 1 :2001MAY 1 7 
291 0:201 824.1 :2001MAY17 
291 LI:201824.1:2001MAY17 
29 1 Ll:20 1 824. 1 :200 1MAY 17 
291 LI:201824.1:2001MAY17 
291 LI:201824.1:2001MAY17 

291 LI:201 824.1 :2001MAY17 

292 LI:201989.1 1:2001MAY17 
292 L1:201989.11:2001MAY17 
292 0:201989.1 1:2001MAY17 
292 0:201989.1 1:2001MAY17 
292 0:201989.1 1:2001MAY17 

292 0:201989.1 1:2001MAY 17 

293 O:2035159.1:2001MAY17 
293 0:20351 59. 1:2001MAY17 
293 O:2035159.1:2001MAY17 
293 O:2035159.1:2001MAY17 
293 0:2035 159.1 :2001MAY17 

293 0:2035 1 59.1 :2001MAY17 

294 0:20481 8. 10:2001MAY17 
294 0:20481 8.1 0:200 1MAY 17 



TABLE 2 
Start Stop 



1 



177 



178 200 
201 202 



1 

59 
82 
1 



58 
81 
201 
488 



489 511 

512 713 

714 736 

737 804 



805 
825 



824 
836 



837 856 

857 870 

871 893 

894 1218 

1219 1249 

1250 1253 

1 143 

144 166 

167 199 

200 219 

220 231 

232 254 

255 500 

501 523 

•524 529 

•530 549 

550 575 

576 598 

599 692 

693 715 

716 729 

730 752 



753 
861 



860 
883 



884 1226 
1227 1249 
1250 1253 



1 



406 



407 429 
430 443 



1 



400 



401 423 
424 442 



1 

53 
73 
1 



52 
72 
242 
216 



217 236 
237 242 



1 



364 



365 387 
169 



Frame 
forward 1 
forward 1 
forward 1 
forward 3 
forward 3 
forward 3 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 1 
forward 1 
forward 1 
forward 3 
forward 3 
forward 3 
forward 1 
forward 1 
forward 1 
forward 2 
forward 2 
forward 2 
forward 1 
forward 1 



Domain Type 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 



Topology 
Non-Cytosolic 
Transmembrane 
Cytosolic 
Cytosolic 
Transmembrane 
Non-Cytosolic 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Non-Cytosolic 
Transmembrane 
Cytosolic 
Cytosolic 
Transmembrane 
Non-Cytosolic 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Non-Cytosolic 
Transmembrane 



BNSDOCID: <WO 02083876A2_L> 
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SEQ D NO: Template ID 


Start 


2^4 


LI:20481S.10:2001MAY17 


388 


2V4 


H:2048 18.1 0:2001 MA Y 1 7 


1 


2y4 


LI:204818.10:2001MAY17 


230 


2^4 


LI: 2048 18.1 0:200 1 MAY 1 7 


253 


2^4 


LI:204818.10:2001MAY17 


366 


294 


LL2048 1 8. 10:2001MAY17 


389 


295 


LI:2048337.1:2001MAY17 


1 


295 


LI:2048337.1:2001MAY17 


612 


295 


LI:2048337.1:2001MAY17 


635 


295 


LI:2048337.1:2001MAY17 


659 


295 


LI:2048337.1:2001MAY17 


682 


296 


LI:2049697.4:2001MAY17 


1 


296 


LI:2049697.4:2001MAY17 


391 


296 


LI:2049697.4:2001MAY17 


414 


297 


LI:2050808.19:2001MAY17 


1 


297 


LI:2050808.19:2001MAY17 


106 


297 


LI:2050808.19:2001MAY17 


129 


297 


LI:2050808.19:2001MAY17 


135 


297 


U:2050808.19:2001MAY17 


158 


297 


LI:2050808.19:2001MAY17 


177 


297 


LI:2050808.19:2001MAY17 


200 


298 


LI:209773.25:2001MAY17 


1 


298 


LI:209773.25:2001MAY17 


5 


298 


LI:209773.25:2001MAY17 


28. 


298 


LI:209773.25:2001MAY17 


1 


298 


LI:209773.25:2001MAY17 . 


7 


298 


LI:209773.25:2001MAY17 •: 


30 


299 


LI:2 1 1 788 1 .32:2001MAY17 


1 


299 


LI:2 1 1788 1 .32:2001MAY17 


178 


299 


LI:2117881.32:2001MAY17 


201 


299 


LI:23 1788L32:2001MAY17 


387 


299 


LL21 1 788 1 .32:2001MAY17 


407 


299 


LI:2 117881 .32:2001MAY1 7 


1 


299 


LI:2117881.32:2001MAY17 


289 


299 


LI:2 117881 .32:2001MAY 17 


312 


299 


LI:2 1 1 788 1 .32:2001MAY17 


326 


299 


LI:2 117881 .32:2001MAY17 


349 


299 


LI:21 17881.32:2001MAY17 


3 


299 


LI:2117881.32:2001MAY17 


385 


299 


LI:2 117881 .32:2001MAY17 


405 


300 


LI:2118140.9:2001MAY17 


1 


300 


LI:2 1181 40.9:2001MAY 1 7 


447 


300 


LI:21 18140.9:2001MAY17 


470 


300 


LI:2118140.9:2001MAY17 


51 1 


300 


LI:2 1181 40.9:2001MAY17 


534 


300 


LL21 18140.9:2001MAY17 


1 


JUO 


0:21 181 40.9 :200 1MAY 17 


180 


300 


LI:2118140.9:2001MAY17 


203 


300 


LI:2118140.9:2001MAY17 


412 


300 


LI:2118140.9:2001MAY17 


435 


300 


LI:23 18140.9:2001MAY17 


444 


300 


LI:2118140.9:2001MAY17 


467 


300 


LI:21 18I40.9:2001MAY17 


1 


300 


LI:2118140.9:2001MAY17 


202 



170 



2 



Stop 


» Frame 


Domain Type 


Topology 


482 


forward 1 


TM 


Cytosoiic 


229 


forward 2 


TM 


Non-Cytosolic 


252 


forward 2 


TM 


Transmembrane 


365 


forward 2 


TM 


Cytosoiic 


388 


forward 2 


• TM 


Transmembrane 


481 


forward 2 


TM 


Non-Cytosolic 


611 


forward 2 


TM 


Non-Cytosolic 


634 


forward 2 


TM 


Transmembrane 


658 


forward 2 


TM 


Cytosoiic 


681 


forward 2 


TM 


Transmembrane 


709 


forward 2 


TM 


Non-Cytosolic 


390 


forward 3 


TM 


Non-Cytosolic 


413 


forward 3 


TM 


Transmembrane 


698 


forward 3 


TM 


Cytosoiic 


105 


forward 2 


TM 


Non-Cytosolic 


128 


forward 2 


tm' 


Transmembrane 


134 


forward 2 


TM 


Cytosoiic 


157 


forward 2 


TM 


Transmembrane 


176 


forward 2 


TM 


Non-Cytosolic 


199 


forward 2 


TM 


Transmembrane 


412 


forward 2 


TM 


Cytosoiic 


4 


forward 1 


TM 


Cytosoiic 


27 


forward 1 


TM 


Transmembrane 


363 


forward 1 


TM 


Non-Cytosolic 


6 


forward 3 


TM 


Cytosoiic 


•29* 


forward 3 


TM 


Transmem brane 


362 


forward 3 


TM 


Non-Cytosolic 


177 


forward 1 


TM 


Non-Cytosolic 


200 


forward 1 


TM 


Transmembrane 


386 


forward 1 


TM 


Cytosoiic 


406 


forward 1 


TM 


Transmembrane 


422 


forward 1 


TM 


Non-Cytosolic 


288 


forward 2 


TM 


Cytosoiic 


311 


forward 2 


TM 


Transmembrane 


325 


forward 2 


TM 


Non-Cytosolic 


348 


forward 2 


TM 


Transmembrane 


422 


forward 2 


TM 


Cytosoiic 


384 


forward 3 


TM 


Non-Cytosolic 


404 


forward 3 


TM 


Transmembrane 


422 


forward 3 


TM 


Cytosoiic 


446 


forward 1 


TM 


Non-Cytosolic 


469 


forward 1 


TM 


Transmembrane 


510 


forward 1 


TM 


Cytosoiic 


533 




im 


T . t 

i laijMiiciuurane 
Non-Cytosolic 


566 


forward 1 


TM 


179 


forward 2 


TM 


Non-Cytosolic 


202 


forward 2 


TM 


Transmembrane 


411 


forward 2 


TM 


Cytosoiic 


434 


forward 2 


TM 


Transmembrane 


443 


forward 2 


TM 


Non-Cytosolic 


466 


forward 2 


TM 


Transmembrane 


565 


forward 2 


TM 


Cytosoiic 


201 


forward 3 


TM 


Cytosoiic 


239 


forward 3 


TM 


Transmembrane 



WO 02/083876 
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SEQDNO: 
300 
300 
300 
300 
300 
300 
300 
301 
301 
301 
301 
301 
301 
301 
301 
301 
301 
301 
301 
301 
301 
301 
301 
301 
301 
301 
301 
301 
301 
301 
* 301 
301 
302 
302 
302 
302 
302 
302 
302 
302 
302 
302 
302 
302 
302 
302 
302 
302 
302 
302 
302 
302 
302 
302 



68 
82 
102 



TABLE 2 

Template ID Start Stop 

Ll:21 18140.9:2001MAY17 220 233 

LI:2118140.9:2001MAY17 234 256 

LI:2118140.9:2001MAY17 257 296 

LI:2118140.9:2001MAY17 297 319 

L1:2118140.9:2001MAY17 320 442 

LI:2118140.9:2001MAY17 443 465 

LI:2118140.9:2001MAY17 466 565 

LI:211815L15:2001MAY17 1 45 

LI:2118151.15:2001MAY17 46 

LI:2118151.15:2001MAY17 69 

LI:2118151.15:2001MAY17 83 

LI:21 18151. 15:2001MAY17 103 360 

LI:211815L15:2001MAY17 361 383 

LI:2118151.15:2001MAY17 384 409 

LI:2118151.15:2001MAY17 410 429 

LI:2118151.15:2001MAY17 430 441 

LI:2118151.15:2001MAY17 ^442 464 

LI:2118151.15:2001MAY17 465 467 

LI:2118151.15:2001MAY17 468 490 

LI:2118151.15:2001MAY17 491 509 

LI:2118151.15:2001MAY17 510 529 

LI:2118151.15:2001MAY17 530 543 

LI:2118151.15:2001MAY17 544 566 

LI:2118151.15:2001MAY17 567 755 

LI:2118151.15:2001MAY17 756 778 

LI:2118151.15:2001MAY17 \ 779 2202 

LI:2118151.15:2001MAY17 2203 2225 

LI:2118151.15:2001MAY17 2226 2231 

LI:211815L15:2001MAY17 2232 2254 

LI:2118151.15:2001MAY17 2255 2268 

LI:2118151.15:2001MAY17 2269 2291 

LI:2118151.15:2001MAY17 2292 2293 

LI:2118324.9:2001MAY17 1 338 

LI:2118324.9:2001MAY17 339 361 

LI:21 18324 .9:2001MAY17 362 380 

L1:2118324.9:2001MAY17 381 403 

LI:2118324.9:2001MAY17 404 412 

LI:2118324.9:2001MAY17 413 435 

LI:2118324.9:2001MAY17 436 580 

LI:2118324.9:2001MAY17 581 603 

LI:2118324.9:2001MAY17 604 612 

LI:2118324.9:2001MAY17 613 635 

LI:2118324.9:2001MAY17 636 836 

11:21 1 8324.9:2001MAY17 837 855 

LI:2118324.9:2001MAY17 856 1153 

LI:2118324.9:2001MAY17 1154 1176 

LI:2118324.9:2001MAY17 1177 1200 

LI:21 18324 .9:2001MAY17 1201 1223 

LI:2118324.9:2001MAY17 1224 1242 

LI:2118324.9:2001MAY17 1243 1265 

LI:2118324.9:2O01MAY17 1266 1538 

L1:2118324.9:2001MAY17 1519 1541 

LI:2118324.9:2001MAY17 1542 1578 

LI:2118324.9:2001MAY17 1 4 

171 



Frame 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward.2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 
forward 
forward 
forward 
forward 
forward 
forward 
forward 
forward 
forward 
forward 
forward 
forward 
forward 
forward 
forward 
forward 
forward 
forward 
forward 
forward 
forward 2 



Domain Type 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM > 
TM 
TM 
TM 
TM 
. TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 



Topology 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 
Cytosolic 
Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Cytosolic 



BNSDOCID <WO 02083876A2J_.> 



WO 02/083876 
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SEQDNO: Template ID 


302 


U:21 18324.9:2001MAY17 


302 


U:21 18324.9:2001MAY17 


302 


U:21 18324.9:2001MAY17 


302 


LI:2118324.9:2001MAY17 


302 


H:21 18324 ,9:2001MAY17 


302 


LI:21 18324.9:2001MAY17 


302 


LI:21 18324.9:2001MAY17 


302 


LI:2118324.9:2001MAY17 


302 


U:21 18324.9:2001MAY17 


302 


LI:2118324.9:2001MAY17 


302 


LI:2118324.9:2001MAY17 


302 


LI:21 18324.9:2001MAY17 


302 


LI:21 18324.9:2001MAY17 


302 


LI:2118324.9:2001MAY17 


302 


LI:2118324.9:2001MAY17 


302 


LI:21 18324.9:2001MAY17 


302 


LI:2118324.9:2001MAY17 


302 


LI:21 18324.9:2001MAY17 


302 


U:2118324.9:2001MAY17 


302 


LI:21 18324.9:2001MAY17 


302 


LI:21 18324.9:2001MAY17 


302 


LI;21 18324.9:2001MAY17 


302 


LI:21 18324.9:2001MAY17 


302 


LI:21 18324.9:2001MAY17 


302 


LI:2118324.9:2001MAY17 


302 


LI:21 1 8324.9:2001MAY17 


302 


LI:2118324.9:2001MAY17 


302 


LI:2118324.9:2001MAY17' 


302 


LL21 18324.9:2001MAY17 


302 


LI:2118324.9:2001MAY17 


302 


LJ:21 1 8324.9:2001MAY17 


302 


Ll:21 18324.9:2001MAY17 


302 


LI:21 18324.9:2001MAY17 


302 


Ll:21 18324.9:2001MAY17 


302 


LI:21 18324.9:2001MAY17 


302 


LI:2118324.9:2001MAY17 


302 


LL21 18324.9:2001MAY17 


302 


U:21 18324.9:2001MAY17 


302 


LI:21 18324.9:2001MAY17 


302 


LI:2118324.9:2001MAY17 


302 


LI:2118324.9:2001MAY17 


302 


LI:2 1 1 8324.9:2001MAY17 


302 


LI:21 18324.9:2001MAY17 


302 


LI:21 18324.9-2001MAY17 


302 


LI:21 18324.9:2001MAY17 


303 


LL21 18368.12:2001MAY17 




LI:21 18368.12:2001MAY17 


303 


U:2\ 18368.12:2001MAY17 


303 


LI:2 1 1 8368. 1 2:2001MAY1 7 


303 


LI:21 18368.12:2001MAY17 


303 


LI:21 1 8368.12:2001MAY17 


303 


LI:21 1 8368.12:2001MAY17 


303 


LI:2 11 8368.1 2:200 1MAY17 


303 


LI:2118368.12:2001MAY17 



TABLE 2 



Start 


Stop 


i Frame 


Domain Type 


Topology 


5 


27 


forward 2 


TM 


Transmembrane 


28 


334 


forward 2 


TM 


Non-Cytosolic 


335 


357 


forward 2 


TM 


Transmembrane 


358 


392 


forward 2 


TM 


Cytosolic 


393 


415 


forward 2 


TM 


Transmembrane 


416 


491 


forward 2 


TM 


Non-Cytosolic 


492 


514 


forward 2 


TM 


Transmembrane 


515 


534 


forward 2 


TM 


Cytosolic 


535 


557 


forward 2 


TM 


Transmembrane 


558 


585 


forward 2 


TM 


Non-Cytosolic 


586 


608 


forward 2 


TM 


Transmembrane 


609 


614 


forward 2 


TM 


Cytosolic 


615 


637 


forward 2 


TM 


Transmembrane 


638 


1154 


forward 2 


TM 


Non-Cytosolic 


1155 


1177 


forward 2 


TM 


Transmembrane 


1178 


1224 


forward 2 


TM 


Cytosolic 


1225 


1247 


forward 2 


TM 


Transmembrane 


1248 


1578 


forward 2 


TM 


Non-Cytosolic 


1 


152 


forward 3 


TM 


Cytosolic 


153 


175 


forward 3 


TM 


Transmem brane 


176 


206 


forward 3 


TM 


Non-Cytosolic 


207 


229 


forward 3 


TM 


Transmembrane 


230 


334 


forward 3 


TM 


Cytosolic 


335 


357 


forward 3 


TM 


Transmembrane 


358 


410 


forward 3 


TM 


Non-Cytosolic 


411 


433 


forward 3 


TM 


Transmembrane 


434 


535 . 


forward 3 


TM 


Cytosolic 


536 


558 


forward 3 


TM 


Transmembrane 


559 


592 


forward 3 


TM 


Non-Cytosolic 


593 


615 


forward 3 


TM 


Transmembrane 


616 


838 


forward 3 


TM 


Cytosolic 


839 


861 


forward 3 


TM 


Transmembrane 


862 


890 


forward 3 


TM 


Non-Cytosolic 


891 


910 


forward 3 


TM 


Transmembrane 


911 


1094 


forward 3 


TM 


Cytosolic 


1095 


1117 


forward 3 


TM 


Transmembrane 


1118 


1141 


forward 3 


TM 


Non-Cytosolic 


1142 


1164 


forward 3 


TM 


Transmembrane 


1165 


1225 


forward 3 


TM 


Cytosolic 


122-5 


1248 


forward 3 


TM 


Transmembrane 


1249 


1267 


forward 3 


TM 


Non-Cytosolic 


1268 


1290 


forward 3 


TM 


Transmembrane 


1291 
15 


1512 


forward 3 


TM 


Cytosolic 


1 C*3C 


C, i o 

iui waiu _» 


xivi 


Transmembrane 


1536 


1577 


forward 3 


TM 


Non-Cytosolic 


1 


50 


forward 2 


TM 


Non-Cytosolic 


51 


73 


forward 2 


TM 


Transmembrane 


74 


84 


forward 2 


TM 


Cytosolic 


85 


107 


forward 2 


TM 


Transmembrane 


108 


121 


forward 2 


TM 


Non-Cytosolic 


122 


144 


forward 2 


TM 


Transmembrane 


145 


171 


forward 2 


TM 


Cytosolic 


172 


194 


forward 2 


TM 


Transmembrane 


195 


452 


forward 2 


TM 


Non-Cytosolic 



WO 02/083876 



PCT/US02/09921 



SEQ D NO: Template ID 

303 L1:2118368.12:2001MAY17 

303 Ll:2 1 1 8368 . 12:200 1M AY 17 

303 L1:2118368.12:2001MAY17 

304 LI:21 19448. 5: 2001 MAY 17 
304 LI:21 19448.5:2001MAY17 
304 LI :2 1 1 9448 .5 :2001 MAY 1 7 
304 LI:21 1 9448.5 :2001MAY17 
304 LI:21 19448. 5: 2001 MAY 17 
304 LI:21 19448.5:2001MAY17 

304 LI:2119448.5:2001MAY17 

305 LI:212023.7:2001MAY17 
305 LI:212023.7:2001MAY17 
305 LI:212023.7:2001MAY17 
305 U:212023.7:2001MAY17 
305 LI:212023.7:2001MAY17 
305 LI:212023.7:2001MAY17 
305 LI:212023.7:2001MAY17 
305 LI:212023.7:2001MAY17 

305 LI:212023.7:2001MAY17 

306 LI:2120556.1:2001MAY17 
306 LI:2120556.1:2001MAY17 

306 LI:2120556.1:2001MAY17 

307 LI:2121577.3:2001MAY17 

308 LL2123395.il .2001MAY17 
308 LL2123395.il :2001MAY17 
308 LL2123395.1L2001MAY17 
308 U:2123395.1 L2001MAY17 
308 LI:2123395.11:2001MAY17 
308 LI:2123395.11:2001MAY17 
308 L1:2123395.11:2001MAY17 
308 LL2123395.1 L2001MAY17 
308 LL2123395.1 L2001MAY17 
308 LI:2123395.11:2001MAY17 
308 LL2123395.1L2001MAY17 
308 LI:2 1 23395 . 1 1 :2001MAY17 
308 LI:2 1 23395.1 1 :2001MAY 17 
308 LI:2123395.1 1:2001MAY17 
308 LI:2123395.11:2001MAY17 
308 LI:2123395.11:2001MAY17 
308 LL2123395.1 1:2001MAY17 
308 LI:2 123395.1 1:2001MAY17 
308 LI:2123395.1 1:2001MAY17 
308 LI:2 1 23395. 1 1 :2001MAY17 
308 Ll:2 1 23395. 1 1 :2001MAY 17 
308 LI:2 1 23395. 11:2001MAY17 
308 0:2123395.1 1:2001MAY17 
308 LI:2 1 23395. 11:2001MAY17 
308 0:2123395.1 1 :2001MAY17 
308 LI:2 123395. 11 :2001MAY17 

308 0:2123395.1 1:2001MAY17 

309 O:2123452.9:2001MAY17 
309 O:2123452.9:2001MAY17 
309 0:2 1 23452.9:2001MAY17 
309 O:2123452.9:200lMAY17 



TABLE 2 
Start Stop 



1 

54 
77 
1 

221 
244 
263 
286 
394 
417 
1 

70 
93 
107 
130 
141 
159 
173 
196 
1 

100 
123 

1 

1 

365 
388 
458 
481 
589 
612 
708 
731 
776 
799 
1 

536 
559 
579 
602 
666 
689 
708 
731 
750 
773 
1 

370 
393 
438 
461 
1 

463 
486 
498 
173 



53 
76 
452 
220 
243 
262 
285 
393 
416 
1120 
69 
92 
106 
129 
140 
158 
172 
195 
491 
99 
122 
386 
73 
364. 
387 
457 
480 
588 
611 
707 
730 
775 
798 
883 
535 
558 
578 
601 
665 
688 
707 
730 
749 
772 
882 
369 
392 
437 
460 
882 
462 
485 
497 
520 



Frame 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 3 
forward 3 
forward 3 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1; 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 1 
forward 1 
forward 1 
forward 1 



Domain Type 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 



TM 

TM 

TM 

TM 

TM 

TM 

TM 

TM 

TM 

TM 

TM 

TM 

TM 

TM 

TM 



Topology 
Cytosolic 
Transmembrane 
Non-Cytosolic 
, Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 

Cytosolic 
Transmembrane . 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 
Cytosolic 
Cytosolic 
Transmembrane 
Non-Cytosolic 

Cytosolic 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 



BNSDOCID' <WO_ 



_020B3876A2 J 



WO 02/083876 



PCT/US02/09921 



SEQ D NO: Template ID 


*sTnrf 


309 


I T-91914^9 Q '900.1 A/f A V 1 "7 
i^i.zi zjHjZ.y.ZUUlJVAA I 1 / 


S9 1 
JZ i 


309 


T T-?1?1do"9 Q-9nniMAVi7 
1 JZ. 17. ZUU llvl/\ I i / 




309 


T T-91914^9 0*9OOi y Avn 
i^i.zizo^jz.y.zuui ma i i / 


^^1 


309 


T T-9l9id^9 Q'OnniyAvn 


JJ / 


309 


T T-91914^9 QOnmuAvn 

i^i.z i z.343 z. y. zuui may j/ 


J ID 


309 


T T*9191zl^o Q-onniUAvn 
iwl.ZI Z343Z.y .ZUUl 1VLA Y 1 7 




309 


T T'9191/l^o QonniyAVn 
l^l.ZlZo^DZ.y.ZUUiJVlAYl/ 


A07 
DU / 


30Q 


T T*9 1914^0 Q.OAA1 \A A V1 *7 

H.Z1 Z343Z.y.ZUUlMA Y 17 


1 


100 

J\jy 


i^i.ziZ343Z.y:ZUUiMAY17 


4oy 


mo 


LL21 23432.9 :2001MAY17 


4y2 


100 


LL2iZ3432.y:200IMAY17 


ceo 

552 


ino 


T T-9 1 91/1 ^O ft.onni \/i a v-i t 

li.z iZ3432.y. 2001 MAY17 


Mr 

J ID 


ino 


LL2i23432.y:2001MAY17 


D64 


ino 
ouy 


Li.2123452.9:2001MAY17 


607 


mo 
3uy 


T T'T 1 OI/IO A.1A/11TLA 1 A 

L1.2 123452.9:2001 MAY 17 


658 


3Uy 


LL2 123452. 9:2001 MAY 17 


681 


ino 
ouy 


LL2123452.9:2001MAY17 


1 


ino 
3uy 


LL2123452.9:2001MAY17 


O OA 

390 


3uy 


LI:2123452.9:2001MAY17 


409 


•2 no 

3uy 


LI:2123452.9:2001MAY17 


429 


2nQ 


L1.2123452.9:2001MAY17 


449 


3uy 


L1:2123452.9:2001MAY17 


458 


3uy 


LL2l23452.9:200lMAYl7 


481 


3uy 


LI:2123452.9:2001MAY17 


485 


ino. 
3uy 


LL2123452.9:2001MAY17 


508 


21 n 


Ll:2 1 641 09. 1 .2001MAY 17 


1 


31U 


L1:2164109.1:2001MAY17 


O 1 

21 


11 n 

31U 


T T -O 1 £ vf 1 A A 1 - ^ r\r\ 1 1 / a xr i ^ 

JLJl . 2 1 64 1 09 . 1 : 200 1 M A Y 1 7 


44 


i in 

31U 


LI.2 1 64 1 09 . 1 : 200 1 MA Y 1 7 


1 oo 

128 


ii n 


T T.O 1 1 AO t .or\r\i > x a vnn 

LL2164109.1:2001MAY17 


151 




T T.O 1 1 AO i . inn 1 a 1 » 

L.1 .2 j 04 1 uy. 1 : 200 1 MA Y 1 7 


1 


n n 

DLU 


LL2 164 109.1 :2001MAY17 


1 o 

13 


11 n 

JlU 


Li . 2 1 64 J 09 . 1 : 200 1 MAY 1 7 


o^ 

36 


DLL 


L1.2 1 68320. 1 :2001MAY17 


1 


ii 1 


LI. 2 1 68320. 1 :200lMAY 17 


1 A 

10 


ii i 


T T.O 1 ilOTOA 1 AA1 > AA irin 

L-i. 2 J6o32U.l:2001MAY17 


OO 

33 


11 1 
DLL 


LL2I6o32U.l :2001MAY17 


OA 

39 


111 


LLZ lOo32U. 1 .2001MAY17 


/;o 
62 


11 1 
Oil 


LL2loo32U. 1 .200IMAY17 


124 


11 1 
Oil 


T T-01 £Q"2ori i 'OnAin/r a vii 
Li.2 1 oo32U. 1 .2UU1MAY17 


147 


11 1 


T 7«oiAC2or\ i .oom a/t a 

1^1. z I oo3 ZU. J .2UU1MAY17 


J 


11 1 


T T*9 1 AO^OA 1 «OAA 1 TVyf A XT i "7 

1_1.Z iO<S32U. J .2UU1MAY17 


1U 


11 1 
Oil 


i-l.Z lDcS3ZU. J .2UU1MAY17 


oo 
33 


119 


T T.O l 71577 1 • O A0 1 AjT A XT' t T 

LLz J /3o / / J :2UU1MAY17 


t 
I 


119 


T T*9 1 "71^*7*7 1 -OAAIHvT A vn 
JUL Zl /3j / /.I .ZUU1MAY17 


O 1 

31 


119 


T T'9l*71^"7"7 1 -OAA1 K>I A Vn 

JL-l.Z J 130 i f A .ZUUl MAY 17 


Z>4 


312 


LI:2173577.1:2001MAY17 


OO 


312 


LI:2173577.1:2001MAY17 


89* 


312 


LI;21 73577. L2001MAY17 


93 


312 


LI:2 1 73577. 1 :2001MAY17 


116 


312 


Ll:2 1 73577. 1 :2001MAY17 


1 


312 


LI:2173577.1:2001MAY17 


38 


312 


LI:2 1 73577. 1 :2001MAY17 


58 


312 


LI:2 1 73577. 1:2001MAY17 


67 
174 



9 



olOp 


» Frame 


Domain Type 


Topology 


Sid. 

DDH 


forward 1 


TM 


Non-Cytosolic 


SS9 


forward 1 


TM 


Transmembrane 




forward 1 


TM 


Cytosolic 


3/4 


forward 1 


TM 


Transmembrane 


3o3 


forward 1 


TM 


Non-Cytosolic 


OUO 


forward 1 


TM 


Transmembrane 


006 


forward 1 


TM 


Cytosolic 


40o 


forward 2 


TM 


Non-Cytosolic 


A 0 1 

491 


forward 2 


TM 


Transmembrane 


33 1 


forward 2 


TM 


Cytosolic 


3 /4 


forward 2 


TM 


Transmembrane 


583 


forward 2 


TM 


Non-Cytosolic 


606 


forward 2 


TM 


Transmembrane 


657 


forward 2 


TM 


Cytosolic 


680 


forward 2 


TM 


Transmembrane 


o s 

686 


forward 2 


TM 


Non-Cytosolic 


389 


forward 3 


TM 


Non-Cytosolic 


408 


forward 3 


TM 


Transmembrane 


428 


forward 3 


TM 


Cytosolic 


A AO 

448 


forward 3 


TM 


Transmembrane 


457 


forward 3 


TM 


Non-Cytosolic 


480 


forward 3 


TM 


Transmembrane 


484 


forward 3 


TM 


Cytosolic 


507 


forward 3 


TM 


Transmembrane 


685 


forward 3 


TM 


Non-Cytosolic 


20 


forward 1 


TM 


Cytosolic 


A O 

43 


forward 1 


TM 


Transmembrane 


1 n 

127 


forward 1 


TM 


Non-Cytosolic 


150 


forward 1 


TM 


Transmembrane 


If A 

154 


forward 1 


TM 


Cytosolic 


12 


forward 3 


TM 


Cytosolic 


O C" 

35 


forward 3 


TM 


Transmembrane 


153 


forward 3 


TM 


Non-Cytosolic 


9 


forward 2 


TM 


Non-Cytosolic 


oo 
32 


forward 2 


TM 


Transmembrane 


o o 

38 


forward 2 


TM 


Cytosolic 


61 


forward 2 


TM 


Transmembrane 


1 oo 

123 


forward 2 


TM 


Non-Cytosolic 


146 


forward 2 


TM 


Transmembrane 


1 70 
i /Z 


forward 2 


TM 


Cytosolic 


o 
9 


forward 3 


TM 


Non-Cytosolic 


io 
32 


forward 3 


TM 


Transmembrane 


1 oo 

172 


forward 3 


TM 


Cytosolic 


in 
JU 


forward 1 


TM 


- " — • • -«-- J tvuvitw 


^i 
33 


forward 1 


TM 


Transmembrane 


mZC 

65 


forward 1 


TM 


Cytosolic 


QQ 
OO 


forward 1 


TM 


Transmembrane 


OO 

92 


forward 1 


TM 


Non-Cytosolic 


115 


forward 1 


TM 


Transmembrane 


194 


forward 1 


TM 


Cytosolic 


37 


forward 2 


TM 


Cytosolic 


57 


forward 2 


TM 


Transmembrane 


66 


forward 2 


TM 


Non-Cytosolic 


89 


forward 2 


TM 


Transmembrane 



BNSDOCID: <WO 02083876A2 l_> 



WO 02/083876 



PCT/US02/09921 



SEQDNO: Template ID 

312 LI:2173577.1:2001MAY17 

312 LI:2173577.1:2001MAY17 

312 0:2173577.1 :2001MAY17 

312 LI:2173577.1:2001MAY17 

312 LI:2173577.1:2001MAY17 

312 LI:2173577.1:2001MAY17 

313 LI:2179256.1:2001MAY17 
313 LI:2179256.1:2001MAY17 

313 LI:2 179256. 1 :2001M AY 17 

314 LI:2180388.1:2001MAY17 
314 LI:2180388.1:2001MAY17 

314 O:218038S.l:2001MAY17 

315 LI:2199713.8:2001MAY17 
315 LI:2199713.8:2001MAY17 

315 LI:2199713.8:2001MAY17 

316 LI:2200587.2:2001MAY17 
316 0:2200587 .2:2001MAY17 
316 0:2200587 .2:2001MAY17 
316 0:2200587 .2:2001MAY17 
316 LI:2200587.2:2001MAY17 
316 LI:2200587.2:2001MAY17 
316 LI:2200587.2:2001MAY17 
316 0:2200587 .2:2001MAY17 
316 LI:2200587.2:2001MAY17 
316 LI:2200587.2:2001MAY17 
316 0:2200587 ,2:2001MAY17 
3 1 6 0:2200587 .2:2001MAY17 
316 O:2200587.2:2001MAY17 
316 O:2200587.2:2001MAY17 
316 LI:2200587.2:2001MAY17 
316 0:2200587 .2:2001MAY17 
316 LI:2200587.2:2001MAY17 
316 0:2200587 .2:2001MAY17 
316 0:2200587 .2:2001MAY17 
3 1 6 0:22005 87 .2:200 1M AY 17 
316 LI:2200587.2:2001MAY17 
3 1 6 LI:22005 87 .2:2001 MAY 17 
316 0:2200587 .2.2001MAY17 
316 LI:2200587.2:2001MAY17 
316 LI:2200587.2:2001MAY17 
316 L1:2200587.2:2001MAY17 
316 LI:2200587.2:2001MAY17 
316 LI:2200587.2:2001MAY17 
316 LI:2200587.2:2001MAY17 
316 LI:2200587.2:2001MAY17 
316 LI:2200587.2:2001MAY17 
316 LI:2200587.2:2001MAY17 

316 LI:2200587.2:2001MAY17 

3 17 0:220076 1 . 1 2:200 1M AY 1 7 
317 LI:220076 1 . 1 2:2001MAY 17 
3 1 7 LI:220076 1.12 :200 1M AY 17 
317 LI:220076 1 . 1 2:2001MAY 17 
317 0:2200761. 12:2001MAY17 
317 0:220076 1 . 1 2:2001MAY17 



TABLE 2 
Start Stop 
90 



1 

44 
67 
76 
99 
1 

42 
65 
1 



193 
43 
66 
75 
98 
193 
41 
64 
210 
118 



119 141 

142 215 

1 553 

554 571 

572 590 

1 4 



5 

28 
37 
57 
63 
86 
89 



27 
36 
56 
62 
85 
88 
111 



112 119 

120 142 

143 146 

147 169 

170 176 



1 

23 
46 
54 
77 
91 



22 
45 
53 
76 
90 
113 



114 125 
126 148 
149 176 



1 

15 
38 
44 
64 
73 
96 
102 



14 
37 
43 
63 
72 
95 
101 
124 



125 143 
144 166 



167 
1 
4 

27 



176 
3 

26 
343 



344 366 
367 374 



1 



346 



Frame Domain Type 

forward 2 TM 

forward 3 TM 

forward 3 TM 

forward 3 TM 

forward 3 TM 

forward 3 TM 

forward 2 TM 

forward 2 TM 

forward 2 TM 

forward 2 TM 

forward 2 TM 

forward 2 TM 

forward 2 TM 

forward 2 TM 

forward 2 TM 

forward 1 TM 

forward 1 TM 

forward 1 TM 

forward 1 TM 

forward 1 TM 

forward 1 TM 

forward 1 TM 

forward 1 TM 

forward 1 TM 

forward 1 TM 

.forward 1 TM 

forward 1 TM 

forward 1 TM 

forward 2 TM 

forward 2 TM 

forward 2 TM 

forward 2 TM 

forward 2 TM 

forward 2 TM 

forward 2 TM 

forward 2 TM 

forward 2 TM 

forward 3 TM 

forward 3 TM 

forward 3 TM 

forward 3 TM 

forward 3 TM 

forward 3 TM 

forward 3 TM 

forward 3 TM 

forward 3 TM 

forward 3 TM 

forward 3 TM 

forward 1 TM 

forward 1 TM 

forward 1 TM 

forward 1 TM 

forward 1 TM 

forward 2 TM 



Topology 
Cytosolic 
Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 
Cytosolic 
Cytosolic 
Transmembrane 
Non-Cytosolic 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Non-Cytosolic 
Transmembrane 
Cytosolic 
Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Non-Cytosolic 



175 



BNSDOCID: <WO 02083876A2_L> 



WO 02/083876 



PCT/US02/0992J 



SEQDNO: Template ID 


Start 


317 


LI- 2200761 1 2-2001 MA Yl 7 


347 


317 


LI* 2200761 19-2001MAY17 


370 


317 


LI'2200761 12-2001MAY17 


1 


317 


LI'2900761 19-9001 WAA VI 7 


300 


317 


LI'2200761 19-9O01 A/TAV17 


321 


317 


T T-9900761 1 9*9001 aa A V17 


141 


317 


IJ-9200761 1 9-9001 aa a V17 


JUO 


318 


T T-9901A94 1 *9nni TVA A Vi 7 


1 
1 


318 


T T*9901A94 1 onni TVA AVn 
i^l.^z,UjDZ*f.I .ZUUIIVIA I 1 / 


140 


318 


T T-9901A94 1 -onniMAvn 

Jul. ZZU d OZ^.I.ZUUIJYIA I 1 / 


1 ^7 
ID I 


11 R 

~> X O 


T J'llCYXf/JA 1 ooni AA A vn 
JL«I..ZZU,30Z4.i .ZUUIMA I 1 / 


111 


11 R 

D X o 


T T-OOn^AOil 1 OrtniA^AVH 
JL,l.ZZU:>OZ4.1 .ZUU1JV1A I 1 / 


9sn 


319 


x-i.zzuHyj.y.zuuiJVlA i 1 / 


i 

i 


310 


r T«99n4Q^ Q»7nn T AAA V17 
i^l.ZZUH-yj.y.ZUUliVLA. I 1 / 




11Q 


T T*99n4Q^ O-onniAif A vn 

A-i.zzu4yj.y.zuuiMA Y 1 / 




Diy 


i-i.zzu4yj.y.zuuiiViAY l / 


1 Aid 


no 


i-j..zzu4y;>.y:zuuiMAY 17 


164 


no 


JL,i.zzu4yj.y:zuuiMA Y 17 


iy3 


no 


JLi.zziwy :> . y : ZUU 1 MA Y 1 7 


Zi 1 


no 


lj , ZZU4y d . y : 200 1 MAY 1 7 


z4o 


no 

D 1 y 


l,i . zzu4y j . y : zuu l MA Y 1 7 


07 1 

Z/ 1 


Diy 


L.1 . zzwyo .y : zUO 1 MA Y 1 7 


Zoj 




L,i . ZZU4y 5 . 9 : 200 1 MA Y 1 7 


3Uo 


11 0 

j iy 


.zzu4yo .y : 200 IMA Y 1 7 


4DZ 


no 


L,i.zzu4y3.y:zU0lMAY17 


a*7<: 


no 

d iy 


. zzu4y d . y . ZUU 1 MA Y 1 7. 


yjz 


HQ 


T T-OOH/IO^ o.onAt A A A VI "7 

Li.zzu4yD.y.zuuiMAY 17, 


0^^ 


110 


T T»99A40^ o-onni AAA vi *7 


0*7 A 

y /4 


HQ 


T T»OOfl4Q^ 0«onniAAA vn 
JUL. ZZUny D. y. ZUU 1 MAY 1 / 


0O7 

yy / 


HQ 
j Ly 


T T*OOn4Q<I O-OAAi A A A vi 

i^i.zzu4y.D .y .zuu IMA Y 1 7 


i 
i 


HQ 
Jiy 


T T-OOfWdQ^ Q'Onm Ayr a vi i 
zzu4y j . y . ZUU 1 MA Y 1 7 


zo 


11 Q 
j iy 


T T*00n4Q<I o-onni aa a vi n 
zzu^y 3. y. zuu IMA Y 17 


4y 


HQ 


T T*77D/40^ OOAAI AA A vn 

Lai . zzu4yo . y. ZUU I MA Y 1 7 


434 


HO 
Jiy 


T T-OOft4Q^ o-inniAAA vn 
j-ri.zzunyj.y.zuuiMA Y 1 / 


All 
4 / «j 


HO 
d iy 


T T*99fklQ^ 0-OAA1 A A A VI *7 


409 

4yz 


HQ 
Diy 


I T'90n4Q*I O-0AA1 AA a vn 

j_a.zzu £ fyo.y.zuuiMAY 17 


j 1 D 


319 


T T'99040^ Q^nnilUAVn 


S7S 


310 

x y 


T T'99040S Q-9nniAAAVT7 
i^i.zz.u^yj.y.ZUUliVlA Y 1 / 




319 


T T*9904Q^ Q«7nni AA A vn 
x^x.jLZ.\JHyD.y,zUu llyiAi I / 


AH7 


319 


T T-990405 0-9nniAAAVi7 


Ain 


319 


T T-99040S 0«9nniAA a V17 


Q19 


319 


I T-99040S Q-9fini aa a V17 
x^x.^^v^yD .y.z.\JU l±vx/\ I i / 


QC< 


320 


LT*2205S*19 l*90niAAAVi7 


1 
1 


320 


1 T-290SS19 1 -9nniA4Avn 


90 
£.y 


320 


I T-9905S19 1 •9nniAA"AVi7 
• ui.z.aujjJj6.i,zuu11VLA I 1 / 


S9 


320 


I T-9205S19 i«7nniAAAVT7 


71 


320 


LL2205532. 1 :2001MAY17 


01 

y \ 


320 


LI:2205532.1:2001MAY17 


100 


320 


LL2205532.1 :2001MAY17 


123 


320 


0:2205532.1 :2001MAY17 


156 


320 


LI:2205532. 1 :2001MAY17 


179 


320 


LI:2205532.1:2001iMAY17 


21] 


320 


LI:2205532. 1 :2001MAY17 


231 


320 


LI:2205532.1:2001MAY17 


251 






176 



9 



Stop 


Frame 


•L^uiriciiii j ype 


Topology 


369 


Tnru/QrH 1 


1M 


T-« • 

Transmembrane 


374 


fnrwnrrl O 

X Ul W til VJ 


HTAA 


Cytosolic 


200 
£.yy 


lorwaru ^> 


TM 


Non-Cytosolic 


322 


1 ux wdru J 


1M 


Transmembrane 


149 


rorwara 3 


TM 


Cytosolic 


365 


1U1 WdlU J 


TTA jf 


Transmembrane 


171 

DID 


lorwara j 


TM 


Non-Cytosolic 


1 10 

iDy 


forward 1 


TM 


Cytosolic 


ISA 

1 D\J 


forward 1 


TM 


Transmembrane 


11 fx 


forward 1 


TM 


Non-Cytosolic 


940 
z*+y 


forward 1 


1M 


Transmembrane 


ii& 
D fo 


forward 1 


TM 


Cytosolic 


40 


forward 2 


TM 


Non-Cytosolic 


AQ 


forward 2 


TM 


Transmembrane 


1 A*? 


forward 2 


TM 


Cytosolic 


1 01 


forward 2 


TM 


Transmembrane 


1 QO 

i yL 


forward 2 


TM 


Non-Cytosolic 


o i n 
Z1U 


forward 2 


TM 


Transmembrane 


Z4 / 


forward 2 


TM 


Cytosolic 


oon 
Z/U 


forward 2 . 


TM 


Transmembrane 


Z54 


forward 2 


TM 


Non-Cytosolic 


3U7 


forward 2 


TM 


Transmembrane 


4D 1 


forward 2 


TM 


Cytosolic 


A1A 
4 /H 


forward 2 


TM 


Transmembrane 


0"2 1 

y3i 


forward 2 


TM 


Non-Cytosolic 


y^4 


forward 2 


. TM 


Transmembrane 


y /3 


forward 2 


TM 


Cytosolic 


QOA 

yyo 


forward 2 


TM 


Transmembrane 


1U34 


forward 2 


TM 


Non-Cytosolic 


ZD 


forward 3 


TM 


Non-Cytosolic 


4o 


forward 3 


TM 


Transmembrane 


4jo 


forward 3 


TM 


Cytosolic 


4 /Z 


forward 3 


TM 


Transmembrane 


40 1 

4y l 


forward 3 


TM 


Non-Cytosolic 


^ 1 A 
D 14 


forward 3 


TM 


Transmembrane 


S74 
D /H 


forward 3 


TM 


Cytosolic 


SQ7 

jy / 


forward 3 


TM 


Transmembrane 


oOo 


forward 3 


TM 


Non-Cytosolic 


A90 


forward 3 


TM 


Transmembrane 


0^ 1 
yj i 


forward 3 


TM 


Cytosolic 


0S4 


lorwara d 


1M 


Transmembrane 


1 \Jdd 


forward 3 


TM 


Non-Cytosolic 


9R 


forward 1 


1M 


Non-Cytosolic 


D 1 


forward 1 


TM 


Transmembrane 


70 


forward 1 


1M 


Cytosolic 


on 
yu 


forward 1 


TM 


Transmembrane 


00 

yy 


forward 1 


TM 


Non-Cytosolic 


1 99 


forward 1 


TM 


Transmembrane 


155 


forward 1 


TM 


Cytosolic 


178 


forward 1 


TM 


Transmembrane 


210 


forward 1 


TM 


Non-Cytosolic 


230 


forward 1 


TM 


Transmembrane 


250 


forward 1 


TM 


Cytosolic 


273 


forward 1 


TM 


Transmembrane 



BNSDOCJD: <WO 02083876A2 L> 



WO 02/083876 



PCT/US02/09921 



SEQ D NO: Template ID 

320 LL2205532. 1 :2001M AY 17 

320 LI:2205532.1 :2001MAY17 

320 LL2205532. 1 :200 1M A Y 1 7 

320 LI:2205532.1:2001MAY17 

320 LI:2205532. 1 :2001MAY17 

320 LI:2205532. 1 :2001MAY 1 7 

320 LI:2205532.1:2001MAY17 

320 LI:2205532.1:2001MAY17 

320 LI:2205532.1:2001MAY17 

320 LI:2205532.1:2001MAY17 

320 LI:2205532.1:2001MAY17 

320 LI:2205532. 1 :2001 M AY 17 

320 LI:2205532.1:2001MAY17 

320 LI:2205532.1:2001MAY17 

320 LI:2205532.1:2001MAY17 

320 LI:2205532.1:2001MAY17 

320 LI:2205532.1:2001MAY17 

320 LI:2205532.1:2001MAY17 

320 LI:2205532.1:2001MAY17 

320 LI:2205532.1:2001MAY17 

320 LI:2205532.1:2001MAY17 

320 LI:2205532.1:2001MAY17 

320 LL2205532.1:2001MAY17 

321 LI:2206277.1:2001MAY17 
32 1 LI:2206277. 1 :2001MAY17 
321 LI:2206277.1:2001MAY17 - 
321 0:2206277.1 :2001MAY17 

321 LI:2206277.1:2001MAY17 

322 LI:2207765.8:2001MAY17 
322 LI:2207765.8:2001MAY17 

322 LI:2207765.8:2001MAY17 

323 LI:2208404.4:2001MAY17 
323 LI:2208404.4:2001MAY17 

323 LI:2208404.4:2001MAY17 

324 LI:2208715.3:2001MAY17 

325 LI:2208766.2:2001MAY17 
325 LI:2208766.2:2001MAY17 
325 U:2208766.2:2001MAY17 
325 LI:2208766.2:2001MAY17 
325 LI:220S766.2:2001MAY17 
325 LI:2208766.2:2001MAY17 
325 L1:2208766.2:2001MAY17 
325 LI:2208766.2:2001MAY17 
325 LI:2208766.2:2001MAY17 
325 LL22087 66.2:2001 MAY 17 
325 L1:2208766.2:2001MAY17 
325 LI:2208766.2:2001MAY17 
325 LI:2208766.2:2001MAY17 
325 LI:2208766.2:200lMAY17 
325 LI:2208766.2:2001MAY17 
325 LI:2208766.2:2001MAY 17 
325 L1:2208766.2:2001MAY17 
325 LI:2208766.2:2001MAY17 
325 LI:2208766.2:2001MAY17 



TABLE 2 
Start Stop 
274 367 
368 390 
391 407 



1 

31 
54 
97 



30 
53 
96 
119 



120 243 

244 266 

267 275 

276 293 

294 406 
1 



36 
59 
83 



35 
58 
82 
102 



103 106 

107 129 

130 148 

149 171 

172 244 

245 267 

268 406 

1 246 

247 269 

270 283 

284 306 

' 307 367 



1 

7 

30 
1 

45 
65 

1 

1 

29 



6 

29 
384 
44 
64 
114 
237 
28 
48 

49 272 
273 295 



296 309 

310 332 

333 369 

370 387 

388 396 

397 419 

420 535 

536 558 

559 577 

578 597 

598 731 

732 751 

752 779 

780 802 

803 835 
177 



Frame 
forward 1 
forward 1 
forward 1 
forward 2 
forward. 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 



Domain Type 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 



Topology 
Non-Cytosolic 
Transmembrane 
Cytosolic 
Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 
Cytosolic 
Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 
Cytosolic 
Cytosolic 
Transmembrane 
Non-Cytosolic 
Non-Cytosolic 
Transmembrane 
Cytosolic 
Cytosolic 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 
Cytosolic 



BNSDOCID- <WO_ 



_02083876A2_I_> 



WO 02/083876 



PCT/US02/09921 



SEQDNO: Template ID 

325 LI:2208766.2:2001MAY17 

325 LI:2208766.2:2001MAY17 

325 LI:2208766.2:2001MAY17 

325 U:2208766.2:2001MAY17 

325 LI:2208766.2:2001MAY17 

325 U:2208766.2:2001MAY17 

325 LI:2208766.2:2001MAY17 

325 U:2208766.2:2001MAY17 

325 LI:2208766.2:2001MAY17 

325 LI:2208766.2:2001MAY17 

325 LI:2208766.2:2001MAY17 

325 LI:2208766.2:2001MAY17 

325 LI:2208766.2:2001MAY17 

325 LI:2208766.2:2001MAY17 

325 LI:2208766.2:2001MAY17 

325 LI:2208766.2:2001MAY17 

325 LI:2208766.2:2001MAY17 

325 LI;2208766.2:2001MAY17 

325 LI:2208766.2:2001MAY17 

325 LI:2208766.2:2001MAY17 

325 LI:2208766.2:2001MAY17 

325 U:2208766.2:2001MAY17 

325 LI:2208766.2:2001MAY17 

325 LI:2208766.2:2001MAY17 

326 U:2209636.3:2001MAY17 
326 LI:2209636.3:2001MAY17 
326 LI:2209636.3:2001MAY17 
326 U:2209636.3:2001MAY17 
326 LI:2209636.3:2001MAY17 
326 U:2209636.3:2001MAY17 
326 LI:2209636.3:2001MAY17 
326 LI:22096363:2001MAY17 
326 U:2209636.3:2001MAY17 
326 LI:2209636.3:2001MAY17 
326 U:2209636.3:2001MAY17 
326 LI:2209636.3:2001MAY17 
326 U:2209636.3:2001MAY17 
326 LI:2209636.3:2001MAY17 
326 U:2209636.3:2001MAY17 
326 LI:2209636.3:2001MAY17 
326 LI:2209636.3:2001MAY17 
326 LI:2209636.3:2001MAY17 
326 LI:2209636.3:2001MAY17 
326 LI:2209636.3:2001MAY17 
326 LI:2209636.3:2001MAY17 
326 LI:2209636.3:2001MAY17 
326 LI:2209636.3:2001MAY17 
326 LI:2209636.3:2001MAY17 
326 U:2209636.3:2001MAY17 
326 U:2209636.3:2001MAY17 
326 LI:2209636.3:2001MAY17 

326 U:2209636.3:2001MAY17 

327 LI:221 864.68 :2001MAY17 

328 LI:229267. 1 :2001MAY17 



TABLE 2 



Start 


Stop 


► Frame 


1 


43 


forward 2 


44 


66 


forward 2 


67 


78 


forward 2 


79 


101 


forward 2 


102 


197 


forward 2 


198 


220 


forward 2 


221 


272 


forward 2 


273 


295 


forward 2 


296 


309 


forward 2 


310 


332 


forward 2 


333 


518 


forward 2 


519 


541 


forward 2 


542 


550 


forward 2 


551 


573 


forward 2 


574 


690 


forward 2 


691 


713 


forward 2 


714 


727 


forward 2 


728 


750 


forward 2 


751 


834 


forward 2 


1 


267 


forward 3 


268 


290 


forward 3 


291 


296 


forward 3 


297 


319 


forward 3 


320 


834 


forward 3 


1 


154 


forward 1 


155 


177 


forward 1 


178 


207 


forward 1 


208 


230 


forward 1 


231 


375 


forward 1 


376 


395 


forward 1 


396 


443 


forward 1 


444 


466 


forward 1 


467 


472 


forward 1 


473 


495 


forward 1 


496 


498 


forward 1 


499 


521 


forward 1 


522 


527 


forward 1 


528 


550 


forward 1 


551 


616 


forward 1 


1 


20 


forward 3 


21 


43 


forward 3 


44 


196 


forward 3 



197 219 forward 3 

?.?.f> ^1Q 

320 342 forward 3 

343 425 forward 3 

426 448 forward 3 

449 467 forward 3 

468 490 forward 3 

491 499 forward 3 

500 522 forward 3 

523 616 forward 3 

1 183 forward 1 

1 294 forward 3 



Domain Type 


Topology 


TM 


Non-Cytosolic 


TM 


Transmembrane 


TM 


Cytosolic 


TM 


Transmembrane 


TM 


Non-Cytosolic 


TM 


Transmembrane 


TM 


Cytosolic 


TM 


Transmembrane 


TM 


Non-Cytosolic 


TM 


Transmembrane 


TM 


Cytosolic 


TM 


Transmembrane 


TM 


Non-Cytosolic 


TM 


Transmembrane 


TM 


Cytosolic 


TM 


Transmembrane 


TM 


Non-Cytosolic 


TM 


Transmembrane 


TM 


Cytosolic 


TM 


Non-Cytosolic 


TM 


Transmembrane 


TM 


Cytosolic 


TM 


Transmembrane 


TM 


Non-Cytosolic 


TM 


Cytosolic 


TM 


Transmembrane 


TM 


Non-Cytosolic 


TM . 


Transmembrane 


TM 


Cytosolic 


TM 


Transmembrane 


TM 


Non-Cytosolic 


TM 


Transmembrane 


TM 


Cytosolic 


TM 


Transmembrane 


TM 


Non-Cytosolic 


TM 


Transmembrane 


TM 


Cytosolic 


TM 


Transmembrane 


TM 


Non-Cytosolic 


TM 


Cytosolic 


TM 


Transmembrane 


TM 


Non-Cytosolic 


TM 


Transmembrane 


r T r K K 

im 


Cytosoiic 


TM 


Transmembrane 


TM 


Non-Cytosolic 


TM 


Transmembrane 


TM 


Cytosolic 


TM 


Transmembrane 


TM 


Non-Cytosolic 


TM 


Transmembrane 


TM 


Cytosolic 


TM 


Cytosolic 


TM 


Non-Cytosolic 



BNSDOCID: <WO 02083876A2 J _ > 



WO 02/083876 



PCT/US02/09921 



SEQ D NO: Template ID 

328 LI:229267.1:2001MAY17 

328 Ll:229267. 1 :2001MAY17 

328 LI:229267.1:2001MAY17 

328 LI:229267.1 :2001MAY17 

329 L1:229648.2:2001MAY17 
329 LI:229648.2:2001MAY17 
329 LI:229648.2:2001MAY17 
329 LI:229648.2:2001MAY17 
329 LI:229648.2:2001MAY17 
329 LI:229648.2:2001MAY17 
329 LI:229648.2:2001MAY17 
329 LI:229648.2:2001MAY17 
329 LI:229648.2:2001MAY17 
329 LL229648.2:2001MAY17 
329 L1:229648.2:2001MAY17 
329 LI:229648.2:2001MAY17 
329 LI:229648.2:2001MAY17 
329 LI:229648.2:2001MAY17 
329 LI:229648.2:2001MAY17 
329 LI:229648.2:2001MAY17 
329 LI:229648.2:2001MAY17 

329 LI:229648.2:2001MAY17 

330 LI:231016.1:2001MAY17 
330 LI:231016.1:2001MAY17 
330 LI:23 101 6. 1 :2001MAY 17 
330 LI:23 1016.1 :200 1M A Y 1 7 
330 LL231016.1:2001MAY17 
330 Li:231016.1:2001MAY17 
330 LI:231016.1:2001MAY17 
330 LL231016.1 :2001MAY17 

330 Ll:23 1016. 1 :2001MAY17 

33 1 LI:23 1 1 40.5 :200 1 MAY 17 
331 LI:231140.5:2001MAY17 
331 LL231 140.5:2001MAY17 
33 1 LI:23 1 1 40.5 : 200 1 MAY 1 7 
331 Ll:231 140.5:2001MAY17 
331 LI:231 140.5:2001 MAY 17 
33 1 LI:23 1 140.5 :2001 MAY 17 
331 LI:231 140.5 :2001MAY17 
331 LI:231140.5:2001MAY17 

331 LL231 140.5 :2001MAY17 

332 LI:231695.H:2001MAY17 
332 LI:231695.14:2001MAY17 

332 LI:231695.14:2001MAY17 

333 LI:232846.24:2001MAY17 
333 LI:232846.24:2001MAY17 
333 LI:232846.24:2001MAY17 
333 LI:232846.24:2001MAY17 
333 LI:232846.24:2001MAY17 
333 LI:232846.24:200 1 MAY 1 7 
333 LI:232846.24:2001MAY17 
333 LI:232846.24:2001MAY 17 
333 LL232846.24 :200 1 MAY 17 
333 LI:232846.24:200 1 MAY 17 



TABLE 2 
Start Stop 



295 
318 
571 
594 
1 

540 
563 
752 
775 
780 

803 

815 

838 

847 

870 
1 

658 
681 
756 
779 
834 
857 
1 

15 
38 
' 58 
81 
85 

• 108 
202 
225 
1 

147 
170 
224 
247 
1 

128 
151 
160 
179 
1 

149 
172 
1 

1168 
1188 
1194 
1217 
1 

1312 
1335 
1450 
1473 
179 



317 
570 
593 
927 
539 
562 
751 
774 
779 
802 
814 
837 
846 
869 
891 
657 
680 
755 
778 
833 
856 
891 
14 
37 
57 
80 
84 
107 
201 
224 
360 
146 
169 
223 
246 
250 
127 
150 
159 
178 
249 
148 
171 
212 
1167 
1187 
1193 
1216 
1848 
1311 
1334 
1449 
1472 
1848 



Frame 
forward 3 
forward 3 
forward 3 
forward 3 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 



Domain Type 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 



TM 

TM 

TM 

TM 

TM 

TM 

TM 

TM 

TM 

TM 

TM 

TM 



Topology 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 



BNSDOCID' <WO_ 



_^02083876A2_L> 



WO 02/083876 



PCTYUS02/09921 







TABLE 2 




SEQ D NO: Template ID 


Start 


Stop 


Frame 


333 


U:232846.24:2001MAY17 


1 


906 


forward 3 


333 


LI:232846.24:2001MAY17 


907 


929 


forward 3 


333 


LI:232S46.24:2001MAY17 


930 


1166 


forward 3 


333 


LI:232846.24:2001MAY17 


1167 


1189 


forward 3 


333 


LI:232846.24:2001MAYJ7 


• 1190 


1848 


forward 3 


334 


LI:233411.11:2001MAY17 


1 


1003 


forward 1 


334 


LI:233411.11:2001MAY17 


1004 


1026 


forward 1 


334 


LI:233411.11:2001MAY17 


1027 


1055 


forward 1 


334 


LI:23341L11:2001MAY17 


1056 


1078 


forward 1 


334 


LI:233411.11:2001MAY17 


1079 


1092 


forward 1 


334 


LI:23341L11:2001MAY17 


1093 


1115 


forward 1 


334 


LI:233411.11:2001MAY17 


1116 


1236 


forward 1 


334 


LI:233411.11:2001MAY17 


1 


261 


forward 2 


334 


LI:2334 11.11 :2001MAY1 7 


262 


284 


forward 2 


334 


LI:233411.11:2001MAY17 


285 


360 


forward 9 


334 


LI:23341L11:2001MAY17 


361 


383 


forward 2 


334 • 


LL23341 1.1 1:2001MAY17 


384 


1236 


forward 9 


334 


LI:233411.11:2001MAY17 


1 


345 


forward *3 


334 


LI:23341L11:2001MAY17 


346 


368 


forward 


334 


LL23341 1.1 1:2001MAY17 


369 


374 


forward ^ 

X Kj X YY HI V-i 


334 


LI:233411.11:2001MAY17 


375 


397 


forwarri" % 


334 


LI:2334 11.11 :2001MA Y] 7 


398 


887 


forward % 


334 


LI:233411.11:2001MAY17 


888 


910 


forward ^ 


334 


LI:2334 11.11 :2001MAY 17 


911 


922 


forward ^ 


334 


LL23341 1.1 1-.2001MAY17 


923 


945 


forward ^ 

X\JL Will VI 


334 


LL23341 1.1 1:2001MAY17 


946 


959 


forward 3 


334 


LI:233411.11:2001MAY17 


. 960 


982 


forward 3 


334 


LI:23341L11:2001MAY17 


983 


1050 


forward 3 


334 


LI:23341 1.11 :2001MAY17 ■ 


1051 


1073 


forward 3 


334 


LI:23341L11:2001MAY17 


1074 


1092 


forward 3 


334 


LL-23341 1.11 :2001MA Y17 


1093 


1115 


forward 3 


334 


LI:23341L11:2001MAY17 


1116 


1126 


forward ^ 


334 


LL2334 11.11 :200 1 M A Y 1 7 


1127 


1149 


forward 3 


334 


LI:233411.11:2001MAY17 


1150 


1203 


forward 3 


334 


LI:233411.11:2001MAY17 


1204 


1223 


forward 3 


334 


LI:233411.11:2001MAY17 


1224 


1235 


forward 3 


335 


U:233545. 1 3:2001 MAY 1 7 


1 


506 


forward 3 


335 


U:233545. 1 3:200 1 MAY 1 7 


507 


529 


forward 3 


335 


LI:233545.13:2001MAY17 


530 


630 


forward 3 


336 


LI:23467 1 . 1 0 1 :200 2 M A Y 1 7 


1 


103 


forward 1 


336 


LI:23467 1.101 :200 1 MAY 1 7 


104 


126 


forward 1 


336 


LL23467 1.101 :2001 MA Y 1 7 


127 


418 


forward 1 


336 


LI:23467 1.101:2001 MAY 1 7 


1 


288 


forward 2 




^i.^jtu /i.iui ;^uu i ma. 11/ 


289 


311 


forward 2 


336 


LI:23467 1.101:2001 MAY 1 7 


312 


323 


forward 2 


336 


LI:23467 1,101:2001 MAY 1 7 


324 


343 


forward 2 


336 


LL23467 1.101 :200 1 MAY 1 7 


344 


352 


forward 2 


336 


LI:23467 1 . 1 0 1 :200 1 M A Y 1 7 


353 


375 


forward 2 


336 


LL23467 1.101:2001 MAY 1 7 


376 


418 


forward 9 


337 


LI:236098. 1 4:200 1 MAY 1 7 


1 


34 


forward 1 


337 


LI:236098. 1 4 :200 1 MAY 1 7 


35 


57 


forward 1 


337 


LI:236098 . 1 4 :200 1 MAY 1 7 


58 


71 


forward 1 


337 


LI:236098. 1 4 :200 1 MAY 1 7 


72 


91 


forward 1 


337 


0:236098. 14:200 1 MA Yl 7 


92 
180 


97 


forward 1 



Domain Type 


T nnnl r>cr\/ 


TM 


Non-Cvtnsnlir 


TM 


Tran S ITi P m hr n n 

x i anon lwil I Ul d] 1C 


TM 


Cvto^olir 


TM 


T rfHiQmpmKrinA 
J. i dllalllClIJUl allC 


TM 


Non-C vtncnlir 


TM 


Non-Cvtncnlir 


TM 


x laiidHieinDrdnc 


TM 


Cvtn<:r»1ir 


TM 


x i aj ibi i iem orane 


TM 


N o n - \/ 1 r\ c rA i f» 
I \j 1 1 - V— y LObU 1 1 u 


TM 


Ira n C m pim Kr ^ r\ £± 

x i aubinem Diane 


TM 


Cytosolic 


TM 


in on-i_yiosoi ic 


TM 


Transmembrane 


TM 


Cytosolic 


TM 


Transmembrane 


TM 


iNun-v_yiosoiic 


TM 

XI VI 


iNon-^ytosolic 


TM 


Transmem brane 


X 1V1 


cytosolic 


TM 


Transmembrane 


TM 


Non-Cytosolic 


TM 


Transmembrane 


X 1V1 


Cytosolic 


TM 

X 1VJ. 


Transmembrane 


TM 

X IYX 


Non-Cytosolic 


TM 


x i <xi lornern orane 


TM 

A JLV1 


Cytosolic 


TM 


x i aiiamem orane 


TM 


iNuii-v.yiosoiic 


TM 

X 1VX 


Transmembrane 


TM 


u.yiosouc 


TM 


Tr*li1 CtYtamUrnnn 

i ransmemorane 


TM 

X ivx 


rNon-i_ytosonc 


TM 


x i a j i a iiierii uiane 


TM 


v-*y losoiic 


TM 

X lYX 


iNon-u.ytosoiic 


TM 


X I ai IIlclI 1 Dian e 


TM 


v—yiosoiic 


TM 


Cvfncnlif* 


TM 


■ iiaiioinern orane 


TM 


i t \ji j — v_*y LUoUl lw> 


TM 


1 > LWo \J1 


TM 


x i aiibiTiem orane 


TM 




TM 


Trans mem brane 


TM 


Mon - r" 1 vt n cr»l i r« 


TM 


Transmembrane 


TM 


Cytosolic 


TM 


Cytosolic 


TM 


Transmembrane 


TM 


Non-Cytosolic 


TM 


Transmembrane 


TM 


Cytosolic 



WO 02/083876 



PCT/US02/09921 



SEQ D NO: Template ID 

337 LI:236098.14:2001MAY17 

337 LI:236098.14:2001MAY17 

337 LI:236098.14:2001MAY17 

337 LI:236098.14:2001MAY17 

337 LI:236098.14:2001MAY17 

337 LI:236098.14:2O01MAY17 

337 LI:236098.14:2001MAY17 

337 LI:236098.14:2001MAY17 

337 LI:236098.14:2001MAY17 

337 LI:236098.14:2001MAY17 

337 LI:236098.14:2001MAY17 

337 LI:236098.14:2001MAY17 

337 LI:236098.14:2O01MAY17 

337 LI:236098.14:2001MAY17 

337 LI:236098.14:2O01MAY17 

337 LI:236098.14:2001MAY17 

337 LI:236098.14:2001MAY17 

337 LI:236098.14:2001MAY17 

337 LI:236098.14:2001MAY17 

337 LI:236098.14:2001MAY17 

337 LI:236098.14:2001MAY17 

337 LI:236098.14:2001MAY17 

337 LI:236098.14:2001MAY17 

337 LI:236098.14:2001MAY17 
337 LI:236098.14:2001MAY17 
337 LI:236098.14:2001MAY17 
337 LI:236098.14:2O01MAY17 
337 LI:236098.14:2001MAY17 
337 LI:236098.14:2001MAY17 
337 LI:236098. 14:2001MAY17 
337 LI:236098.14:2001MAY17 
337 LI:236098.14:2001MAY17 
337 LI:236098.14:2001MAY17 
337 LI:23609S.14:2001MAY17 
337 LI:236098.14:2001MAY17 
337 LI:236098.14:2001MAY17 
337 LI:236098.14:2001MAY17 
337 LI:236098.14:2001MAY17 
337 LI:236098.14:2001MAY17 
337 LI:236098.14:2001MAY17 
337 LI:236098.14:2001MAY17 
337 U :23609 8.14 :200 1 MAY 1 7 
337 LI:236098.14:2001MAY17 
337 LI:236098.14:2O01MAY17 
337 LL236098. 1 4:2001 MAY 1 7 
337 LI:236098.14:2001MAY17 
337 LI:236098.14:2001MAY17 
337 LI:236098.14:2001MAY17 
337 LI:236098. 1 4:2001 MAY 1 7 
337 LL236098. 1 4 :2001 M AY 1 7 
337 LI:236098.14:2001MAY17 
337 LI:236098.14:2001MAY17 
337 LI-.236098. 14:200 1 MAY 1 7 
337 LI:236098.14:2001MAY17 



TABLE 2 
Start Stop 



98 , 
118 > 

128 : 

151 
521 
544 
563 
586 
592 
615 

629 

652 

859 

882 

901 

924 

977 

1000 

1009 

1032 

1052 

1075 

1089 

1112 
1 

20 
40 
66 
89 

134 , 
157 
171 
189 
216 
236 
245 
268 
519 
542 
551 
574 
594 
617 
636 
659 
800 
823 
1 

67 
90 
160 
183 
246 
269 



117 
127 
150 
520 
543 
562 
585 
591 
614 
628 
651 
858 
881 
900 
923 
976 
999 
1008 
1031 
1051 
1074 
1088 
1111 
1124 
19 
39 
65 
88 
133 
156 
170 
188 
215 
235 
244 
267 
518 
541 
550 
573 
593 
616 
635 
658 
799 
822 
1124 
66 
89 
159 
182 
245 
268 
389 



Frame 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 



Domain Type 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 



TM 

TM 

TM 

TM 

TM 

TM 

TM 

TM 

TM 

TM 

TM 

TM 

TM 

TM 

TM 

TM 

TM 

TM 

TM 

TM 

TM 

TM 

TM 

TM 

TM 

TM 

TM 



Topology 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 
Cytosolic 
Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 



181 



BNSDOCID: <WO 02083876A2J. > 
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SEQ D NO: Template ID 


Start 


337 


LI:236098.14:2001MAY17 


390 


337 


LI:236098.14:2001MAY17 


413 


337 


LI:236098.14:2001MAY17 


529 


337 


LI:236098.14:2001MAY17 


552 


337 


LI:236098.14:2001MAY17 


566 


337 


LI:236098.14:2001MAY17 


584 


337 


LI:236098.14:2001MAY17 


588 


337 


LI:236098.14:2001MAY17 


611 


338 


LI:236196.15:2001MAY17 


1 


338 


LI:236196.15:2001MAY17 


268 


338 


LI:236196.15:2001MAY17 


288 


338 


LI:236196.15:2001MAY17 


302 


338 


LI:236196.15:2001MAY17 


325 


338 


LI:236196.15:2001MAY17 


329 


338 


LI:236196.15:2001MAY17 


349 


338 


LI:236196.15:2001MAY17 


501 


338 


LI:236196.15:2001MAY17 


524 


338 


LI:236196.15:2001MAY17 


590 


338 


LI:236196.15:2001MAY17 


613 


338 


LI:236196.15:2001MAY17 


1 


338 


LI:236196.15:2O01MAY17 


202 


338 


LI:236196.15:2001MAY17 


225 


338 


LL236196. 15:2001MAY17 


262 


338 


LI:236196.15:2001MAY17 


282 


338 


LI:236196.15:2001MAY17 


301 


338 


LI:236196.15:2001MAY17 


• 324 


338 


LI:236196.15:2001MAY17 


503 


338. 


LI:236196.15:2001MAY17 


526 


338 


LI:236196.15:2001MAY17 


546 


338 


LI:236196.15:2001MAY17 


569 


338 


LI:236196.15:2001MAY17 


1 


338 


LI:236196.15:2001MAY17 


267 


338 


LI:236196.15:2001MAY17 


285 


338 


LI:236196.15:2001MAY17 


294 


338 


LI:236196.15:2001MAY17 


317 


338 


LI:236196.15:20G1MAY17 


484 


338 


LI:236196.15:2001MAY17 


507 


338 


LI:236 1 96. 15:2001MA Yl 7 


559 


338 


LL236 1 96. 15 :2001 M AY 17 


582 


339 


LI:237086.1:2001MAY17 


1 


339 


LI:237086.1:2001MAY17 


321 


339 


LL237086. 1 :2001MAY1 7 


344 


339 


LI:237086.1:2001MAY17 


1 


339 


LL237086. 1 :200 1 MAY 1 7 


183 


339 


LL237086. 1 :2001MAY 1 7 


206 


339 


LI:237086.1:2001MAY17 


359 


339 


LL237086. 1 :200 1MAY 1 7 


379 


340 


LI:238585.30:2001MAY17 


1 


340 


LI:238585 .30:200 1 MAY 1 7 


109 


340 


LI:238585.30:2001MAY17 


132 


340 


LI:238585.30:200 1 MA Y 1 7 


135 


340 


LI:23S585.30:2001MAY17 


158 


340 


LI:238585.30:2001MAY17 


1 


340 


0:238585.30:2001 MAY 1 7 


42 
182 



2 



Stop 


Frame 


Domain Type 


Topology 


412 


forward 3 


TM 


Transmembrane 


528 


forward 3 


TM 


Cytosolic 


551 


forward 3 


TM 


Transmembrane 


565 


forward 3 


TM 


Non-Cytosolic 


583 


forward 3 


• TM 


Transmembrane 


587 


forward 3 


TM 


Cytosolic 


610 


forward 3 


TM 


Transmembrane 


1124 


forward 3 


TM 


Non-Cytosolic 


267 


forward 1 


TM 


Cytosolic 


287 


forward 1 


TM 


Transmembrane 


301 


forward 1 


TM 


Non-Cytosolic 


324 


forward 1 


TM 


Transmembrane 


328 


forward 1 


TM 


Cytosolic 


348 


forward 1 


TM 


Transmembrane 


500 


forward 1 


TM 


Non-Cytosolic 


523 


forward 1 


TM 


Transmembrane 


589 


forward 1 


TM 


Cytosolic 


612 


forward 1 


TM 


Transmembrane 


613 


forward 1 


TM 


Non-Cytosolic 


201 


forward 2 


TM 


Cytosolic 


224 


forward 2 


TM 


Transmembrane 


261 


forward 2 


TM 


Non-Cytosolic 


281 


forward 2 


TM 


Transmembrane 


300, 


forward 2 


' TM 


Cytosolic 


323 


forward 2 


TM 


Transmembrane 


502 


forward 2 


TM 


Non-Cytosolic 


525 


forward 2 


TM 


Transmembrane 


545 


forward 2 


TM 


Cytosolic 


568 


forward 2 


TM 


Transmembrane 


613 


forward 2 


TM 


Non-Cytosolic 


266 


forward 3 


TM 


Cytosolic 


284 


forward 3 


TM 


Transmembrane 


293 


forward 3 


TM 


Non-Cytosolic 


316 


forward 3 


TM 


Transmembrane 


483 


forward 3 


TM 


Cytosolic 


506 


forward 3 


TM 


Transmembrane 


558 


forward 3 


TM 


Non-Cytosolic 


581 


forward 3 


TM 


Transmembrane 


613 


forward 3 


TM 


Cytosolic 


320 


forward 2 


TM 


Non-Cytosolic 


343 


forward 2 


TM 


Transmembrane 


379 


forward 2 


TM 


Cytosolic 


182 
205 


forward 3 


TM 


Non-Cytosolic 


* Ul ITU1U J 


nr»\ m 
AIV1 


Transmembrane 


358 


forward 3 


TM 


Cytosolic 


378 


forward 3 


TM 


Transmembrane 


379 


forward 3 


TM 


Non-Cytosolic 


108 


forward 2 


TM 


Cytosolic 


131 


forward 2 


TM 


Transmembrane 


134 


forward 2 


TM 


Non-Cytosolic 


157 


forward 2 


TM 


Transmembrane 


183 


forward 2 


TM 


Cytosolic 


41 


forward 3 


TM 


Non-Cytosolic 


64 


forward 3 


TM 


Transmembrane 



WO 02/083876 



PCT/US02/09921 



TABLE 2 



SEO D NO* 


Template ID 


Start 


Stop 


Frame 


Domain Type 


Topology 


340 


LI:238585.30:2001MAY17 


65 


102 


forward 3 


TM 


Cytosolic 


340 


LI:238585.30:2001MAY17 


103 


125 


forward 3 


TM 


Transmembrane 


340 


LI:238585.30:2001MAY17 


126 


139 


forward 3 


TM 


Non-Cytosolic 


340 


LI:238585.30:2001MAY17 


140 


162 


forward 3 


TM 


Transmembrane 


340 


LI:238585.30:2001MAY17 


163 


183 


forward 3 


TM 


Cytosolic 


34 T 


LI:238672.6:200IMAY17 


1 


228 


forward 3 


TM 


Non-Cytosolic 


^41 


LI-238672 6-2001MAY17 


229 


251 


forward 3 


TM 


Transmembrane 


341 


LI-238672 6*2001MAY17 


252 


279 


forward 3 


TM 


Cytosolic 


^41 


T T-238672 6-2001MAY17 


280 


301 


forward 3 


TM 


Transmembrane 


^41 


T L23R672 62001MAY17 


302 


320 


forward 3 


TM 


Non-Cytosolic 


^41 


T T-23R672 6-2001MAY17 


321 


343 


forward 3 


TM 


Transmembrane 


^41 


T T*?1Rfi79 6-2001MAY17 


344 


373 


forward 3 


TM 


Cytosolic 


^49 


T T-939579 9-2001MAY17 


1 


685 


forward 1 


TM 


Non-Cytosolic 


149 


T T-73957Q 9-9001MAY17 


686 


708 


forward 1 


TM 


Transmembrane 


149 


T T-93QS70 9*?001MAY17 


709 


736 


forward 1 


TM 


Cytosolic 


149 


T T-739579 Q*2001MAY17 

1_»A . £,J2* ~J 1 j . -i*\J\J X x* X*\. XXI 


1 


62 


forward 2 


TM 


Cytosolic 


149 


t T-939579 0 2001MAY17 


63 


85 


forward 2 


TM 


Transmembrane 


149 
j^Z 


T T-919579 Q-2001MAY17 


86 


491 


forward 2 


TM 


Non-Cytosolic 


149 


T T-939579 9-2001MAY17 

x^x.^Dy *j i y .z? . x xyxrx xxi 


492 


514 


forward 2 


TM 


Transmembrane 


1/19 
34Z 


T T-91Q57Q 0-9001 A/I AY17 

JL»1,ZJ5?-? /*7*.*7.AU"JllVl/\ 11/ 


515 


687 


forward 2 


TM 


Cytosolic 


1A9 


T 1-910570 Q-9001MAY17 


688 


710 


forward 2 


TM 


Transmembrane 


1.49 
34Z 


t T-91QS70 Q-9001MAY17 

x-tX,£*Dy 3 I y *y <.^Xt\J Xxvxr\ xxi 


711 


736 


forward 2 


TM 


Non-Cytosolic 


'2/19 
34Z 


T T-91QV7Q 0-9001 MAY1 7 




489 


forward 3 


TM 


Non-Cytosolic 


34Z 


T T'91Q<i7Q Q-9001MAY17 
x-ri.z^"o / y .y .iuu iivi/\ ii/ 


490 


512 


forward 3 


TM 


Transmembrane 


149 


T T-91Q57Q 0*9001MAY17 

1j1.Z.J"*J> / livir^. l l / 


513 


531 


forward 3 


TM 


Cytosolic 


149 


T T91Q570 0»9001MAY17 


532 


554 


forward 3 


TM 


Transmembrane 


149 


T T-91Q57Q 0-9001 MAY17 


555 


568 


forward 3 


TM 


Non-Cytosolic 


149 


T T-910570 0-9001MAY17 
L/i.z>j"j / y .y • zaj\ji iv i/*\ 11/ 


569 


591 


forward 3 


TM 


Transmembrane 


149 
j** Z 


T T-91Q570 0»9001MAY17 
i^ixjyj / y *y ,£AJ\j xx*xr\ 11/ 


592 


685 


forward 3 


TM 


Cytosolic 


149 


T T-93Q57Q 9-2001MAY17 


686 


708 


forward 3 


TM 


Transmembrane 


J 4 * Z 


T T-910570 0-9001MAY17 

J-cX.^J7 J / y llrliTx 1 1 / 


709 


735 


forward 3 


TM 


Non-Cytosolic 


141 


T T-93Q720 1 -2001MAY17 


1 


986 


forward 2 


TM 


Non-Cytosolic 


141 


T T-930790 1 -2001MAY17 


987 


1009 


forward 2 


TM 


Transmembrane 


141 


T T-910790 1 -9001MAY17 


1010 


1210 


forward 2 


TM 


Cytosolic 


144 


t T-940037 6-2001MAY17 


1 


306 


forward 3 


TM 


Non-Cytosolic 


144 


T T* 940037 6*2001 MA YI 7 


307 


329 


forward 3 


TM 


Transmembrane 


144 


T T-240037 6*2001MAY17 

x-tX,£*T\j\jj 1 *\j xx*xr\. xxi 


330 


346 


forward 3 


TM 


Cytosolic 


145 


LI -243900 7 -2001 MAY 17 


1 


289 


forward 2 


TM 


Cytosolic 


14S 


T T-243000 7-2001MAY17 

x~iX»z**T~sy\j\j. / .iuuiivirv 11/ 


290 


309 


forward 2 


TM 


Transmembrane 


345 


LI -243900 7-2001MAY17 


310 


313 


forward 2 


TM 


Non-Cytosolic 


34 5 


LL243900 72001MAY17 


314 


336 


forward 2 


TM 


Transmembrane 


345 


LI-243900 7-2001MAY17 


337 


401 


forward 2 


TM 


Cytosolic 


345 


LI* 243900 7-2001MAY17 


1 


308 


forward 3 


TM 


Non-Cytosolic 


345 


LI-243900 72001MAY17 


309 


331 


forward 3 


TM 


Transmembrane 


345 


LI-243900 7-2001MAY17 


332 


400 


forward 3 


TM 


Cytosolic 


346 


LI-244378 L2001MAY17 


1 


57 


forward 1 


TM 


Non-Cytosolic 


346 


LL244378 L2001MAY17 


58 


75 


forward 1 


TM 


Transmembrane 


346 


LI:244378. 1 :2001MAY 1 7 


76 


87 


forward 1 


TM 


Cytosolic 


346 


LI:244378.1:2001MAY17 


88 


110 


forward 1 


TM 


Transmembrane 


346 


U:244378.1 :2001MAY 1 7 


111 


119 


forward 1 


TM 


Non-Cytosolic 


346 


LI:244378.1:2001MAY17 


120 


142 


forward 1 


TM 


Transmembrane 


346 


LL-244378. 1 :200 IMA Y 1 7 


143 


160 


forward 1 


TM 


Cytosolic 


346 


LI:244378.1:2001MAY17 


161 


178 


forward 1 


TM 


Transmembrane 


346 


LI:244378.1:2001MAY17 


179 


826 


forward 1 


TM 


Non-Cytosolic 



183 



WO 02/083876 



PCT/US02/09921 



TABLE 2 



SEO D NO- 


Tern d1 ate TD 


Start 


Stop 


Frsmc 


Domain Type 


Tor>f>lric7v 
x upuiu^j 


346 


LT-244378 1*2001 MAY1 7 

X->X. t I / U > 1 . WW 1 iVIrt XI/ 


i 


47 


fnrwarH 9 

1 WI WttlU 


TM 

X XVI 


Nnn-CvtnQnlir 

1>U1I V_,jr IUjUI 1L 




T T-74437R 1*2001 MAY 17 

X_«X . "T J -/ / O. 1 ..4&.L/L/ 1 1VX/A J. 1 / 




70 

/ w 


fnrwnrH 7 
xvji wai li ^« 


TM 

x xvx 


Trnncmpmhrnnp 
X iciiisiiiwiiiui due 




T T-944V78 12001MAY17 


71 


101 

X w x 


■frirwurrl 9 
iwi waiu i- 


TM 

X xvx 






T T-24437R 1*2001 MAY 17 


107 


124 


fVir*a/5irfl 9 
l wi wai Li 


TM 

I xvx 


Trancmpmhranp 
X lalldJllwlllUl aitw 


J^fO 


T T-944T7R 1-9001MAY17 

X_#l . ^^rtJ /O.I- ^ww Z IVxjt. XI/ 


19S 




■f w a vt\ 9 
Xwl vval ti Z> 


XiVx 


1 >l OJI - y IUI> OI 1 1- 




T T*94417R 1-9n0lMAY17 


9S0 


97 R 

X. / o 


■fr\T*\x/aTr1 9 
1U1 wai Li Z> 


TM 

XXVI 


TVa ti c m ^ m V>i*n n P 
1 1 allblllClllUi allC 




T T-94AT7R 1 -9001 M AY 1 7 


97Q 

/T7 


SIR 

J30 


•frtr\x/5ir<*l 9 
lLllWalU L. 


TM 

X iVl 


V^yiOSOllL 




T T-9/L1T7R 1-9001MAY17 

lwl.Z*t*0 / O. X -ZUUixVl.r\ X X/ 




S61 

301 


fif\l*AX/ QT"/1 9 

i or waiu z 


TM 

IIVI 


i ransiiicrnDrdric 


*3/l£ 


l^l.Z-WO / 0. 1 .ZUUllVI/\ 1 1/ 


3QZ 


R96 
ozo 


xorwaru z, . 


TM 
11V1 


iNon-i-.yiosonc 


340 


T T -94417 8 1-9f)m"MAV17 
1^1.Z443 /o.l .ZUL/ilVl/\ x 1/ 


i 
i 


11 
3 1 


iorwaru 3 


TM 
11V1 


Non-Cytosolic 


1A £ 

340 


T T«94417R l-90mA/TAY17 
1j1.Z443 / o. 1 .ZUUIlVl/\ I 1 / 


19 
3Z 


*a4 
34 


iorwara 3 


TM 

I1V1 


i lansinern Drane 


*i/!/C 

34o 


LfllZ443 /o.l .ZUUlJVl/\ I 1 / 


33 


o3 


forward 3 


TA/f 


Cytosolic 


340 


T T-7A417R 1 '9001 A/T A VI 7 
L.1./443 / o.l .ZUUllVl/\ I A / 


oO 


1U3 


forward. 3 


11Y1 


Transmembrane 


340 


T T.0/1/1170 1 -7f"ini A/f A V17 

JL1.Z443/5. 1 .ZUUIJVI/V x 1 / 


1U0 


oZ3 


forward 3 


1 JVI 


Non-Cytosolic 


Tt ah 


t t'OA^^nrs i-9nni ivyf a vi 7 

lwl.Z433UU.3.ZUUlJVl/\ I 1 / 


1 


1 H7 
1U/ 


forward 1 


X XVI 


Cytosolic 


D<\1 


L1*Z4jDUU.j.ZuU1xV1A I 1 / 


lUo 


1 1A 
13U 


forward 1 


1M 


Trans membrane 


34/ 


T T'9/t^^nn 1-9liniA/f A V17 
1j1.Z4D3UU.3.Z"JU1JV1/\ I 1 / 


in 
13 1 


1AA 
144 


forward 1 


1 iVl 


Non-Cytosolic 


34/ 


t T.o/i^^nn i«onm "N/i a vi 7 
1JL.Z40DUU.3.ZUU1JYxA I 1 / 


143 


1 A.1 

10/ 


forward 1 


livl 


Transmembrane 


•3/1*7 

34/ 


t T*94^^nn i-onnivf a vi7 

lwl.Z4DDUU.3.ZUUlJVl/\ x 1 / 


lOo 


717 
Z3Z 


forward 1 


lM 


Cytosolic 


347 


T T.O/1 ccnn i-oAmxvr A "VI *7 
JLl:z43JUU.3.ZUUllYlA x 1 / 


z33 


Z33 


forward 1 


lM 


Tran smem br an e 


1/1*7 

347 


t iM/K^nn I'Onnnv/r a vi 7 
lwl:Z4D3UU.3.ZUUlMA x 1 / 


Z30 


ZO/ 


forward 1 


lM 


Non-Cytosolic 


347 


L1:2435U0.3:2UU1MA Y 1 / 


206 


290 


forward 1 


1M 


Transmembrane 


1/1*7 

• 34/ 


* x-«1:Z4jDUU.3 .ZUU IJVl A i 1 / 


on i 

zy i 


34U 


forward 1 


1 JVI 


Cytosolic 


347 


Ll:z455UU.3:zuUlMAY 1 / 


341 


303 


forward 1 


1 JVI 


Transmembrane 


347 


t T.*)yK*"f\n i.onnnv/f a vi *7 
J^i:z43DUU.3:ZUUlJVlA i 1 / 


304 


1*71 

3/Z 


forward 1 


1 JVI 


iNon-i^ytosonc 


347 


t TO/iccAn 1 .onni iva a vi *7 
1^1:243300. 3:2UU1MA I 1 / 


3 /3 


395 


forward 1 


lM 


Transmembrane 


1/1*7 

34/ 


t T«i/i^^r*in I'Onm \if a vi 7 

J^1.Z433UU.3.ZUU1JV1A I I I 


3yO 


At/1 
414 


forward 1 


livl 


Cytosolic 


1/1*7 

34/ 


t T«7/i^nn i-onrnx/f a vi 7 

l^x.Z433UU.3.ZUUiJVxA x 1 / 


413 


A17 
43 / 


forward 1 


livl 


Transmembrane 


1/1*7 

34/ 


T T.O/l^nn 1-7AA1 \A A VI 7 
LI.Z433UU.3.ZUU1JV1A x 1 / 


/11C 
436 


V33 


forward 1 


1M 


Non-Cytosolic 


1/1*7 
34/ 


i t«9a < ; ^nn i»9nniiv/f a vi7 

x-rl.Z433UU.3.ZUUllYlA 11/ 


Q1A 
y30 


V3o 


forward 1 


TTV/f 
11V1 


Transmembrane 


1/1*7 

34/ 


J^.Z4j3UU.3.Zuu1IV1A 11/ 




i ni o 
lUlo 


forward 1 


livl 


Cytosolic 


1/1*7 
34 / 


t T»7/i f \^r»'*i i«9nni\yf a vi 7 

1^1.Z43DUU.3.ZUU11YIA x I / 


i mo 
luiy 


1 HA1 
1U41 


forward 1 


1 IVL 


Transmembrane 


1/1*7 

34/ 


t T.o/i^ cnn Q.onni iv/f a vi 7 
JL1.Z433UU.3 .ZUU 1 XV1A I 1 / 


1U4Z 


1U3Z 


forward 1 


TTV/f 
IM 


Non-Cytosolic 


1/1*7 
34 / 


t T'OA^^nn i-onm a/i a vi 7 

JL1.Z433UU.3.ZUU11V1A x 1 / 


1 
1 


1 0 

iy 


iorwaru z 


1 JVI 


\_ytosonc 


1/1*7 

34 / 


JL1.Z433UU.3.ZUU11Y1A x 1 / 


ZU 


io 
3y 


forward 2 


TTVA 
1 M 


Transmembrane 


1/1*7 

34/ 


t Tw4"i^nn i*9nni A/i a v 1 7 

1J.Z433UU.3.ZUU11V1A I 1 / 


AO 
4U 


AR 
45 


iorwara z 


TTV/f 
IM 


jNon-oytosoiic 


1/1*7 

34 / 


1^1.Z433UU.3.ZUU 11V1A I 1 / 


AO 
4V 


71 
/ 1 


forward 2 


IJVl 


Transmembrane 


1/1*7 
34 / 


T T'94*\ ^nn 1*9001 A/T A V 1 7 
!^I.Z433UU.3.2iUUIlVl/\ 11/ 


79 
/Z 


116 
1 IO 


iorwaru z 


TAvr 

1 IVl 


v^ytosonc 


1/1*7 
34/ 


t T-9A^nn i'9nni A/i a vi 7 

I^l.Z433UU.3.ZUUliVlA 11/ 


117 
11/ 


116 
130 


iorwaru z 


ttv/t 
IJVl 


iransmemorane 


147 
34 / 


T l*0A^^CiC\ 1'90niMAV17 


1 17 
13/ 


1 AS 
143 


TArttrorrl 7 

iorwaru z 


TTV/T 
IJVl 


iNon-v^yiosoiJc 


34 / 


T T'94*^ •Kfin 1*9001 A4 A VI 7 
JUl.Z^33UU.3.ZV-"'JIlVl/\ 11/ 


14£ 


16R 
lOO 


iorwaru z 


TTV/f 
IJVl 


l ransmemorane 


34/ 


T T«94^<»00 1*9001 A/IAY17 


1 £Q 


941 


iorwaru z 


TM 
I IVl 


v-»yiosoiic 


147 
34 / 


T T*94*"*;*-*.00 1*9001A4AY17 

JL>l.ZH33UU.3.Z."JUXlVX/\ 11/ 


94A 


966 
zoo 


iorwaru z 


TM 

1 IVl 


l ran s mem Drane 


^47 
3*f / 


T 1-94-^00 1*900lA/t AY17 

l^X.^*H'33UU.3.Z»VUllVl/\ 11/ 


967 


117 

33 / 


iorwaru z 


TM 

I1V1 


iNon-v— yiosouc 


^47 
3** 1 


t j-OA^nn 1-9001 A/TAY17 

iwl.Z*rJ JUV/.J.A'UU 1 1V1/-V XI/ 


11R 

330 


160 

3DU 


iorwaru z 


TM 

1 1VI 


i ransmemorane 


147 
34 / 


T T-94^^00 1-9001 A/IAY1 7 
1^1.ZH33UU.3.^"uU11V1/\ 11/ 


161 
301 


166 

30U 


iorwaru z 


TTv/f 
1 ivi 


v-y 1050110 


1/17 
34 / 


T T-9A*^^00 1-9001A4AV17 
l_/X.Z433UU.3.Z'LiU 1 JVl/\ 11/ 


167 
3D / 


IRQ 


iorwaru z 


TT\/f 
1 JVI 


i ransmemorane 


347 


T T-245500 3 -2001 MA YI 7 


390 

w^ w 


392 
j/*i 


■fnrwarr? 9 

Iwl Well Ll £* 


TM 
x xvx 


AJrMi-f'vtricnl if- 


347 


LI:245500.3:2001MAY17 


393 


410 


forward 2 


TM 


Transmembrane 


347 


LI:245500.3:2001MAY 1 7 


411 


439 


forward 2 


TM 


Cytosolic 


347 


LI:245500.3:2001MAY17 


440 


459 


forward 2 


TM 


Transmembrane 


347 


LI:245500.3:2001MAY17 


460 


491 


forward 2 


TM 


Non-Cytosolic 


347 


LI:245500.3:2001MAY 1 7 


492 


514 


forward 2 


TM 


Transmembrane 


347 


LI:245500.3:2001MAY17 


515 


677 


forward 2 


TM 


Cytosolic 



184 
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SEQ D NO: Template ID 

347 LI:245500.3:2001MAY17 

347 LI:245500.3:2001MAY17 

347 12:245500.3:2001MAY17 

347 LI:245500.3:2001MAY17 

347 LI:245500.3:2001MAY17 

347 LI:245500.3:2001MAY17 

347 12:245500.3 :200 1MAY 1 7 

347 I2:245500.3:2001MAY17 

347 LI:245500.3:2001MAY17 

347 LI:245500.3:2001MAY17 

347 LI:245500.3:2001MAY17 

347 12:245500.3 :200 1MAY 17 

347 LI:245500,3:2001MAY17 

347 LI:245500.3:2001MAY17 

347 LI:245500.3:2001MAY17 

347 L1:245500.3:2001MAY17 

347 LI:245500.3:2001MAY17 

347 I2:245500.3:2001MAY17 

347 LI:245500.3:2001MAY17 

348 LI:245982.24:2001MAY17 
348 LI:245982.24:2001MAY17 

348 LI:245982.24:2001MAY17 

349 12:246054. 1 :2001M AY 1 7 
349 LI:246054.1:2001MAY17 
349 LI:2460542:2001MAY17 
349 12:2460542 :2001MAY17 
349 12:246054.1 :2001MAY 17 
349 12:246054. L2001MAY 17 
349 LI:246054.1:2001MAY17 
349 LI:246054.1:2001MAY17 
349 12:246054. 1 :2001MAY 17 
349 12:246054. 1 :200 IMA Y 1 7 
349 LI:246054.1:2001MAY17 
349 LI:2460542:2001MAY17 
349 12:246054.1 :2001MAY 17 
349 12:2460542 :2001MAY 17 
349 12:2460542 :2001MAY 17 
349 12:2460542 :2001MAY 17 

349 12:2460542 :2001MAY17 

350 12:25605 1 .229:200 1M AY 1 7 
350 12:25605 1 .229:2001M AY 1 7 
350 LI:256051.229:2001MAY17 
350 LI:256051.229:2001MAY17 
350 12:25605 1 .229:200 1MAY 1 7 

350 LI:256051.229:2001MAY17 

35 1 LI:260629.7:2001M A Y 1 7 
35 1 LI:260629.7:2001MAY17 
35 1 L1:260629.7:2001MAY17 
351 LI:260629.7:2001MAY17 
35 1 LI:260629.7:2001MAY 1 7 

35 1 LI:260629.7:2001MAY 1 7 

352 L1:272723.1:2001MAY17 
352 LI:272723.1:2001MAY17 
352 LI:272723.1:2001MAY17 



TABLE 2 
Start Stop 



678 s 
701' 
728 - 
751 
762 
785 
804 
827 : 
940 
960 
1 

296 
319 
330 
353 
387 
410 
430 
453 
1 

749 
772 
1 

215" 
238 
244 
267 
510 
533 
1 

258 
281 
307 
330 
1 

507 
530 
598 
621 
1 

230 
253 
1 

226 
249 

1 

5 

28 
1 

15 
33 
1 

117 

140 
185 



700 
727 
750 
761 
784 
803 
826 
939 
959 
1052 
295 
318 
329 
352 
386 
409 
429 
452 
1052 
748 
771 
788 
214 
237 
243 



266 
509 
532 
627 
257 
280 
306 
329 
627 
506 
529 
597 
620 
627 
229 
252 
257 
225 
248 
256 
4 
27 
48 
14 
32 
48 
116 
139 
255 



Frame 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 1 
forward 1 
forward 1 
forward 2 
forward 2 
forward 2 
forward 1 
forward 1 
forward 1 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 



Domain Type 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM. 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 



TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 



Topology 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Non-Cytosolic 
Transmembrane 
Cytosolic 
Cytosolic 
Transmembrane 
Non-Cytosolic 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Non-Cytosolic 
Transmembrane 
Cytosolic 
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TABLE 2 



SEQ D NO: Template ID 


Start 


Stop 


» Frame 


352 


LI:272723.1:2001MAY17 


256 


278 


forward 2 


352 


LI:272723.1:2001MAY17 


279 


287 


forward 2 


353 


LI:272766.1:2001MAY17 


1 


270 


forward 3 


353 


LI:272766.1:2001MAY17 


271 


293 


forward 3 


353 


LI:272766.1:2001MAY17 


294 


318 


forward 3 


354 


LI:275726.1:2001MAY17 


1 


197 


forward 3 


355 


LI:276815.1:2001MAY17 


1 


20 


forward 2 


355 


LL276815. 1 :200 1MAY17 


21 


43 


forward 2 


355 


LI:276815.1:2001MAY17 


44 


199 


forward 2 


355 


LI:276815.1:2001MAY17 


1 


20 


forward 3 


355 


LL2768 15.1 :2001MAY17 


21 


43 


forward 3 


355 


LI:276815.1:2001MAY17 


44 


198 


forward 3 


356 


LI:283562.5:2O01MAY17 


1 


289 


forward 1 


356 


LI:283562.5:2001MAY17 


290 


312 


forward 1 


356 


LI:283562.5:2001MAY17 


313 


1092 


forward 1 


356 


LI:283562.5:2001MAY17 


1093 


1115 


forward 1 


356 


LI:283562.5:2001MAY17 


1116 


1125 


forward 1 


356 


LI:283562.5:2001MAY17 


1 


1091 


forward 3 


356 


LI:283562.5:2001MAY17 


1092 


1114 


forward 3 


356 


0:283562.5:200 IMA Yl 7 


1115 


1124 


forward 3 


357 


LI:289066.15:2001MAY17 


1 


175 


forward 1 


357 


LI:289066.15:2001MAY17 


176 


198 


forward 1 


357 


LI:289066.15:2001MAY17 


199 


925 


forward 1 


.357 


LI:289066.15:2001MAY17 


926 


948 


forward 1 


357 


LI:289066.15:2001MAY17 


949 


968 


forward 1 


1 357 


• LI:289066.15:2001MAY17 


969 


991 


forward 1 


357 


LI:289066.15:2001MAY17 


992 


1022 


forward 1 


357 


LI:289066.15:2001MAY17 


1023 


1045 


forward 1 


357 


LI:289066.15:2001MAY17 


1046 


1083 


forward 1 


357 


LI:289066.15:2001MAY17 


1 


12 


forward 2 


* 357 


LI:289066.15:2001MAY17 


13 


30 


forward 2 


357 


LI:289066.15:2001MAY17 


31 


39 


forward 2 


357 


LI:289066.15:2001MAY17 


40 


59 


forward 2 


357 


LI:289066.15:2001MAY17 


60 


189 


forward 2 


357 


LI:289066.15:2001MAY17 


190 


212 


forward 2 


357 


LI:289066.15:2001MAY17 


213 


226 


forward 2 


357 


LI:289066. 15:2001MAY 1 7 


227 


249 


forward 2 


357 


LI:289066.15:2001MAY17 


250 


303 


forward 2 


357 


LI:289066.15:2001MAY17 


304 


326 


forward 2 


357 


LI:289066.15:2O01MAY17 


327 


932 


forward 2 


357 


LI:289066.15:2001MAY17 


933 


955 


forward 2 


.357 


LI:289066.15:2001MAY17 


956 


975 


forward 2 


357 


LI:289066.15:2O01MAY17 


976 


998 


forward 2 


357 


T.T*9RQfW; KonmuAvn 
— w .»„, 41 , wulAI4nil ± / 


r\r\r\ 


1049 


forward 2 
forward 2 


357 


LI:289066.15:2O01MAY17 


1027 


357 


LI:289066.15:2O01MAY17 


1050 


1083 


forward 2 


357 


LI:289066.15:2O01MAY17 


1 


90 


forward 3 


357 


LI:289066. 1 5 :2001 M A Y 1 7 


91 


113 


forward 3 


357 


LI:289066. 15:200 1 MAY 1 7 


114 


174 


forward 3 


357 


LI:289066.15:2O01MAY17 


175 


197 


forward 3 


357 


LI:289066. 15 :2001MAY 1 7 


198 


220 


forward 3 


357 


LI:289066.15:2O01MAY17 


223 


243 


forward 3 


357 


LI:289066. 1 5 :2001 M AY 1 7 


244 


833 


forward 3 


357 


LI:289066. 15 :2001 M A Y 1 7 


834 
186 


856 


forward 3 



Domain Type 


Topology 


TM 


Transmembrane 


TM 


Non-Cytosolic 


TM 


Non-Cytosolic 


TM 


Transmembrane 


TM 


Cytosolic 


TM 


Cytosolic 


TM 


Cytosolic 


TM 


Transmembrane 


TM 


Non-Cytosolic 


TM 


Cytosolic 


TM 


Transmembrane 


TM 


Non-Cvtosolic 


TM 


Cytosolic 


TM 


Transmembrane 


TM 


Non-Cytosolic 


TM 


Transmembrane 


TM 


Cvtosolic 


TM 


Non-Cytosolic 


TM 


Transmembrane 


TM 


Cytosolic 


TM 


Cvto^olir 


TM 


Transmembrane 


TM 


Non-Cytosolic 


TM 


Transmembrane 


TM 


Cytosolic 


TM 


Transmemhranp . 


TM 


Non-Cytosolic 


TM 


Transmembrane 


TM 


Cytosolic 


TM 


Cvtosolic 


TM 


Transmembrane 


TM 


Non-Cytosolic 


TM 


Transmembrane 


TM 


Cytosolic 


TM 


Transmembrane 


TM 


Non-Cytosolic 


TM 


Transmembrane 


TM 


Cytosolic 


TM 


Transmembrane 


TM 


Non-Cytosolic 


TM 


Transmembrane 


TM 


Cytosolic 


TM 


Transmembrane 


TM 


Non-Cytosolic 


TM 


Transmembrane 


TM 


Cytosolic 


TM 


Cvtosolic 


TM 


Transmembrane 


TM 


Non-Cytosolic 


TM 


Transmembrane 


TM 


Cytosolic 


TM 


Transmembrane 


TM 


Non-Cytosolic 


TM 


Transmembrane 



BNSDOCID: <WO 02083876A2. 1. > 



WO 02/083876 



PCT/US02/09921 



SEQ D NO: 


Template ID 


357 


LI:289066.15:2001MAY17 


357 


LI :289066. 1 5 :200 1 MAY 17 


357 


0:289066. 15 :200 1 MAY 17 


357 


L1:289066.15:2001MAY17 


357 


L1:289066.15:2001MAY17 


358 


LI:331040.17:2001MAY17 


358 


LI:331040.17:2001MAY17 


358 


LI:331040.17:2001MAY17 


358 


LI:331040.17:2001MAY17 


358 


L1:331040.17:2001MAY17 


358 


LI:331040.17:2001MAY17 


358 


LI:331040.17:2001MAY17 


358 


L1:331040.17:2001MAY17 


359 


LI:332414.5:2001MAY17 


359 


LI:332414.5:2001MAY17 


359 


LI:332414.5:2001MAY17 


359 


LI:332414.5:2001MAY17 


359 


LI:332414.5:2001MAY17 


359 


LI:332414.5:2001MAY17 


359 


LI:332414.5:2001MAY17 


359 


LI:332414.5:2001MAY17 


359 


LI:332414.5:2001MAY17 



360 LI:332730.16:2001MAY17 

360 LI:332730. 16:2001MAY 17 

360 L1:332730.16:2001MAY17 

360 LI:332730.16:2001MAY17 

360 LI:332730.16:2001MAY17 

360 LI:332730.16:2001MAY17 

360 LI:332730.16:2001MAY17 

360 LL332730. 16:2001MAY17 

360 LI:332730.16:2O01MAY17 

360 LI:332730.16:2001MAY17 

360 LI:332730.16:2001MAY17 

360 LI:332730.16:2001MAY17 

360 LI:332730.16:2001MAY17 

360 LI:332730.16:2001MAY17 

360 LI:332730.16:2001MAY17 

360 LI:332730.16:2001MAY17 

360 LI:332730.l6:20OlMAY17 

360 0:332730. 16:2001MAY17 

360 0:332730. 16:2001MAY17 

360 O:332730.16:2001MAY17 

360 0:332730. 1 6:200 1 MAY 17 

360 O:332730.l6:200lMAY17 

360 LI:332730.16:2001MAY17 

360 O:332730.16:200lMAY17 

360 LI:332730.16:2001MAY17 

360 LI:332730.16:2001MAY17 

360 LI:332730.16:2001MAY17 

360 O:332730.16:200lMAY17 

360 LI:332730.16:2001MAY17 

360 LI:332730.16:2001MAY17 

360 LI:332730.16:2001MAY17 

360 0:332730. 1 6:2001M A Y 3 7 



TABLE 2 



Start Stop Frame Domain Type 



857 975 forward 3 


1M 


976 998 forward 3 


lM 


999 1017 forward 3 


1 M 


1018 1040 forward 3 


1M 


1041 1083 forward 3 


1M 


1 207 forward 1 


•"PA K 

TM 


208 230 forward 1 


TM 


231 314 forward 1 


TM 


1 239 forward 3 


TM 


240 262 forward 3 


TM 


263 282 forward 3 


TM 


283 305 forward 3 


TM 


306 313 forward 3 


TM 


1 534 forward 1 


TM 


535 557 forward 1 


TM 


558 574 forward 1 


TM 


1 167 forward 2 


TM 


168 190 forward 2 


TM 


191 574 forward 2 


TM 


1 534 forward 3 


TM 


535 557 forward 3 


TM 


558 573 forward 3 


TM 


1 427 forward 1 


TM 


428 450 forward 1 


TM 


451 963 forward 1 


TM 


964 986 forward 1 


TM 


987 1176 forward 1 


TM 


1177 1199 forward 1 


TM 


1200 1218 forward 1 


TM 


1219 1241 forward 1 


TM 


1242 1328 forward 1 


TM 


1329 1351 forward 1 


TM 


1352 1383 forward 1 


r-prx m 

TM 


1384 1406 forward 1 


TM 


1407 1438 forward 1 


TM 


1439 1461 forward 1 


TM 


1462 1465 forward 1 


1M 


1466 1485 forward 1 


TM 


1486 1516 forward 1 


TM 


1517 1539 forward 1 


TM 


1540 1738 forward 1 


TM 


1 951 forward 2 


TM 


952 974 forward 2 


TM 


975 1175 forward 2 


TM 



1176 1198 forward 2 TM 

1199 1217 forward 2 TM 

1218 1240 forward 2 TM 

1241 1531 forward 2 TM 

1532 1554 forward 2 TM 

1555 1618 forward 2 TM 

1619 1638 forward 2 TM 

1639 1649 forward 2 TM 

1650 1672 forward 2 TM 

1673 1706 forward 2 TM 
187 



Topology 
Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Non-Cytosolic 
Transmembrane 
Cytosolic 
Cytosolic 
Transmembrane 
Non-Cytosolic 
Non-Cytosolic 
Transmembrane 
Cytosolic 
Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 



BNSDOCID: <WO. 



02083876A2_L> 



WO 02/083876 



PCT/US02/09923 



SEQDNO: Template ID 

360 LL332730. 1 6:2001 MAY 1 7 

360 LL332730. 1 6:2001 MAY 1 7 

360 LI:332730.16:2001MAY17 

360 LI:332730. 1 6:200 1 MAY 1 7 

360 LI:332730.16:2001MAY17 

360 LI:332730.16:2001MAY17 

360 LI:332730.16:2001MAY17 

360 LI:332730.16:2001MAY17 

360 LL332730. 1 6:200 1 MAY 17 

360 LL332730. 1 6:2001 MA Y 1 7 

360 LL332730. 1 6:2001 MA Y 1 7 

360 LI:332730.16:2001MAY17 

360 LI:332730.16:2001MAY17 

360 LI:332730.16:2001MAY17 

360 LL332730. 1 6:2001 MA Y 17 

360 LI:332730.16:2001MAY17 

360 LI:332730.16:2001MAY17 

360 LI:332730.16:2001MAY17 

360 LI:332730. 16.2001MAY17 

361 LI:333849.21:2001MAY17 

362 LI:337038.15:2001MAY17 
362 LI:337038.15:2001MAY17 
362 LI:337038.15:2001MAY17 
362 LL337038. 15 :200 1 MAY 1 7 
362 LI:337038,15:2001MAY17 
362 LI:337038.15:2001MAY17 
362 LI:337038:15:2001MAY17 
362 LI:337038.15:2001MAY17 
362 LI:337038.15:2001MAY17 
362 LI:337038.15:2001MAY17 
362 LI:337038.15:2001MAY17 
362 LI:337038.15:2001MAY17 
362 LI:337038.15:2001MAY17 
362 LI:337038.15:2001MAY17 
362 LI:337038.15:2001MAY17 
362 LI:337038.15:2001MAY17 
362 LI:337038.15:2001MAY17 
362 LI:337038.15:2001MAY17 
362 LI:337038.15:2001MAY17 
362 LI:337038.15:2001MAY17 
362 LI:337038.15:2001MAY17 
362 LI:337038.15:2001MAY17 
362 LI:337038.15:2001MAY17 
362 TT^^7ms K-onmuAvn 

362 LI:337038.15:2001MAY17 

362 LI:337038.15:2001MAY17 

362 LI:337038. 15:2001 MAY17 

362 LI:337038.15:2001MAY17 

362 LI:337038.15:2O01MAY17 

362 LI:337038.15:2001MAY17 

362 LI:337038.15:2001MAY17 

362 LI:337038.15:2001MAY17 

362 LI:337038.15:2001MAY17 

362 LI:337038.15:2001MAY17 



TABLE 2 



Start 


Stop 


Frame 


Domain Type 


Topology 


1707 


1724 


forward 2 


TM 


Transmembrane 


1725 


1738 


forward 2 


TM 


Cytosolic 


1 


952 


forward 3 


TM 


Non-Cytosolic 


$53 


975 


forward 3 


TM 


Transmembrane 


976 


1120 


forward 3 


• TM 


Cytosolic 


1121 


1143 


forward 3 


TM 


Transmembrane 


1144 


1146 


forward 3 


TM 


Non-Cytosolic 


1147 


1169 


forward 3 


TM 


Transmembrane 


1170 


1175 


forward 3 


TM 


Cytosolic 


1176 


1198 


forward 3 


TM 


Transmembrane 


1199 


1217 


forward 3 


TM 


Non-Cytosolic 


1218 


1240 


forward 3 


TM 


Transmembrane 


1241 


1447 


forward 3 


TM 


Cytosolic 


1448 


1470 


forward 3 


TM 


Transmembrane 


1471 


1479 


forward 3 


TM 


Non-Cytosolic 


1480 


1499 


forward 3 


TM 


Transmembrane 


1500 


1519 


forward 3 


TM 


Cytosolic 


1520 


1542 


forward 3 


TM 


Transmembrane 


1543 


1738 


forward 3 


TM 


Non-Cytosolic 


1 


188 


forward 1 


TM 


Cytosolic 


1 


660 


forward 1 


TM 


Non-Cytosolic 


661 


683 


forward 1 


TM 


Transmembrane 


684 


793 


forward 1 


TM 


Cytosolic 


794 


816 


forward 1 


TM 


Transmembrane 


817 


928 


forward 1 


TM 


Non-Cytosolic 


929 


951 


forward 1 


TM 


Transmembrane 


952 


957 


forward 1 


TM 


Cytosolic 


958 


980 


forward 1 


TM 


Trans membrane 


981 


989 


forward 1 


TM 


Non-Cytosolic 


990 


1009 


forward 1 


TM 


Transmembrane 


1010 


1029 


forward 1 


TM 


Cytosolic 


1030 


1052 


forward 1 


TM 


Transmembrane 


1053 


1119 


forward 1 


TM 


Non-Cytosolic 


1120 


1142 


forward 1 


TM 


Transmembrane 


1143 


1174 


forward 1 


TM 


Cytosolic 


1175 


1197 


forward 1 


TM 


Transmembrane 


1198 


1211 


forward 1 


TM 


Non-Cytosolic 


1212 


1231 


forward 1 


TM 


Transmembrane 


1232 


1357 


forward 1 


TM 


Cytosolic 


1358 


1380 


forward 1 


TM 


Transmembrane 


1381 


1394 


forward 1 


TM 


Non-Cytosolic 


1395 


1417 


forward 1 


TM 


Transmembrane 


1418 


1429 


forward 1 


TM 


Cytosolic 


i /ton 


1 Acr\ 


forward 1 


TM 


Transmembrane 


1453 


1515 


forward 1 


TM 


Non-Cytosolic 


1516 


1538 


forward 1 


TM 


Transmembrane 


1539 


1550 


forward 1 


TM 


Cytosolic 


1551 


1573 


forward 1 


TM 


Transmembrane 


1574 


1582 


forward 1 


TM 


Non-Cytosolic 


1583 


1601 


forward 1 


TM 


Transmembrane 


1602 


1656 


forward 1 


TM 


Cytosolic 


1657 


1679 


forward 1 


TM 


Transmembrane 


1680 


1698 


forward 1 


TM 


Non-Cytosolic 


1699 


1721 


forward 1 


TM 


Transmembrane 



188 



BNSDOCID: <WO 02083876A2 I. > 



WO 02/083876 PCT/US02/09921 



SEQ D NO: Template ID 

362 LI:337038.15:2001MAY17 

362 LI:337038.15:2001MAY17 

362 LI:337038.15:2001MAY17 

362 LI:337038.15:2001MAY17 

362 LI:337038.15:2001MAY17 

362 LI:337038.15:2001MAY17 

362 LI:337038.15:2001MAY17 

362 LI:337038.15:2001MAY17 

362 LI:337038. 15 :2001 M AY 1 7 

362 LI:337038.15:2001MAY17 

362 LI:337038.15:2001MAY17 

362 LI:337038.15:2001MAY17 

362 LI:337038.15:2001MAY17 

362 LI:337038.15:2001MAY17 

362 LI:337038.15:2001MAY17 

362 LI:337038.15:2001MAY17 

362 LI:337038.15:2001MAY17 

362 LI:337038.15:2001MAY17 

362 LI:337038.15:2001MAY17 

362 LI:337038.15:2001MAY17 

362 LI:337038.15:2001MAY17 

362 LI:337038. 15 :2001MAY 17 

362 LI:337038.15:2001MAY17 

362 LI:337038.15:2001MAY17 

362 LI:337038.15:2001MAY17 

362 LI:337038.15:2001MAY17 

362 LI:337038.15:2001MAY17 

362 LI:337038.15:2001MAY17 

362 LI:337038.15:2001MAY17 

362 LI:337038.15:2001MAY17 

362 LI:337038.15:2001MAY17 

362 LI:337038.15:2001MAY17 

362 LI:337038.15:2001MAY17 

362 LI:337038.15:2001MAY17 

362 LI:337038.15:2001MAY17 

362 LI:337038.15:2001MAY17 

362 LI:337038.15:2001MAY17 

362 LI:337038.15:2001MAY17 

362 0:337038. 15 :2001MAY 17 

362 LI:337038.15:2001MAY17 

362 LI:337038.15:2001MAY17 

362 LI:337038.15:2001MAY17 

362 LI:337038.15:2001MAY17 

362 LI:337038.15:2001MAY17 

362 LI:337038.15:2001MAY 1 7 

362 LI:337038.15:2001MAY17 

362 LI:337038.15:2001MAY17 

362 LI:337038.15:2001MAY17 

362 LI:337038.15:2001MAY17 

362 LI:337038.15:2001MAY17 

362 LI:337038.15:2001MAY17 

362 LI:337038.15:2001MAY17 

362 LI:337038.15:2001MAY17 

362 LI:337038.15:2001MAY17 



TABLE 2 
Start Stop 
1722 . 1749 
1 660 
661 r x 683 
684 703 
704 721 
722 735 
736 758 
759 764 
765 785 



786 
805 
828 
840 
863 
936 
954 
960 
983 



804 
827 
839 
862 
935 
953 
959 
982 
1027 



1028 1050 
1051 1095 
1096 1118 
1119 1132 
1133 1152 
1153 1325 
1326 1345 
1346 1359 
1360 1382 
1383 1401 
1402 1424 
1425 1438 
1439 1461 
1462 1467 
1468 1487 
1488 1491 
1492 1509 
1510 1515 
1516 1538 
1539 1552 
1553 1575 
1576 1610 
1611 1633 
1634 1749 
1 206 
207 229 



230 
765 
788 
943 



764 
787 
942 
965 



966 1030 
1031 1050 



1051 1172 
1173 1192 
1193 1242 
1243 1265 
189 



Frame 
forward 1 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 



Domain Type 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 



Topology 
Cytosolic 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 



BNSDOCID: <WO 02083876A2J_> 



W ° 02/083876 PCT/US02/09921 



SEQ D NO: Template ID 


Start 


362 


LI:337038.15:2001MAY17 


1266 


362 


LI:337038.15:2001MAY17 


1394 


362 


LI:337038.15:2001MAY17 


1417 


362 


LI:337038.15:2001MAY17 


1431 


362 


LI:337038.15:2001MAY17 


1454 


362 


LI:337038. 15:2001 MAY 17 


1473 


362 


LI:337038.15:2001MAY17 


1496 


362 


LI:337038.15:2001MAY17 


1517 


362 


LI:337038.15:2001MAY17 


1540 


362 


LI:337038.15:2001MAY17 


1552 


362 


LI:337038.15:2001MAY17 


1575 


362 


LI:337038.15:2001MAY17 

* \J+*r W» A- *-/ • **\_/ \J X I'll X J. J, / 


1608 


362 


LI:337038.15:2001MAY17 


1631 


363 


LI:337606.6:2001MAY17 


1 


363 


LL337606 62001MAY17 


74 


363 


LI:337606.6:2001MAY17 


97 


363 


LI:337606 6 2001MAY17 


1 


363 


LI:337606.6:200 IMA Y 1 7 


169 


363 


LI 337606 620Q1MAY17 


192 


364 


LI338032 10*2001 MA Y1 7 


1 


364 


LI: 33 8 032 10-2001 MAY 17 


5 


364 


LL338032 1CK2001MAY17 


28 


365 


LI'339^65 16-2001MAY17 


1 


365 


LI:339265.16:2001MAY17 


1232 


365 


LI:339965 162001MAY17 


1255 


365 


LI:339265 16-2001MAY17 


i 


365 


LL339265. 162001MAY i 7 


225 


365 


LI:339265.16:2001MAY17 


248 


365 


LI:339265 16*2001MAYI7 


342 


365 


LI:339265 16^001MAY17 


365 


366 


LI:344646.4:200 IMAY1 7 


1 


366 


LL344646 42001MAY17 


453 


366 


LI.344646.4 200 1M A Y 1 7 


476 


366 


LI:344646.4:2001MAY17 


1 


366 


LI:344646.4:200 1MAY 1 7 


105 


366 


LI:344646.4:2001MAY17 


128 


366 


LI:344646.4:200 1MAY 1 7 


142 


366 


LI:344646.4:2001MAY 1 7 


165 


366 


LI:344646.4:2001MAY 1 7 


251 


366 


LI:344646.4:200 IMA Yl 7 


274 


366 


LI:344646.4:2001MAY17 


1 


366 


LI:344646.4:2001MAY1 7 


290 


366 


LI:344646.4:2001MAY17 


313 


366 


i-i:^*f4040.4:ZUUlMAY 17 


346 


366 


0:344646.4:200 IMA Y 1 7 


366 


366 


LI:344646.4:2001MAY17 


524 


366 


0:344646.4:200 1MAY 1 7 


547 


367 


O:347393.7:2001MAY17 


I 


367 


O:347393.7:2001MAY17 


385 


367 


O:347393.7:2001MAY17 


408 


368 


0:348 107.36:2001MA Yl 7 


1 


368 


O:348107.36:2001MAY17 


141 


368 


0:348 1 07.36 :2001 MA Y 1 7 


164 


369 


LI:351120.6:2001MAY17 


1 



190 



2 



Stop 


Frame 


Domain Type 


Tonolocrv 


1393 


forward 3 


TM 


**-*y LUbUUL 


1416 


forward 3 


TM 


Trail s m f* m hra n 


1430 


forward 3 


TM 

A IVA 


rNuii-^yiusoiic 


1453 


forward 3 


TM 


TranQmpmhrflnA 
iiaitAuiviiiUiuiic 


1472 


forward 3 


TM 


c»y [05011C 


1495 


forward 3 


TM 


Trflfi^mAmKranp 
a 1 aJ lill ICIIIUI allC 


1516 


forward 3 


TM 




1539 


forward 3 


TM 


1 rQncmotnnrQno 


1551 


forward 3 


TM 


f" 1 v t n c 1 i r* 


1574 


forward 3 


TM 


Tr fi n c m ^tv* hra r» e» 
x l alloillCllLUI allc 


1607 


forward ^ 

»vi yy ax u 


11V1 


Non-Cytosolic 


1630 


forward 3 


TM 


AiallMUCIllurariC 


1749 


forward 3 


TM 


v-^yiosoiic 


73 


forward 1 

L\Jl W CU U A 


TM 


cytosolic 


96 


forward 1 


A IV A 


Transmembrane 


210 


forward 1 


TM 

A 1V1 


iNon-v-.yiosoiic 


168 


forward 
X\JX woiu J 


TM 
1 Ivl 


Cytosolic 


191 


forward 3 


TM 


iransmemorane 


209 


forward 3 


TM 

A 1VJ, 


iNon-v^yiosoiic 


4 


xKJl WdJ U 1 


livi 


Non-Cytosolic 


27 


forward 1 


TM 


Transmembrane 


131 


forward 1 
luiwaiu a 


TM 


uytosolic 


1231 


forward 1 


TM 

X IVA 


Non-Cytosolic 


1254 


forward 1 


TM 

X IV A 


Transmem brane 


1274 


forward 1 
a \ji wax u a 


TM 


Cytosolic 


224 


forward ^ 

AVI "CUU 


TM 

x 1VX 


Non-Cytosolic 


247 


forward 3 


TM 

X AVA 


i ransmemDrane 


341 


forward ^ 


TM 
llvl 


Cytosolic 


364 


forward 3 


TM 


i xausmem orane 


1274 


forward 
a\ji waiu 


TM 


Non-Cytosolic 


452 


forward 1 


TM 

X AVI 


IN on-^-y lOSOUC 


475 


forward 1 

A ul W CXI U 1 


TM 


Transmembrane 


598 


forward 1 


TM 


Cytosolic 


104 


forward 2 


TM 


v^yiosoiic 


127 


forward 9 


TM 

X IYa 


Transmembrane 


141 


forward 2 


TM 


i> un-\_y losoiic 


164 


forward 9 


TM 

A 1V1 


Transmembrane 


250 


forward 2 


TM 


v-yiosoiic 


273 


forward 2 


TM 

A IVA 


i rdnsmemorane 


598 


forward 2 


TM 


iNUll-V—yLOiOllC 


289 


forward 3 


TM 


v-y iL/oOiiu 


312 


forward 3 


TM 


i ransmemDrane 


345 


forward 3 


TM 


IN VJl 1- V— y LOoUllC 


365 


forward 3 


TM 


Tra n c m i*m \\m n 
a I aii&uioillUi dlic 


523 


forward 3 


TM 

A IVA 


i-.yiosonc 


546 


forward 3 


TM 


x l aIIolliwlllUI<tIlC 


598 


forward 3 


TM 


Non- Cy toso lie 


384 


forward 2 


TM 


Non-Cytosolic 


407 


forward 2 


TM 


Transmembrane 


449 


forward 2 


TM 


Cytosolic 


140 


forward 2 


TM 


Non-Cytosolic 


163 


forward 2 


TM 


Transmembrane 


166 


forward 2 


TM 


Cytosolic 


196 


forward 1 


TM 


Non-Cytosolic 



BNSDOC1D: <WO 02083876A2^I.> 



WO 02/083876 



PCT7US02/09921 



SEQ D NO: Template ID 

369 U:351120.6:2001MAY17 

369 LI:351 120.6:2001MAY17 

369 LI:351120.6:2001MAY17 

369 LI:351120.6:2001MAY17 

369 LL351 120.6:2001 MAY 17 

369 LT.351 120.6:2001 MAY 17 

369 LI:351 1 20.6:200 1MAY 17 

369 LL351 120.6:200 1M AY 17 

369 LI:351 120.6:2001MAY17 

369 LI:351120.6:2001MAY17 

369 LI:351120.6:2001MAY17 

369 LL351 1 20.6:200 1MAY 17 

369 LI:351 120.6:200 1MAY17 

369 LI:351120.6:2001MAY17 

369 LI:351120.6:2001MAY17 

369 LI:351 120.6:200 1M AY 17 

369 LI:351120.6:2001MAY17 

369 LI:351 120.6:200 1MAY17 

369 LI:35 1 120.6:2001MAY 17 

369 LI:351 120.6:2001MAY17 

369 LI:351 120.6:2001MAY17 

369 LL351 120.6:2001MAY17 

369 LI:351 120.6:2001MAY17 

369 LI:351120.6:2001MAY17 

369 LI:351120.6:2001MAY17 

369 LI:351120.6:2001MAY17 

369 LI:35U20.6:2001MAY17 

369 LI:351 1 20.6:200 1MAY 17 

369 LI:351 120.6:2001MAY17 

369 LI:351 1 20.6:200 1MAY 17 

369 LI:351 120.6:2001MAY17 

369 LT.351 120.6:2001MAY17 

369 LI:351 120.6:2001MAY17 

369 LI:351 120.6:200 1MAY17 

369 LI:351 120.6:2001MAY17 

369 LI:351 120.6:200 IMA Y 17 

369 LI:35 1 120.6:2001MAY17 

369 LI:35 1 120.6:2001 MAY 17 

369 Ll:351 120.6:2001MAY17 

369 LI:351 1 20.6:200 1MAY 17 

369 LI:351120.6:2001MAY17 

369 LI:35 1 120.6:2001MAY17 

369 LI:351 120.6:2001 MAY 17 

369 LI:351 120.6:2001MAY17 

369 LI:351120.6:2001MAY17 

369 LI:351 120.6:2001 MAY 17 

369 LI:351 120.6:2001MAY17 

369 LI:351120.6:2001MAY17 

370 LI:358762.41:2001MAY17 
370 LI:358762.41:2001MAY17 
370 LI:358762.41:2001MAY17 
370 LI:358762.41:2001MAY17 
370 LI:358762.41:2001MAY17 
370 LI:358762.41 :2001MAY17 



TABLE 2 
Start Stop 



197 
220 
304 
327 
358 
381 
393 
416 
459 
482 
555 
578 
587 
610 
738 
761 
1 

271 
291 
345 
368 
382 
405 
.417 
435 
449 
472 
492 

512 

526 

549 

642 

665 

699 

722 

738 

761 
1 

88 
108 
122 
142 
310 
330 
358 
381 
393 
416 
1 

178 
201 
207 
230 
1 

191 



219 
303 
326 
357 
380 
392 
415 
458 
481 
554 
577 
586 
609 
737 
760 
1098 
270 
290 
344 
367 
381 
404 
416 
434 
448 
471 
491 
511 
525 
548 
641 
664 
698 
721 
737 
760 
1098 
87 
107 
121 
141 
309 
329 
357 



380 
392 
415 
1097 
177 
200 
206 
229 
561 
160 



Frame 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 2 



Domain Type 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
. TM 



TM 

TM 

TM 

TM 

TM 

TM 

TM 

TM 

TM 

TM 

TM- 

TM 

TM 

TM 

TM 

TM 

TM 

TM 

TM 

TM 

TM 

TM 

TM 

TM 

TM 

TM 

TM 

TM 

TM 



Topology 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Cytosolic 



BNSDOCID <WO„ 



02083876A2J 



WO 02/083876 



PCT/US02/09921 



SEQ D NO: Template ID 

370 LI:358762,41:2001MAY17 

370 LI:35 8762.4 1 :2001 MAY 1 7 

370 LI:358762.41:2001MAY17 

370 LI:358762.41:2001MAY17 

370 LI:358762.41:2001MAY17 

370 LI:358762.41:2001MAY17 

370 LI:358762.41:2001MAY17 

370 LI:358762.41:2001MAY17 

370 LI:358762.41:2001MAY17 

370 LI:358762.41:2001MAY17 

370 LI:358762.41:2001MAY17 

370 LI:358762.41:2001MAY17 

370 LI:358762.41:2001MAY17 

370 U:358762.41:2001MAY!7 

370 LI:358762.41:2001MAY17 

370 LL358762.41 :2001MAY17 

370 LI:358762.4 1 :2001 M A Y 17 

371 LI:363003.48:2001MAY17 
371 U:363003.48:2OOlMAY17 
371 LI:363003.48:2001MAY17 
371 LI:363003.48:2001MAY17 
371 LI:363003.48:2001MAY17 
371 LI:363003.48:2001MAY17 
371 LI:363003.48:2001MAY17 
371 LI:363003.48:2001MAY17 

371 LI:363003.48:2001MAY17 

372 LI:370899.6:2001MAY17 
372 LI:370899.6:2001MAY17 
372 LI:370899.6:2001MAY17 
372 0:370899.6:200 IMA Y 1 7 
372 LI:370899.6:2001MAYI7 
372 LI :370899.6:200 1M A Y 1 7 
372 LI:370899.6:2001MAY 1 7 
372 LI:370899.6:2001MAY17 
372 LI:370899.6:2001MAY17 
372 LI:370899.6:2001MAY17 
372 LI:370899.6:2001MAY17 
372 LI:370899.6:2001MAY17 
372 LI:370899.6:2001MAY17 
372 LI:370S99.6;2001MAY1 7 
372 LI:370899.6:2001MAY17 
372 LI:370899.6:2001MAY17 
372 LI:370899.6:2001MAY17 

i L*i»j i uo^.d:zuvjiivi/\ 11/ 

372 LI:370899.6:2001MAY17 

372 LI:370899.6:2001MAY17 

372 LI : 370899.6:200 1MAY 1 7 

372 LI:370899.6:200IMAY17 

372 LI:370899.6:2001MAY17 

373 LL376470. 1 :200 1 MAY 1 7 
373 LI:376470.1:2001MAY17 

373 LI:376470.1:2001MAY17 ' 

374 LL400961 . 1 8:2001MA Y 1 7 
374 LL-40096 1 . 1 8:2001 MA Y 1 7 



TABLE 2 

Start Stop Frame Domain Type 



161 


183 


forward 2 


TM 

J. XY1 


184 


216 


forward 2 


TM 


217 


239 


forward 2 


TM 

J. ivx 


240 


441 


forward 2 


TM 


442 


464 


forward 


TM 

1 JVl 


465 


561 


forward ? 


TM 

1 IVi 


1 


14 


forward 3 


TM 


15 


37 


forward 3 


I JVl 


38 


172 


forward 3 

iwl Walu J 


TM 
11V1 


173 


195 


forward 3 


TM 
llvl 


196 


209 


lux Wax u D 


TN/T 

llvl 


210 


229 


iui waru j 


1JV1 


230 


433 


rrir\iyj*rH *3 


1 JVl 


434 


453 


finru/Jirrl ^ 


1 JVl 


454 


472 


lux WdlU J> 


1M 


473 




lurwara j 


1M 


496 


560 


lurwara o 


1 M 


1 


192 


tVm-xi/ottI "X 
XUIWdTO J 


IM 


193 


21 5 


lUrWoTO 2 


•"PX if 

IM 


216 


^~~> \j 


lurwara d 


llvl 


257 




iorwara j 


TM 


280 




iorwaro j> 


TM 


289 




iorwara o 


IM 


312 


393 


iorwara j 


TM 


324 




lurwara o 


IM 


347 


347 


iui wara .d 


TTV.VT 
1 JVl 


1 


523 


T*nr\x/ard 1 
•lul WaXU 1 


IM 


524 


546 


iui Wdia I 


1JV1 


547 


579 


rVirix/sird 1 
xvji Walu I . 


I JVl 


580 


602 


iUIWaia J 


1 JVl 


603 


621 


lurwara i 


IM 


622 


644 


ivIWdlU I 


IM 


645 


664 


T*f*r\x/cirH 1 
lul WdlU 1 


1 ivi 


665 


687 


fYvru/Jird 1 
luiwaiu 1 


1 1V1 


688 


1216 


"forward 1 

lvl Walu 1 


11VJ 


1 


553 


"forward O 


TNyf 


554 


576 


forward 9 

LKJX VY OX l_J ^ 


TM 

1 1VJ 


577 


617 


forward 7 


TM 
1 ivi 


618 


640 


forward 9 


TM 
1 ivi 


641 


659 


forward 9 


TM 

1 iVJ 


660 


682 


forward 9 


TM 
1 ivi 


683 


711 


forward 5 


T"M 

1 1 VI 


712 


734 


forward 2. 


TM 
l ivi 


735 


1216 


forward 2. 


TM 


1 


522 


forward 3 


TM 
1 ivi 


523 


545 


forward 3 


TM 


546 


714 


forward 3 


TM 


715 


737 


forward 3 


TM 


738 


1215 


forward 3 


TM 


1 


126 


forward 3 


TM 


127 


149 


forward 3 


TM 


150 


180 


forward 3 


TM 


1 


303 


forward 1 


TM 


304 


326 


forward 1 


TM 



Topology 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Non-Cytosolic 
Transmembrane 



WO 02/083876 



PCTAJS02/09921 



TABLE 2 



SEQ D NO: 


lempiate id 


Cfrjrt 

oian 




Frame 


Domnin Tvne 


TAAAl AtTV 


374 


T T - A r\Af\ £. 1 lO.O A A 1 IV A A V 1 1 

L,I:40Uyol. loiZUUlMA Y 1 / 






iorwaro i 


TU 

1 1VI 


f^vt acaI IP 


374 


Li:4uUyol.io:zuuiMA i 1 / 


/ion 




iorwaru i 


TM 

1 IVl 


Trflncmpmhran^ 


374 


LI:400961. 18:2001 MAY 1 / 


CIO , 


DU / 


forward 1 


1 IVl 


"Mrtn _r~ 1 \/tAColir % 
ItUH lV/gullv> 


374 


LI:400961.1o:Z001MA Y 1 / 


1 
1 


loO 


forward 3 


HTM 
Jt JYl 


NAn-PvtnQnl ir* 

llUH wjr IV/OWllV-. 


374 


LI:400961. 18:2001 MAY 17 


1 C7 

lo / 


ZUD 


iorwaru a 


TTVT 
1 JVI 


1 ranblllCIilUlallC 


374 


LL40096 1.1 8:2001 MA Yl / 


ZU/ 


Z1U 


forward 3 


TTV/T 
livi 


r™*\/ 1 r\c c\\ i p 


374 


LI:40096 1 . 1 8:2001M AY 1 7 


Zll 


ZjJ 


forward 3 


1 JVI 


i r dnbiTieiiiui tiiic 


374 


T T A f\f\f\ f t 1 O . '"I f*\/"\ 1 X if A XT' 1 T 

LI :40096 1.18 :2001 MAY 1 7 


234 


OuO 


forward 3 


TTV4 


iNon-L^yiobt/iic 


375 


LI:404482.20:2001MAYl7 


1 


4Z1 


forward 1 


1 IVl 




375 


▼ -r a r\ a A r\r\ r>f\ rt rt rt X A a i n 

LI:404482.20:2001 M AY 1 7 


422 


444 


forward 1 


TTV/T 
1 JVI 


T»»*>i-» c»r*^ am ni*Q r\ a 


375 


▼ a r\ a rtrt rtrt,rt-*X.# a i/jn 

LI:404482.20:200 1 MAY 1 7 


445 


653 


forward 1 


TTl/f 
IJVl 


1 1 rt c» rt 1 1 /*» 

cytosoiic 


375 


LI:404482.20:2001 MAY 17 


654 


67 o 


forward 1 


1M 


Transmembrane 


375 


LI:404482.20:200lMAYl7 


677 


ni A 

719 


forward 1 


TTV/T 
IM 


Non-Cytosolic 


375 


LI:404482.20:2001MAY17 


720 


742 


forward 1 


TTVA 
IM 


Transm embrane 


375 - 


v -r J rt A < nn rt rt rt /"Xrt < X if A ^/ 1 *7 

LI:404482.20:2001MAYl7 


743 


1 A 1 O 

lOlo 


forward 1 


IM 


Cytosolic 


375 


LI:404482.20:2001MAYl7 


1019 


1038 


forward 1 


IM 


Transmembrane 


375 


LI:404482.20:200 1 M A Y 1 7 


1039 


1052 


forward 1 




Non-Cytosolic 


375 


LI:404482.20:2001MAY17 


1053 


1075 


forward 1 


IM 


Transmembrane 


375 


LI:404482.20:200 1 MAY 1 7 


1076 


1081 


forward 1 


IM 


v-.ytosoiic 


375 


LI:4044S2.20:2001MAY17 


1082 


1100 


forward 1 


IM 


Transmembrane 


375 


LI:404482.20:2001MAY17 


1101 


1201 


forward 1 


rpx * 

IM 


Non-Cytosolic 


375 


LI:404482.20:2001M AY 1 7 


1 


250 


forward 2 


IM 


Cytosolic 


375 


LI:404482.20:2001MAY17 


251 


273 


forward 2 


TM 


Tran smembran e 


375 


LI:404482.20:2001MAY17 


274 


1041 


forward 2 


TM 


Non-Cytosolic 


375 


LI:4044S2.20:200 1 MAY 1 7 


1042 


1061 


forward 2 


TM 


Transmembrane 


375 


LI:404482.20:2001MAY17 


1062 


1201 


forward 2 


r T r K A 

IM 


Cytosolic 


375 


LI:404482.20:2001MAY17 


1 


930 


forward 3 


IM 


Non-Cytosolic 


375 


LI:404482.20:200 1 MAY 1 7 


931 ^ 


953 


forward 3 


IM 


i ransmemorane 


375 


LI:404482.20:2001MAY17 


954 


1016 


forward 3 


IM 


Cytosolic 


375 


LI:404482.20:2001MAY17 


1017^ 


1039 


forward 3 


npx * 
IM 


Transmembrane 


375 


Ll:404482.20:200 1 MAY 1 7 


1040 


1048 


forward 3 


IM 


Non-Cytosolic 


375 


t t a r\ A a rt rt rt rt /-% rt i x M A T/n 

LI:404482.20:2001MAY17 


t i\A A 

1049 


1071 


iorwara 3 


IM 


1 ransmemorane 


375 


LI:404482.20:2001MAY17 


1072 


1 1 A1 

1102 


forward 3 


IM 


Cytosolic 


375 


LI:404482.20:200 1 MAY 1 7 


1 1 AO 

1103 


1 t A C 

1 125 


forward 3 


IM 


Trans membrane 


375 


t t a r\ a a c* r\ rt /x/"v< X A" A \/ 1 1 

LI:404482.20:2001MAY17 


1 126 


1 rt rtrt 

1200 


forward 3 


IM 


\Triri ^^»/t"rxcrxl 1 rt 

lNon-v^yioaoiic 


376 


LL405985. 1 :2001MAY 17 


1 


364 


forward 1 


TTV/T 
IM 


in on-L^y losoiic 


376 


LI:405985.1:2001MAY17 


n tt c 

365 


387 


forward 1 


TTV/T 
IM 


l ransmemorane 


376 


LL4059 85 . 1 :200 1 MAY 1 7 


388 


A rt A 

424 


forward 1 


IM 


v^ytosouc 


376 


L1:405985.1:2001MAY17 


1 


£. A 

64 


forward 2 


TTVA 

IM 


t^yiosonc 


376 


LI:405985. 1 :200lMAY 1 7 


65 


87 


rorward 2 


TTV/T 
IM 


i ransmemorane 


376 


LI:405 985. 1 :200 1MAY 1 7 


88 


A A A 

424 


forward 2 


IM 


in on-v-.y losoiic 


377 


LL406389. 1 :2001MAY 17 


1 


37 


forward 2 


TTV/T 
IM 


^yiosonu 


377 


LI:406389. 1 :200 1 MAY 1 7 


38 


^A 

60 


forward 2 


IM 


i ransmemorane 


377 


T T A A£^OA "1 .1AA IX / A \7 -1 ■-* 

L1:406389.1:2001MAY17 


ol 


100 


forward 2 


TTV/T 
1 M 


MAn-PvtAQ a1 i n 


377 


T T jl A^ lOA 1 rt rt rt 1 X /f A V7' 1 *7 

LL406389. 1 :2001MAY 17 


lol 


lo3 


forward 2 


TT\/T 
IM 


Troncmpmhriinp 

1 rallolIIClllUl dllC 


377 


LI:406389.1:2001MAY17 


1 OA 

184 


1 rt rt 

199 


iorwaro Z 


TTV/T 
IM 


l^yiOdUIll- 


377 


V T A rt rf^ ^ rt rt n rt rtrt "t X X A \M1 

LI:406389.1:2001MAY17 


2U0 


AAA 

222 


forward 2 


TT\/f 
IM 


i ransn iciiiui due 


377 


T T vl rt/T rt r> rt t rt rtrt 11 f a ■*/" -1 *7 

LL406389. 1:2001 MAY 17 




/TOO 

oZZ 


forward 2 


TTV/T 
1 M 


KTrt»i_f*^VtAQAl 1 f* 
INOH wjf lAJOVJUV^ 


378 


LI:406833. 1 :2001MAY 1 7 


1 


448 


forward 1 


TM 


Non-Cytosolic 


378 


LI:406833.1:2001MAY17 


449 


471 


forward 1 


TM 


Transmembrane 


378 


LI:406833.1:2001MAY17 


472 


500 


forward 1 


TM 


Cytosolic 


378 


LI:406833.1:2001MAY17 


501 


523 


forward 1 


TM 


Transmembrane 


378 


LI:406833.1:2001MAY17 


524 


975 


forward 1 


TM 


Non-Cytosolic 


378 


LI:406833.1:2001MAY17 


1 


902 


forward 2 


TM 


Non-Cytosolic 



193 



BNSDOCID: <W0 020B3876A2J_ > 
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TABLE 2 



OCA Tv NT/*"*. 


iemplate ID 


Start 


Stop 


Frame 


Domain Type 


Topology 


3 /5 


T T. A A/COQ 1 1 .OrtA 1 Tv if A "V 1 "7 

Ll:4Uob33.1:2UUlMAYl / 


903 


925 


forward 2 


TM 


Transmembrane 


3/8 


Ll:4Uoo33. 1 :2UU1MA Y 1 7 


926 


f\A £ 

945 


forward 2 


TM 


Cytosolic 


378 


H:4uoo33.1:2UUlMAY 17 


946 


968 


forward 2 


TM 


Transmembrane 


Tin 

378 


LI -.406833. 1 :2001MAY 1 7 


969 


975 


forward 2 


TM 


Non-Cytosolic 


378 


LI:406833.l:200lMAYl7 


1 


901 


forward 3 


TM 


Non-Cytosolic 


378 


LI:406 833.1 :200 1 MAY 1 7 


902 


924 


forward 3 


TM 


Transmembrane 


378 


LI:406833.1:2001MAY17 


925 


943 


forward 3 


TM 


Cytosolic 


378 


LL406833. 1 :200 IMA Y 1 7 


944 


961 


forward 3 


TM 


Transmembrane 


378 


LI:406833 . 1 :200 1M A Y 1 7 


962 


975 


forward 3 


TM 


Non-Cytosolic 


379 


LI:407921.3:2001MAY17 


1 


1805 


forward 2 


TM 


Non-Cytosolic 


379 


LI:40792 1 .3 :200 1M AY 1 7 


1806 


1828 


forward 2 


TM 


Transmembrane 


379 


LI:40792 1 .3 :200 1M A Y 1 7 


1829 


1863 


forward 2 


TM 


Cytosolic 


380 


LL40907 8 .54 :2001 MAY 1 7 


1 


28 


forward 3 


TM 


Non-Cytosolic 


380 


LI:409078.54:2001MAY17 


29 


51 


forward 3 


TM 


Transmembrane 


380 


LI:409078.54:2001MAY17 


52 


80 


forward 3 


TM 


Cytosolic 


380 


LI:409078.54:2001MAY17 


81 


103 


forward 3 


TM 


Transmembrane 


380 


LI:409078.54:2001MAY17 


104 


1242 


forward 3 


TM 


Non-Cytosolic 


381 


LI:423601.6:2001MAY17 


1 


314 


forward 3 


TM 


Non-Cytosolic 


381 


LI:42360 1 .6:200 IMA Y 1 7 


315 


337 


forward 3 


TM 


Transmembrane 


381 


LI:423601.6:2001MAY17 


338 


345 


forward 3 


TM 


Cytosolic 


381 


LL423601 .6:2001MAY 1 7 


346 


364 


forward 3 


TM 


Transmembrane 


381 


LI:423601. 6:200 1MAY17 


365 


378 


forward 3 


TM 


Non-Cytosolic 


381 


LI:423601.6:2001MAY17 


379 


401 


forward 3 


TM 


Transmembrane 


381 


LI:423601.6:2001MAY17 


402 


414 


forward 3 


TM 


Cytosolic 


382 


LI:425024.5 :200 1MAY 1 7 


1 


173 


forward 2 


TM 


Non-Cytosolic 


382 


LI:425024.5:2001MAY17 


174 


196 


forward 2 


TM 


Transmembrane 


382 


LI:425 024.5:200 1MAY17 


197 


215 


forward 2 


TM 


Cytosolic 


382 


LL425024.5 :200 1M A Y 1 7 


216 


238 


forward 2 


TM 


Transmembrane 


382 


LI:425024.5 :200 1M A Y 1 7 


239 


242 


forward 2 


TM 


Non-Cytosolic 


382 


LI:425024.5 :200 1MAY 1 7 


243 


260 


forward 2 


TM 


Transmembrane 


382 


LI:425024.5:200 1MAY 1 7 


261 


266 


forward 2 


TM 


Cytosolic 


382 


LI:425024.5:2001MAY17 


267 


289 


forward 2 


TM 


Transmembrane 


382 


LI:425024.5:2001MAY17 


290 


583 


forward 2 


TM 


Non-Cytosolic 


383 


LI:427909.29:2001MAY17 


1 


252 


forward 1 


TM 


Non-Cytosolic 


383 


LI:427909.29:2001MAY17 


253 


275 


forward 1 


TM 


Transmembrane 


383 


LI:427909.29:2001MAY17 


276 


463 


forward 1 


TM 


Cytosolic 


383 


LI:427909.29:2001MAY17 


464 


483 


forward 1 


TM 


Transmembrane 


383 


LI:427909.29:2001MAY17 


484 


545 


forward 1 


TM 


Non-Cytosolic 


383 


LI:427909.29:2001MAY17 


546 


568 


forward 1 


TM 


Transmembrane 


383 


LI:427909.29:200 1 MAY 1 7 


569 


580 


forward 1 


TM 


Cytosolic 


383 


LI:427909.29 :200 1 MAY 1 7 


581 


603 


forward 1 


TM 


Transmembrane 


o o o 

383 


LI:427 909. 29:200 1MAY1 7 


604 


617 


forward 1 


TM 


Non-Cytosolic 


383 


LI:427909.29:2001MAY17 


618 


637 


forward 1 


TM 


Transmembrane 


too 

383 


LI:427909.29:2001MAY17 


638 


657 


forward 1 


TM 


Cytosolic 


383 


LI :427909.29 :200 1 MAY 1 7 


658 


680 


forward 1 


TM 


Transmembrane 


383 


LI:4 27 909. 29:200 IMA Y 17 


681 


725 


forward 1 


TM 


Non-Cytosolic 


383 


LI:427 909 .29 :200 1 MAY 1 7 


726 


748 


forward 1 


TM 


Transmembrane 


JOJ 


Lfl.*fZ/ VU^.^y.ZUUl JVIA I 1 / 


/4y 


7oU 


forward 1 


TM 


Cytosolic 


383 


LI:427909.29:2001MAY17 


781 


803 


forward 1 


TM 


Transmembrane 


383 


LI:427909.29:2001MAY 1 7 


804 


858 


forward 1 


TM 


Non-Cytosolic 


383 


LI:427909.29:2001MA Y 1 7 


859 


881 


forward 1 


TM 


Transmembrane 


383 


LI:427909.29:2001MAY17 


882 


1201 


forward 1 


TM 


Cytosolic 


383 


LI:427909.29:2001MAY17 


1202 


1224 


forward 1 


TM 


Transmembrane 


383 


LI:427909.29:2001MAY17 


1225 


1255 


forward 1 


TM 


Non-Cytosolic 
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SEQ D NO: Template ID 

383 L1:427909.29:2001MAY17 

383 LL427909.29 :200I M A Y 1 7 

383 LI:427909.29:2001MAY17 

383 LI:427909.29:2001MAY17 

383 LI:427909.29:2001MAY17 

• 383 LI:427909.29:2001MAYI7 

383 LI:427909.29:2001MAY17 

383 LI:427909.29:2001MAY17 

383 LI:427909.29:2001MAY17 

383 LI:427909.29:2001MAY17 

383 LI:427909.29:2001MAY17 

383 LI:427909.29:2001MAY17 

383 LI:427909.29:2001MAY17 

383 LI:427909.29:2001MAY17 

383 LI:427909.29:2001MAY17 

383 LI:427909.29:2001MAY17 

383 LI:427909.29:2001MAY17 

383 LI:427909.29:2001MAY17 

383 LI:427909.29:2001MAY17 

383 LI:427909.29:2001MAY17 

383 LI:427909.29:2001MAY17 

383 LI:427909.29:2001MAY17 

383 LI:427909.29:2001MAY17 

383 : LI:427909.29:2001MAY17- 

383 LI:427909.29:2001MAY17 
383 ' LI:427909.29:2001MAY17 

383 LI:427909.29:2001MAY17 

383 LI:427909.29:2001MAY17 

383 LI:427909.29:2001MAY17 

383 LI:427909.29:2001MAY17 

* 383 LI:427909.29:2001MAY17 

383 LI:427909.29:2001MAY17 

384 LI:428198.20:2001MAY17 
384 LI:428198.20:2001MAY17 
384 LI:42S198.20:2001MAY17 
384 LI:428198.20:2001MAY17 
384 LI:428198.20:2001MAY17 
384 LI:428198.20:2001MAY17 
384 LI:428198.20:2001MAY17 
384 L1:428198.20:2001MAY17 
384 LI:428198.20:2001MAY17 
384 LI:428198.20:2001MAY17 
384 LI:428198.20:2001MAY17 

384 LI:428198.20:2001MAY17 

385 LI:429738.6:2001MAY17 
385 LI:429738.6:2001MAY17 
385 LI:429738.6:2001MAY17 
385 LI:429738.6:2001MAY17 
385 LI:429738.6:2001MAY17 
385 LI:429738.6:2001MAY17 
385 LI:429738.6:2001MAY17 
385 LI:429738.6:2001MAY17 
385 LI:429738.6:2001MAY17 
385 L1:429738.6:2001MAY17 



TABLE 2 
Start Stop 



1 



283 



284 306 
307 318 
319 341 
342 460 
461 483 
484 582 
583 605 
606 624 
625 642 
643 662 
663 685 
686 688 
689 711 
712 729 
730 752 
753 780 
781 803 
804 929 
930 949 
950 1254 
1 319 
320 339 
340 622 
623 640 
641 675 
676 698 
699 728 
729 751 
752 833 
834 856 
857 1254 



1 



171 



172 194 

195 820 

821 840 

841 860 

861 883 

884 892 

893 915 

916 958 



1 



910 



911 933 
934 958 



1 

20 
43 
46 
64 



19 

42 
45 
63 
343 



344 366 

367 380 

381 403 

404 416 



1 

195 



19 



Frame 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 3 
forward 3 
forward 3 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 2 



Domain Type 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 



Topology 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Non-Cytosolic 
Transmembrane 
Cytosolic 
Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Non-Cytosolic 
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SEQ D NO: Template ID 


385 


U:429738.6:2001MAY17 


385 


U:429738.6:2001MAY17 


385 


LI:429738.6:2001MAY17 


385 


LI:429738.6:2001MAY17 


385 


LI:429738.6:2001MAY17 


385 


LI:429738.6:2001MAY17 


385 


LI:429738.6:2001MAY17 


385 


LI:429738.6:2001MAY17 


385 


LI:429738.6:2001MAY17 


385 


LI:429738.6:2001MAY17 


385 


LI:429738.6:2001MAY17 


385 


U;429738.6:2001MAY17 


385 


LI:429738.6:2001MAY17 


385 


U:429738.6:2001MAY17 


385 


LI:429738.6:2001MAY17 


385 


LI:429738.6:2001MAY17 


385 


LI:429738.6:2001MAY17 


386 


LI:449437.1:2001MAY17 


386 


LL449437. 1 :2001MAY17 


386 


LI:449437.1:2001MAY17 


386 


LI:449437.1:2001MAY17 


386 


LI:449437.1:2001MAY17 


386 


LL449437. 1 :2001MAY17 


386. 


LI:449437.1:2001MAY17 


■ 387- 


LI:459269.25:2001MAY17 


387 


LI:459269.25:2001MAY17 


.387 


LI:459269.25:2001MAY17 


388 


LI:464206.1:2001MAY17 


388 


LI:464206.1:2001MAY17 



388 LI:4642O6.1:2001MAY17 

388 LI:464206.1:2001MAY17 

388 LI:464206.1:2001MAY17 

388 LI:464206.1:2001MAY17 

388 LI:464206.1:2001MAY17 

388 LI:464206.1:2001MAY17 

389 LI:465821.2:2001MAY17 
389 LI:465821.2:2001MAY17 
389 LI:465821.2:2001MAY17 
389 LI:465821.2:2001MAY17 
389 LI:465821.2:2001MAY17 
389 LI:465821.2:2001MAY17 
389 LI:465821.2:2001MAY17 
389 LI:465821.2:2001MAY17 

QOn T T./1 <;C01 t ^ s\r\r\ « ■» , * *r*_ 

389 LI:465821.2:2001MAY17 

389 LI:465821.2:2001MAY17 

389 LI:465S21.2:2001MAYI7 

389 LI:465821.2:2001MAY17 

390 LI:474414.28:2001MAY17 
390 LI:474414.28:2001MAY17 
390 LI:474414.28:2001MAY17 
390 LI:474414.28:2001MAY17 
390 LI:474414.28:2001MAY17 
390 LI:474414.28:2001MAY17 



TABLE 2 




Start 


Stop 


Frame 


20 


42 


forward 2 


43 


336 


forward 2 


337 


359 


forward 2 


360 


363 


forward 2 


364 


386 


forward 2 


387 


392 


forward 2 


393 


415 


forward 2 


416 


416 


forward 2 


1 


19 


forward 3 


20 


42 


forward 3 


43 


333 


forward 3 


334 


356 


forward 3 


357 


360 


forward 3 


361 


383 


forward 3 


384 


387 


forward 3 


388 


410 


forward 3 


411 


415 


forward 3 


1 


73 


forward 2 


74 


96 


forward 2 


97 


115 


forward 2 


116 


133 


forward 2 


134 


237 


forward 2 


238 


260 


forward 2 


261 


279 


forward 2 


1 


326 


forward 2 


327 


349 


forward 2 


350 


640 


forward 2 


1 


80 


forward 2 


81 


103 


forward 2 


104 


942 


forward 2 


1 


694 


forward 3 


695 


717 


forward 3 


718 


723 


forward 3 


724 


746 


forward 3 


747 


942 


forward 3 


2 


446 


forward 1 


447 


466 


forward 1 


467 


477 


forward 1 



478 500 forward 1 

501 654 forward 1 

1 439 forward 2 

440 459 forward 2 

460 470 forward 2 

471 493 forward 2 

494 653 forward 2 

1 469 forward 3 

470 492 forward 3 

493 653 forward 3 

1 349 forward 1 

350 372 forward 1 

373 391 forward 1 

392 414 forward 1 

415 1028 forward 1 

1029 1053 forward 1 



Domain Type 


Tflt^O 1 r\(r\t 
I wpuiUgy 


TM 


Tran<!TTlf*mhranA 

■* * ujijjjjwijj Ui di JC 


TM 




TM 


x i aiiMi icmDrdne 


TM 


Nnn-f"* , Vtr»cr»1 ir* 
nun v»»y luitjlic 


TM 


1 1 dndiiieiTiDrane 


TM 


V~y LU5UUC 


TM 


i ransmemDrane 


TM 


INUII-v-jr LUSOIIC 


TM 


cyiosouc 


TM 


i rduMiiemDrane 


TM 


iNuTi-i_.yiosoilC 


TM 

I IVI 


Transmembrane 


TM 


uyiosouc 


I IVI 


Transmembrane 


TM 


Non-Cytosolic 


TM 

1 IVI 


Transmembrane 


TM 

I IVI 


Cytosolic 


TM 

1IVI 


Cytosolic 


TM 


Transmembrane 


TM 

X IVI 


Non-Cytosolic 


TM 

1 IVI 


Transmembrane 


X iVI 


Cytosolic 


TM 

X IVI 


Tran s mem brane 


TM 

X IVI 


Non-Cytosolic • . 


TM 

X IVI 


JNon-Cytosohc 


TM 

X IVI 


Transmembrane 


TM 

I IVI 


Cytosolic 


TM 

I IVI 


Cytosolic 


TM 


i ransmemorane 


TM 

I IVI 


Non-Cytosolic 


TM 

A IVI 


iNon-cytosoiic 


TM 


Transmembrane 


TM 


L-ycosouc 


TM 


i ransmem orane 


TM 

I IVI 


Non-Cytosolic 


TM 


iNon-^ytosoJic 


TM 


Trans membrane 


TM 


v-yiosoiic 


TM 


x rani* mem orane 


TM 


iNon-^ytosonc 


TM 




TM 


1 1 at i a ii iem orane 


TM 


^yiosoiic 


TM 


1 1 «uii iicmorane 


TM 


iNon-^ytosoiic 


TM 


in on-v_y tosonc 


TM 

X IVI 


Transmembrane 


TM 


Cytosolic 


TM 


Non-Cytosolic 


TM 


Transmembrane 


TM 


Cytosolic 


TM 


Transmembrane 


TM 


Non-Cytosolic 


TM 


Transmembrane 
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TABLE 2 



SEQ D NO: 


Template ID 


Start 


Mop 


Frame 




lopoiogy 


390 


Ll:4744 14.28 :200 1 MAY 1 7 


llDZ 5 


1 1 


forward 1 


TX/f 


fxrtricrtl if* 


390 


LI:4744 1 4.28 :200 1 MAY 1 7 


1 1 1A 


1 1 C£ 

1 JOO 


forward 1 




i ransiuciiiui aiic 


390 


LI:4744l 4.28:2001MA Y 1 7 


1 1 ' 

\ ID/ ** 


i Ar\z 
141D 


forward 1 






390 


LI:474414.28:2001MAYl7 


1 

I 


12 


forward 2 


i M 


^yiOaOll^ 


390 


LL474414.28 :200 1M AY 1 7 


13 


35 


forward 2 




i ransmein di due 


390 


LI:474414.28:2001MAY17 


36 


A A 

44 


tor war a z 


1 M 


jNon-L-ytosoiic 


390 


LI:4744 1 4.28 :200 1M AY 1 7 


A £ 

45 


67 


forward 2 


TTV/T 
1 M 


i ransmem urane 


390 


LI :4744 14.28 :200 1 MAY 1 7 


68 


437 


torwara JL 


TTV/T 


^yiosouc 


390 


LL4744 1 4.28 :2001M AY 1 7 


438 


457 


torwara 1 


1M 


Transmembrane 


390 


LL4744 1 4 .28 :200 1 MAY 1 7 


458 


466 


torwara I 


TTv/i 
1M 


in on-v^y cosoiic 


390 


LI:474414.28:2001MAY17 


467 


489 


forward 2 


1M 


1 ransmem Drane 


390 


LL4744 1 4.28 : 200 1 MAY 1 7 


490 


501 


forward 2 


TM 


Cytosolic 


390 


LI:474414.28:2001MAY17 


502 


521 


forward 2 


TM 


Transmembrane 


390 


LI:474414.28:2001MAY17 


522 


1405 


forward 2 


TM 


Non-Cytosolic 


390 


LI:474414.28:2001MAY17 


1 


302 


forward 3 


TM 


Non-Cytosolic 


390 


LI:474414.28:2001MAY17 


303 


325 


forward 3 


TM 


Transmembrane 


390 


LI:474414.28:2001MAY17 


326 


345 


forward 3 


TM 


Cytosolic 


390 


LI:474414.28:2001MAY17 


346 


368 


forward 3 


TM 


Tran smembrane 


390 


LI:474414.28:2001MAY17 


369 


394 


forward 3 


TM 


Non-Cytosolic 


390 


LI;474414.28:2001MAY17 


395 


417 


forward 3 


TM 


Transmembrane 


390 


LI:474414.28:2001MAY17 


418 


437 


forward 3 


TM 


cytosolic 


390 


LI:474414.28:2001MAY17 


438 


455 


forward 3 


TM 


Transmembrane 


390 


LI:474414.28:2001MAY17 


456 


467 


forward 3 


TM 


Non-Cytosolic 


390 


LI:474414.28:2001MAY17 


468 


490 


forward 3 


TM 


Transmembrane 


390 


LI:474414.28:2001MAY17 


491 


496 


forward 3 


TM 


Cytosolic 


390 


LI:474414.28:2001MAY17 


497 


514 


forward 3 


TM 


Transmembrane 


390 


LI:474414.28:2001MAY17 


515 


629 


forward 3 


TM 


Non-Cytosolic 


390 


LI:474414.28:2001MAY17 


630 s 


652 


forward 3 


TM 


Transmembrane 


390 


LI:474414.28:2001MAY17 


653 


920 


forward 3 


TM 


Cytosolic 


390 


LI:474414.28:2001MAY17 


921 


943 


forward 3 


TM 


Transmembrane 


390 


LI:474414.28:2001MAY17 


944 


1027 


forward 3 


TK A 

TM 


Non-Cytosolic 


390 


LL4744 1 4.28 :200 1MAY 1 7 


1028 


1050 


forward 3 


TM 


Tran smembrane 


390 


LI.-4744 14.28: 200 1 MAY 1 7 


1051 


1259 


forward 3 


TTV A 

IM 


Cytosolic 


390 


LI:4744 1 4.28 :2001 MAY 1 7 


1260 


1282 


forward 3 


TM 


Transmembrane 


390 


LI:474414.28:2001MAY17 


1283 


1296 


forward 3 


TM 


Non-Cytosolic 


390 


LI:4744 14.28 :200 1 MAY 1 7 


1297 


1316 


forward 3 


TM 


Transmembrane 


390 


LI:474414.28:2001MAY17 


1317 


1405 


forward 3 


TM 


Cytosolic 


391 


LI .474435 .14: 200 1 MAY 1 7 


1 


137 


forward 2 


TTV A 

TM 


N on-Cy tosolic 


391 


LI:474435. 14:2001MAY17 


138 


160 


forward 2 


TM 


Transmembrane 


391 


LI:474435. 14:2001MAY17 


161 


180 


forward 2 


TM 


Cytosolic 


391 


LI:474435.14:2001MAY17 


181 


203 


forward 2 


TM 


Transmembrane 


391 


LI:474435. 1 4:2001MAY 1 7 


204 


472 


forward 2 


TTV/T 
1JV1 


Non-Cytosolic 


391 


LI:474435.14:2001MAY17 


473 


495 


forward 2 


1 M 


Transmembrane 


391 


LI:474435. 14:2001MAY17 


496 


542 


forward 2 


TM 


Cytosolic 


391 


LI:474435. 14:2001MAY17 


543 


565 


forward 2 


TTV A" 

TM 


Transmembrane 


391 


LL474435. 14:2001MAY17 


566 


1 1 £.f\ 

1160 


forward 2 


•TTV/T 
1M 


in on-cy losoiic 


392 


LI-.474458. 1 1 :2001MAY17 


1 


3 


forward 1 


TM 


iNon-v-yiosoiic 


392 


LL474458. 1 1 :2001MAY17 


4 


21 


forward 1 




TTfiin o m <* m \xr ci n P 
1 [uilMlldllL/J cLiiw 


392 


LL474458. 1 1 :2001MAY17 


22 


203 


forward 1 


TM 


Cytosolic 


392 


LI:474458. 1 1 :2001MAY17 


204 


226 


forward 1 


TM 


Transmembrane 


392 


LL474458. 1 1 :2001MAY17 


227 


249 


forward 1 


TM 


Non-Cytosolic 


392 


LI:474458. 1 1 .2001MAY17 


250 


269 


forward 1 


TM 


Transmembrane 


392 


LI:474458.11:2001MAY17 


270 


275 


forward 1 


TM 


Cytosolic 


392 


LI:474458.11:2001MAY17 


276 


298 


forward 1 


TM 


Transmembrane 



197 



BNSDOCID: <WO 02083876A2^I_> 



WO 02/083876 



PCT/US02/09921 



TABLE 2 



SEQ D NO: 


Template ID 


Start 


Stop 


Frame 


Domain Type 


Topology 


392 


LL474458.il :2001MAY17 


299 


567 


forward 1 


TM 


Non-Cytosolic 


392 


LL47445 8. 1 1 :2001MAY 1 7 


568 


590 


forward 1 


TM 


Transmembrane 


392 


LL474458.il :2001MAY17 


591 


617 


forward 1 


TM 


Cytosolic 


392 


LL474458.il :2001MAY17 


618 


640 


forward 1 


TM 


Transmembrane 


392 


LI:474458.11:2001MAY17 


641 


854 


forward 1 


TM 


Non-Cytosolic 


392 


LL474458.il :2001MAY17 


1 


572 


forward 2 


TM 


Non-Cytosolic 


392 


LI:474458.11:2001MAY17 


573 


595 


forward 2 


TM 


Transmembrane 


392 


LL474458.1 1 :2001MAY17 


596 


606 


forward 2 


TM 


Cytosolic 


392 


LL474458.1L2001MAY17 


607 


629 


forward 2 


TM 


Transmembrane 


392 


0:474458.1 1 :2001MAY17 


630 


854 


forward 2 


TM 


Non-Cytosolic 


392 


LL474458. 1 1 :2001MAY17 


1 


116 


forward 3 


TM 


Cytosolic 


392 


LL474458.1 1 :2001MAY17 


117 


139 


forward 3 


TM 


Transmembrane 


392 


LL474458.il :2001MAY17 


140 


185 


forward 3 


TM 


Non-Cytosolic 


392 


LL474458.il :2001MAY17 


186 


208 


forward 3 


TM 


Transmembrane 


392 


LL474458.1 1 :2001MAY 17 


209 


214 


forward 3 


TM 


Cytosolic 


392 


LL474458. 1 1 :2001MAY17 


215 


234 


forward 3 


TM 


Transmembrane 


392 


LL474458.1 L2001MAY17 


235 


248 


forward 3 


TM 


Non-Cytosolic 


392 


LL474458.1 L2001MAY17 


249 


268 


forward 3 


TM 


Transmembrane 


392 


LL474458. 1 1 :2001MAY 17 


269 


304 


forward 3 


TM 


Cytosolic 


392 


LL474458. 1 1 :2001MAY 17 


305 


327 


forward 3 


TM 


Transmembrane 


392 


LL474458.1 1 :2001MAY17 


328 


336 


forward 3 


TM 


Non-Cytosolic 


392 


LL474458.il :2001MAY17 


337 


359 


forward 3 


TM 


Transmembrane 


392 


LI:474458.11:2001MAY17 


360 


415 


forward 3 


TM 


Cytosolic 


392 


LL474458. 1 1 :2001MAY17 


. 416 


433 


forward 3 


TM 


Transmembrane 


392 


LL474458.1 L2001MAY17 


. 434 


. 567 


forward 3 


TM 


Non-Cytosolic 


392 


LI:474458.11:2001MAY17 


568 


590 


forward 3 


TM 


Transmembrane 


392 


LL474458.1 1 :2001MAY17 


591 


752 


forward 3 


TM 


Cytosolic 


392 


LL474458.1 1 :2001MAY17 


753 


775 


forward 3 


TM 


Transmembrane 


392 


LL474458. 1 1 :2001MAY17 


. 776 


819 


forward 3 


TM 


Non-Cytosolic 


392 


LL474458. 1 1 :2001MAY17 


820 


842 


forward 3 


TM 


Transmembrane 


* 392 


LL474458.1 L2001MAY17 


843 


854 


forward 3 


TM 


Cytosolic 


393 


LL477 1 27. 1 8 : 2001M A Y 1 7 


1 


659 


forward 1 


TM 


Non-Cytosolic 


393 


LI:477127.18:2001MAY17 


660 


682 


forward 1 


TM 


Transmembrane 


393 


LI:477127.18:2001MAY17 


683 


752 


forward 1 


TM 


Cytosolic 


393 


LI:477127.18:2001MAY17 


753 


775 


forward 1 


TM 


Transmembrane 


393 


LI:477127.18:2001MAY17 


776 


1102 


forward 1 


TM 


Non-Cytosolic 


393 


LL477127.18:2001MAY17 


1 


664 


forward 2 


TM 


Non-Cytosolic 


393 


LI:477127.18:2001MAY17 


665 


687 


forward 2 


TM 


Transmembrane 


393 


LI:477127.18:2001MAY17 


688 


750 


forward 2 


TM 


Cytosolic 


393 


LI:477127.18:2001MAY17 


751 


773 


forward 2 


TM 


Transmembrane 


393 


LI:477127.18:2001MAY17 


774 


1102 


forward 2 


TM 


Non-Cytosolic 


393 


LI:477127.18:2001MAY17 


1 


135 


forward 3 


TM 


Cytosolic 


393 


LL477 127. 1 8:2001MAY17 


136 


158 


forward 3 


TM 


Transmembrane 


393 


T J :477 1 71 . 1 8 • 3001 M A Y 1 7 


159 


no? 


forward 3 


TM 


Non-Cytosolic 


394 


LI:480375.55:2001MAY17 


1 


740 


forward 3 


TM 


Non-Cytosolic 


394 


LI:480375.55:2001MAY17 


741 


763 


forward 3 


TM 


Transmembrane 


394 


LI:480375.55:2001MAY17 


764 


805 


forward 3 


TM 


Cytosolic 


395 


LI:480467.24:2001MAY17 


1 


146 


forward 3 


TM 


Cytosolic 


395 


LI:480467.24:2001MAY17 


147 


164 


* forward 3 


TM 


Transmembrane 


395 


LI:480467.24:2001MAY17 


165 


191 


forward 3 


TM 


Non-Cytosolic 


395 


LL480467.24:2001MAY17 


192 


214 


forward 3 


TM 


Transmembrane 


395 


LI:480467.24:2001MAY17 


215 


220 


forward 3 


TM 


Cytosolic 


395 


LI:480467.24:2001MAY17 


221 


238 


forward 3 


TM 


Transmembrane 


395 


LI:480467.24:2001MAY17 


239 


325 


forward 3 


TM 


Non-Cytosolic 
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BNSDOCID: <WO 02083876A2 I. > 



WO 02/083876 



PCT/US02/09921 



SEQ D NO: Template ID 

395 LI:480467.24:2001MAY17 

395 LI:480467.24:2001MAY17 

396 LI:480587.1:2001MAY17 
396 O:480587.1:2001MAY17 
396 LI:480587.1:2001MAY17 
396 0:480587 . 1 :200 1M AY 1 7 
396 LI:480587.1:2001MAY17 
396 LI:480587.1:2001MAY17 
396 0:480587. 1 :2001MAY 17 
396 LI:480587.1:2001MAY17 
396 LI:4S0587.1:2001MAY17 
396 LI:480587.1:2001MAY17 
396 LI:480587.1:2001MAY17 
396 LI:480587.1:2001MAY17 
396 LI:480587.1:2001MAY17 
396 LI:480587 . 1 :200 1MAY 1 7 
396 LI:480587.1:2001MAY17 
396 LI:480587.1:2001MAY17 
396 LI:480587.1:2O01MAY17 
396 LI:480587. 1:200 1MAY17 
396 O:480587.1:2001MAY17 
396 0:480587. 1:2001MAY 17 
396 O:480587.1:2001MAY17 
396 LI:480587.1:2001MAY17 
396 O:480587.1:2001MAY17 
396 LI:480587.1:2001MAY17 
396 LI:480587.1:2001MAY17 
396 LI:480587. 1 :2001MAY17 
396 0:480587. 1:2001MAY17 
396 LI:480587.1:2001MAY17 
396 LI:480587.1:2001MAY17 
396 LI:480587.1:2001MAY17 
396 LI:480587.1:2001MAY17 

396 0:480587. 1:2001MAY1 7 

397 LI:480798.13:2001MAY17 
397 LI:480798.13:2001MAY17 
397 LI:480798.13:2001MAY17 
397 O:480798.13:2001MAY17 
397 0:480798. 1 3 :200 1 MAY 17 
397 0:480798. 13 :2001MAY 17 
397 LI:480798.13:2001MAY17 
397 LI:480798.13:2001MAY17 
397 0:480798. 13:2001MAY17 
397 O:480798.13:2001MAY17 
397 O:480798.13:2001MAY17 
397 O:480798.13:2001MAY17 
397 0:480798. 13:2001MAY17 
397 0:480798. 13:2001MAY17 
397 O:480798.13:2001MAY17 
397 0:480798. 13:2001MAY17 
397 O:480798.13:2001MAY17 
397 U:480798.13:2001MAY17 
397 O:480798.13:2001MAY17 
397 LI:480798.13:2001MAY17 



TABLE 2 



Start 


Stnn 


Frame Domain Type 




343* 


fnrwarH *\ 


TM 


^44 


4S7 


fnrwarH 3 


TM 


1 

1 


95 


fnrwarH 1 
ivJl waiu i 


TM 




no 


"FnrwarH 1 

1U1 VV (XX KJ 1 


TM 


1 1Q 


157 
a«j / 


fnrwarrl 1 
AiJi waiu l 


TM 


iJO 


175 

1 ID 


1U1 w<uu A 


TM 


17A 
1 /O 


7^R 


AUI waiu l 


TM 


7^Q 


ZD 1 


rorwaru i 


TM 

J. 1YX 


7A7 

zoz 


77^ 
Z / D 


ioiwara i 


TM 


0*74 

Z t»r 


7QA 

zyo 


iorwara l 


TM 


707 
Zy / 


^or 

dUo 


rorwara i 


TM 




111 
DDI 


lorwara 1 


TMT 


DDI. 


RR£ 
ooD 


forward 1 


llVl 


50 / 


GAG 

yuy 


iorwaro i 


TM 


y lu 


y4z 


forward 1 


TM 




yoj 


forward 1 


TM 


yoo 




forward 1 


TM 


i rw(^ 


lUDo 


forward 1 


TM 


iuoy 


1H7H 
1U /U 


forward 1 


TM 


1U/1 




forward 1 


TM 


1 AO/1 

iuy 4 


iuy/ 


forward 1 


TM 
llVl 


i r\OQ 


1 1ZU 


forward 1 


TM 


1 1 O 1 


IZjD 


forward 1 


TM 
IJV1 


1 

1 


Lid 


forward 3 


TM 


z/o 


zyo 


forward 3 


TM 


zyy 


3U/ 


forward 3 


TM 

XSV1 


d\jo 


DDK) 


forward 3 


TM 


DDI 


A1A 
4Z4 


forward 3 


TM 


4Zj 


44 / 


forward 3 


TM 


AAQ 
44 IS 


bfDO 


forward 3 


TM 


y^y 


yo i 


forward 3 


TM 

1 1V1 


g^7 
yoz 


1 mi 

1U / D 


rorwara 3 


TM 


WY7A 
1U/4 


iuyo 


rorwaro j 


TM 


i no7 
iuy / 


M.DD 


forward 3 


TM 


i 


^07 

^yz 


torwara i 


TM 


jyj 


41 n 

41U 


iorwara l 


TM 


411 


^7 
DD / 


rorwara i 


TM 




JOU 


rorwara i 


TM 


JOl 


£7R 
0/0 


iorwara j 


TM 

1 AVI 


<7G 

o /y 


701 
/U 1 


rorwara i 


TM 

Jl JLVI 


/uz 


741 
/4 1 


iorwara i 


TM 

1 AVI 


1 
1 




iorwara z 


TM 

A AVI 


DOD 


^RH 


iorwara z 


A AVX 


**R1 
DO 1 




lorwaru 


TM 


**R7 
DO I 




iorwara 


TM 


41 n 

41VJ 


41 R 
Hi 0 


iorwara ^ 


TM 


41 0 

4 iy 


44 1 


iorwara z 


TM 

X At J, 


AA1 
44Z 


670 
O / V 


forward 2 


TM 


671 


693 


forward 2 


TM 


694 


741 


forward 2 


TM 


1 


360 


forward 3 


TM 


361 


380 


forward 3 


TM 


381 


391 


forward 3 


TM 


392 


411 


forward 3 


TM 



199 



Topology 
Transmembrane 
Cytosolic 
Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 
Cytosolic 
Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 



BNSDOCID: <WO 02083876A2 J_> 



WO 02/083876 



PCT/US02/09921 



TABLE 2 



SEQ D NO: 


Template ID 


Start 


Stop 


Frame 


Domain Type 


Topology 


397 


LI:480798.13:2001MAY17 


412 


420 


forward 3 


TM 


Non-Cytosolic 


397 


LI:480798.13:2001MAY17 


42 1 


443 


forward 3 


TM 


Transmembrane 


397 


LI:480798 . 1 3 :2001 MAY 1 7 


444 


476 


forward 3 


TM 


Cytosolic 


397 


LI:480798.13:2001MAY17 


477 


499 


forward 3 


TM 


Transmembrane 


397 


LI :480798. 1 3 :2001 MA Y 1 7 


500 


559 


forward 3 


• TM 


Non-Cytosolic 


397 


LI :4 80798 . 1 3 :200.1 MAY 1 7 


560 


579 


forward 3 


TM 


Transmembrane 


397 


LI:480798.13:2001MAY17 


580 


637 


forward 3 


TM 


Cytosolic 


397 


LI:480798.13:2001MAY17 


638 


656 


forward 3 


TM 


Transmembrane 


397 


LI:480798.13:2001MAY17 


657 


670 


forward 3 


TM 


Non-Cytosolic 


397 


LI:480798.13:2001MAY17 


671 


693 


forward 3 


TM 


Transmembrane 


397 


LI:480798.13:2001MAY17 


694 


740 


forward 3 


TM 


Cytosolic 


398 


LI:48 1 203. 14:2001MAY17 


1 


160 


forward 2 


TM 


Cytosolic 


398 


LI:48 1 203. 14:2001MA Y17 


161 


183 


forward 2 


TM 


Transmembrane 


398 


LI:481203.14:2001MAY17 


184 


1084 


forward 2 


TM 


Non-Cytosolic 


399 


LI:481237.11:2001MAY17 


1 


711 


forward 2 


TM 


Non-Cytosolic 


399 


LI:481237.11:2001MAY17 


712 


731 


forward 2 


TM 


Transmembrane 


399 


LI:481237.11:2001MAY17 


732 


811 


forward 2 


TM 


Cytosolic 


399 


LI:481237.11:2001MAY17 


812 


831 


forward 2 


TM 


Transmembrane 


399 


LI:48 1 237. 1 1 :2001MA Y17 


832 


844 


forward 2 


TM 


Non-Cytosolic 


400 


LI:48136S.12:2001MAY17 


1 


15 


forward 2 


TM 


Cytosolic 


400 


LI:481368.12:2001MAY17 


16 


38 


forward 2 


TM 


Transmembrane 


400 


LI:481368.12:2001MAY17 


39 


956 


forward 2 


TM 


Non-Cytosolic 


401 


LI:482301.8:2001MAY17 


1 


358 


forward 1 


TM 


Non-Cytosolic 


401 


LL482301 .8:2001MAY17 


359 


381 


forward 1 


TM 


Transmembrane 


401 


L1:482301.8:2001MAY17 


382 


409 


forward 1 


TM 


Cytosolic 


401 


LI:482301.8:2001MAY17 - 


410 


432 


forward 1 


TM 


Transmembrane 


401 


LI:482301.8:2001MAY17 


433 


.589 


forward 1 


TM 


Non-Cytosolic 


401 


LI:482301 .8:200 1MAY17 


. 590 


609 


forward 1. 


TM 


Transmembrane 


401 


LI:482301.8:2001MAY17 


610 . 


626 


forward 1 


TM 


Cytosolic 


401 


LI:482301.8:2001MAY17 


1 


361 


forward 2 


TM 


Non-Cytosolic 


401 


LI:482301.8:2001MAY17 


362 


384 


forward 2 


TM 


Transmembrane 


401 


LI:482301.8:2001MAY17 


385 


536 


forward 2 


TM 


Cytosolic 


401 


LI:48230L8:2001MAY17 


537 


559 


forward 2 


TM 


Transmembrane 


401 


LI:48230L8:2001MAY17 


560 


597 


forward 2 


TM 


Non-Cytosolic 


401 


LI:482301. 8:200 1MAY17 


598 


620 


forward 2 


TM 


Transmembrane 


401 


LI:482301.8:2001MAY17 


621 


625 


forward 2 


TM 


Cytosolic 


401 


LI :4 8230 1 . 8 :200 1M A Y 1 7 


1 


153 


forward 3 


TM 


• Non-Cytosolic 


401 


LL48230 1 . 8 :200 1M A Y 1 7 


154 


176 


forward 3 


TM 


Transmembrane 


401 


LI:482301.8:2001MAY17 


177 


333 


forward 3 


TM 


Cytosolic 


401 


LI:482301.8:2001MAY17 


334 


356 


forward 3 


TM 


Transmembrane 


401 


LL482301 .8:2001MAY17 


357 


360 


forward 3 


TM 


Non-Cytosolic 


401 


LI:482301.8:2001MAY17 


361 


383 


forward 3 


TM 


Transmembrane 


401 


LI:482301.8:2001MAY17 


384 


387 


forward 3 


TM 


Cytosolic 


401 


LI:482301.8:2001MAY17 


388 


410 


forward 3 


TM 


Trans membrane 


401 


LI:48230I.8:2001MAY17 


411 


625 


forward 3 


TM 


Non-Cytosolic 


402 


LI:482482.29:2001MAY17 


1 


168 


forward 1 


TM 


Cytosolic 


402 


LI:482482.29:2001MAY17 


169 


191 


forward i 


TM 


Transmembrane 


402 


LI:482482.29:200lMAYl7 


192 


386 


forward 1 


TM 


Non-Cytosolic 


402 


LI:482482.29:200lMAYl7 


1 


119 


forward 3 


TM 


Cytosolic. 


402 


LI:482482.29:200lMAYl7 


120 


142 


forward 3 


TM 


Transmembrane 


402 


LI:482482.29:200lMAYl7 


143 


385 


forward 3 


TM 


Non-Cytosolic 


403 


LI:758877.26:200lMAYl7 


1 


201 


forward 1 


TM 


Non-Cytosolic 


403 


LI:758877.26:200lMAYl7 


202 


224 


forward 1 


TM 


Transmembrane 


403 


LI:758877.26:200lMAYl7 


225 


265 


forward 1 


TM 


Cytosolic 



200 



WO 02/083876 



PCT/US02/09921 



TABLE 2 



SEQ D NO: 


Template ID 


Start 


Stop 


Frame 


Domain Type 


Topology 


403 


LI:758877.26:2001MAY17 


266 


288 


forward 1 


TM 


Transmembrane 


403 


LI:75 8 877.26 :200 1 MAY 1 7 


289 


711 


forward 1 


TM 


Non-Cytosolic 


403 


LI:758877.26:2001MAY17 


1 


205 


forward 2 


TM 


Cytosolic 


403 


LI:758877.26:2001MAY17 


206 " 


228 


forward 2 


TM 


Transmembrane 


403 


LI:75 8 87 7 .26 :200 1 M A Y 1 7 


229 


263 


forward 2 


TM 


Non-Cytosolic 


403 


LI:758877.26:2001MAY17 


264 


286 


forward 2 


TM 


Transmembrane 


403 


LI:758877.26:2001MAY17 


287 


290 


forward 2 


TM 


Cytosolic 


403 


LI:75 8 877 .26 :200 1 M A Y 1 7 


291 


313 


forward 2 


TM 


Transmembrane 


403 


LI:758877.26:2001MAY17 


314 


327 


forward 2 


TM 


Non-Cytosolic 


40^ 


LI:758877.26:2001MAY17 


328 


350 


forward 2 


TM 


Transmembrane 


403 


LI:758877.26:2001MAY17 


351 


485 


forward 2 


TM 


Cytosolic 


40^ 


LI:758877.26:2001MAY17 


486 


508 


forward 2 


TM 


Transmembrane 




Ll-758877 26'2001MAY17 


509 


586 


forward 2 


TM 


Non-Cytosolic 


403 


LI:758877.26:2001MAY17 


587 


609 


forward 2 


TM 


Transmembrane 


403 


LI:758877.26:2001MAY17 


610 


711 


forward 2 


TM 


Cytosolic 


403 


LI : 75 8 877 .26 :200 1 MAY 17 


1 


490 


forward 3 


TM 


Non-Cytosolic 


403 


LI:758877.26:2001MAY17 


491 


513 


forward 3 


TM 


Transmembrane 


403 


LT758877 26*2001MAY17 


514 


571 


forward 3 


TM 


Cytosolic 


403 


LI:758877.26:2001MAY17 


572 


594 


forward 3 


TM 


Transmembrane 


403 


LI*7 i 58877 262001MAY17 


595 


640 


forward 3 


TM 


Non-Cytosolic 


403 


T T-758877 26-2001MAY17 


641 


663 


forward 3 


TM 


Transmembrane 


403 


T T-758877 26*2001MAY17 


664 


710 


forward 3 


TM 


Cytosolic 


404 

tut 


11-791042 1-2001MAY17 


1 


455 


forward 3 


TM 


Non-Cytosolic 




1 1-791042 1-2001MAY17 


456 


478 


forward 3 


: TM 


Transmembrane 


404 


I T-791042 T2001MAY17 


479 


497 


forward 3 


TM 


Cytosolic 


404 


LI-791042 12001MAY17 


' 498- 


520 


forward 3 


TM 


Transmembrane 


404 


LI:79 1 042. 1 :200 1 M AY 17 


521 


550 


forward 3 


TM 


Non-Cytosolic 


405 


LI: 808999.26 :200 1 MAY 1 7 


1 


1475 


forward 3 


TM 


Non-Cytosolic 


40S 


LI-808999 ^6 2001 MAY 17 


1476 


1498 


forward 3 


TM. 


Transmembrane 


405 


LI:808999.26:2001MAY17 


1499 


1523 


forward 3 


TM 


Cytosolic 


405 


LI:808999.26:2001MAY17 


1524 1546 


forward 3 


TM 


Transmembrane 


405 


LI : 808999. 26: 200 1 MAY 1 7 


1547 


1565 


forward 3 


TM 


Non-Cytosolic 


405 


LI:808999.26:2001MAY17 


1566 


1588 


forward 3 


TM 


Transmembrane 


405 


LI: 808999.26 :200 1 MAY 17 


1589 


1846 


forward 3 


TM 


Cytosolic 


406 


LI*8 15715 10-2001MAY17 

JL~JX » \J X / J- w* » A V/ • mW *. ATX* *- X X * 


1 


355 


forward 1 


TM 


Non-Cytosolic 


406 


LI:815715.10:2001MAY17 


356 


378 


forward 1 


TM 


Transmembrane 


406 


LI:815715.10:2001MAY17 


379 


387 


forward 1 


TM . 


Cytosolic 


406 


LI:8 1 57 1 5 . 1 0:200 1 MAY 17 


1 


14 


forward 2 


TM 


Non-Cytosolic 


406 


LI:815715.10:2001MAY17 


15 


37 


forward 2 


TM 


Transmembrane 


406 


LI:8 157 15. 1 0:2001MAY17 


38 


305 


forward 2 


TM 


Cytosolic 


406 


LI:815715.10:2001MAY17 


306 


328 


forward 2 


TM 


Transmembrane 


406 


LI:8 15715. 10:2001 MAY17 


329 


337 


forward 2 


TM 


Non-Cytosolic 


406 


LI:815715.10:2001MAY17 


338 


360 


forward 2 


TM 


Transmembrane 


406 


LI:815715.10:2001MAY17 


361 


366 


forward 2 


TM 


Cytosolic 


406 


LI:815715.10:2001MAY17 


367 


384 


forward 2 


TM 


Transmembrane 


406 


LI:815715.10:2001MAY17 


385 


386 


forward 2 


TM 


Non-Cytosolic 


406 


LI:815715.10:2001MAY17 


1 


92 


forward 3 


TM 


Cytosolic 


406 


LI:815715.10:2001MAY17 


93 


115 


forward 3 


TM 


Transmembrane 


406 


LI:815715.10:2001MAY17 


116 


358 


forward 3 


TM 


Non-Cytosolic 


406 


Ll:8 157 15.1 0:200.1 MAY17 


359 


381 


forward 3 


TM 


Transmembrane 


406 


LI:8 157 15. 10:2001MAY17 


382 


386 


forward 3 


TM 


Cytosolic 


407 


LI:902980.16:2001MAY17 


1 


448 


forward 1 


TM 


Non-Cytosolic 


407 


LI:902980. !6:2001MAY17 


449 


471 


forward 1 


TM 


Transmembrane 


407 


LL902980. 1 6:2001 MAY 17 


472 


553 


forward 1 


TM 


Cytosolic 



201 



WO 02/083876 



PCT/US02/09921 



TABLE 2 



SEQ D NO: 


Template ID 


Start 


Stop 


Frame 


Domain Type 


Tr\nnl r\cr\i 
x 


407 


LL902980. 1 6:2001MA Y 1 7 


554 


576 


forward 1 


TU 
x xvx 


Trn n cmpmhrcin p> 
i i uiiaiiianui cine 


407 


LI-902980 16-2001MAY17 


577 


585 


fr»r\x/nrH 1 

x\Jl Well Ll X 


TU 
xivi 


iion-\— yiosoiic 


407 


LI : 902980. 1 6 : 200 1 MAY 1 7 


586 


608 


forward 1 

XV/X WclXlX X 


TM 
1 xvx 


1 lallMIlCUlDrdJlv*- 


407 


LT902980 162001MAY17 


609 


655 


ff\r*iX/5»rH 1 
lui waiu x 


1 IVI 


\_y losoiic 


407 


LL902980. 1 6:2001MA Y 1 7 


656 


678 


frvrwarH 1 


TM 

11V1 


1 lullMIlClUUl allC 


407 


LI-9(P980 16*2001 MAY 17 


67Q 

\J 1 7 


1 1Q6 

1 X 7U 


1UI WoxU 1 


TM 

lxVl 


iNon-i_.yiosoiic 


407 


LT902980 16^001MAY17 


1 
X 


415 


fr\TXxmrA 9 

lui WOlU 


TM 

1 IVJ 


in on -v_.y 10 s 01 1 _- 


407 


LI902980 162001MAY17 


416 


438 


friTYkmvfi 9 
1UX WdiCI _- 


TM 

11V1 


i ransinerriDrane 


407 


LI'902980 162001MAY17 


439 


JJ7 


firtrwsirH 9 
xwi wax u — - 


TM 


v_,yiosoiic 


407 


LI-902980 1 62001 MA Y1 7 


S60 


SR9 


iorwaia Z 


TM 
lxVl 


Transmembrane 


407 


LL902980 162001MAY17 


*;r^ 


SQ6 

J70 


■fr»rix/nr/*l 9 

jurvvara z 


TM 
lxVl 


lxTi*~\ f*_ % § f r\ c* f\ 1 1 **** 

iNon-^yiosonc 


407 


T T-9020K0 16-9001MAY17 

lwl l 7U^70U> 1 V_».__\JW XXYXiTi X 1 / 


**?07 

-»7 / 


Ol7 


rorwara z 


TM 
1 ivl 


Transmembrane 


407 


LI'902980 16*2001 MA VI 7 

J_«X.7\Jj— 70V/. X \J.£.\J\J XXYX-TY X i / 


69 n 


0_>7 


lurwaru z 


liVl 


Cytosolic 


407 


I T-902QR0 16*^001MAY17 

J_jX.7Wi.27 0V. X VJ._-VHJ XXVX_~_ XX/ 


D*f*u 


«f\l 

ooz 


iorwaro z 


TKA 


Transmembrane 


407 


LL902980 162001MAY17 


OOj 


U77 


iorwara z 


liVl 


Non-Cytosolic 


407 


T T-Q09QRO 16-9001MAY17 


700 
/UU 


/Zl 


forward 2 


1JVI 


Transmembrane 


*tu / 


T T-Q090RO 16*9001 MA VI 7 

X-»X._?U-w_70V7. X U*4W\Jv/ 1 XVl.r_ x 1/ 


799 


R1 £ 
o lu 


iorwarQ z 


TTVA 
IJV1 


Cytosolic 


407 


T T-902QSO 16-9001MAY17 

1jX.7U_.70u. X \J . ■£*\J\J x XVX/A XI/ 


R1 7 
oi / 


R34 


rorwaru z 


TM 
lxVl 


Trans mem brane 


407 


T T'Q09QRO 16*900iMAVi7 

1_.1.7U-.70U. lO.ZUUllVl/i, XX/ 


o_)_> 


o_>_» 


forward 2 


1JV1 


Non-Cytosolic 


407 


T T-Q090R0 16-9001MAY17 


o_>*+ 


R7A 


forward 2 


liVi 


Transmembrane 




T T-Q09QRO 16-9001MAV17 

i-1.7U«70U. 10.ZU01xYl/\ 11/ 


o/ / 


ooZ 


forward 2 




Cytosonc 


407 


T T-009QRO 1 6-9001M A V17 

1_1. 7VZ to U. lU.ZUUllVl/\ 11/ 


OOJ 




forward 2 


1M 


Transmembrane 


ACil 


T T-009QRO 1 f\*900iM A V1*7 
Li.7U_.70U. lO-ZUUllVl/n. 11/ 


yuo 




forward 2 


1M 


Non-Cytosolic 


A(Y7 


T T-Q09QRO 1 f»*9001M A V17 

l_X.7U-i.70V/. lO.ZlJVixVl/A 11/ 


i 


DDo 


forward 3 


TNA 
XM 


Non-Cytosolic 


ACil 


T T*Q090RO ifv9001MA VI 7 
L_.>W70U. J O.ZUUllVl/. 11/ 




Dol 


iorwara 3 


1M 


Transmembrane 




T TQ09QR0 16-9001MAV17 


jOZ 


ODD 


forward 3 


1JVI 


Cytosolic 


A(Y7 


T T-0O9QRO 16-9001MAV17 

l_-1.7"uZ70U. 1 O.ZUUlxVlr- 11/ 




O/o 


forward 3 


I ivl 


Transmembrane 


ACil 


T 1-9090RO 16-9001MAY17 

i_X.7u_70U. 1 V 1 IVirt. I 1 / 


D / 7 


R4H 


iorwara _? 


IJVI 


Non-Cytosolic 


4.07 


T T-Q090R0 16-9001MAV17 

iji.7U_70U. lU.iwllVlrt 11/ 


R41 

OHl 


oo_> 


forward 3 


IJVI 


Transmembrane 


407 


T T-0090RO 169001MAY17 

J— »X.7 W__70U. 1 VJ. X 1V1/-Y XI/ 


RA4 


R^O 

OU7 


forward 3 


IJVI 


Cytosolic 


407 


T T-Q090R0 16-9001MAY17 

1j1.7U_70U. 1 U -_^UU 1 IVIrt 11/ 


R70 
o / u 


RQ9 

07Z 


iorwara _> 


iJVl 


Transmembrane 


407 


T T-Q090RO 16-9001MAY17 

Ltl.7U_70v. 1 U.ZVJU lXYl/lk 11/ 


07_) 


1UUZ 


forward 3 


1M 


Non-Cytosolic 


407 


T T-902QRO 169001MAY17 

J_X.7U_70w. iU._.V/UllVlr_ 11/ 


ino^ 

IUUj 


1UZJ 


iorwara o 


TTV/T 

IJVI 


Transmembrane 


407 
*tu / 


T T*Q090R0 1 6*9001 M A Y1 7 

Xj1.7U670v. X \J . _.\_/U 1 XVl/-\ XI/ 


109£ 


1 044 


forward 3 


T\Vl 
llvl 


Cytosolic 


407 


LI-902980 16*2001 MAY 17 


xuhj 


10^7 
1UO / 


rorwara ~> 


IJVI 


Transmembrane 


407 


LL902980 16-2001MAY17 

J— 'X. 7UA,70U. X \J *£»\J\J XXVXJ - . X X / 


iUOO 


7 lO/=*i 

1 1 7D 


iorwara _> 


TM 

xxVI 


Non-Cy tosol ic 


408 


LT'903106 25-9001MAY17 

XjX.7UJi7U.-.J._VJUllVl/\ X 1/ 


1 

1 


R90 

OZ7 


t_*-\^% _./*__ T 

iorwara z 


TTV/f 
IJVI 


Non-Cytosolic 


408 


LI-903196 25-9001MAY17 

XJX.7v«>17u._.-'.»>UV/liVlrV X 1 / 


R^O 


RS9 
oDZ 


iorwara z 


TM 
lxVl 


Transmembrane 


408 


LI-903196 25 2001MAY17 


RSI 


OUH 


iorwara z 


TM 
llvl 


Cytosolic 


408 


LI903196 25 2001MAY17 

J— iX< ^\J*J X 7 W.__— r • — « W 1 *t1/\ XX/ 


R6S 


RR4 

00*+ 


iorwara z 


TM 
llvl 


Transmembrane 


408 


LI-903196 25 2001MAY17 


OOJ 


090 

7- 


luiwdra z 


TM 


Non-Cytosolic 


408 


LL903196 25-2001MAY17 

x-#x « _x v_/ ^ x v_j * «— ' • w w i i»i/x XX/ 


921 

7_- X 


043 

7HJ 


lOI WaTU 


TM 

1 XVI 


Transmembrane 


408 


LI-903196 25 2001MAY17 

x_rx m s i/u.A.j._<v/vii v in xx/ 


044 


1994 

1ZZ*+ 


iorwara z 


TM 
llvl 


Cytosolic 


409 


LL9039 14. 10:2001 MAY 17 


1 

X 


41 5 


■f rvr\x/ a t"H 9 
XL/J Well Ll __ 


TM 

lxVl 


i>on~v_,yiosoiic 


409 


LI-903914 10-2001MAY17 


416 


43 S 
*+_»_> 


iorwara z 


TM 

11V1 


Transmembrane 


409 


LI-903914 10*2001 MAY 17 


436 


664 


iorwara z 


TM 

11V1 


*i_.yiosoiic 


409 


LI903914 1O2001MAY17 

X»#X - .X V _✓ X «^ ♦ * v *■ V V/ A * ▼ X_rV XX/ 


66S 


6R7 

\JO / 


ivji wd.ru £. 


TM 

I1V1 


i ransmemorane 


409 


LI-903914 102001MAY17 


6RR 
uoo 


701 


iorwara z 


TM 
llvl 


in on y los o 1 1 c 


409 


LI:903914.10:2001MAY17 


702 


724 


forward 2 


TM 


Transmembrane 


409 


LI:903914.10:2001MAY17 


725 


743 


forward 2 


TM 


Cytosolic 


409 


LL903914. 1 0:200 1 MAY 1 7 


744 


766 


forward 2 


TM 


Transmembrane 


409 


LL9039 1 4. 1 0:2001 MAY 1 7 


767 


1664 


forward 2 


TM 


Non-Cytosolic 


409 


LL9039 1 4. 1 0: 200 1 MAY 1 7 


1 


668 


forward 3 


TM 


Non-Cytosolic 


409 


LL9039 14.1 0:2001 MAY17 


669 


691 


forward 3 


TM 


Transmembrane 



202 



BNSDOCID: <WO 02083876A2_L > 



WO 02/083876 



PCT/US02/09921 



SEQ D NO: 


Template ID 


409 


LI:903914.10:2001MAY17 


409 


LI:903914.10:2001MAY17 


409 


LI:903914.10:2001MAY17 


409 


LI:903914.10:2001MAY17 


409 


U:903914.10:2001MAY17 


410 


LG:0O6764.2:2001JUN22 


410 


LG:006764.2:2001JUN22 


410 


LG:006764.2:2001JUN22 


410 


LG:006764.2:2001JUN22 


410 


LG:006764.2:2001JUN22 


410 


LG:006764.2:2001JUN22 


410 


LG:0O6764.2:2001JUN22 


410 


LG:006764,2:2001JUN22 


410 


LG:006764.2:2001JUN22 


410 


LG:006764.2:2001JUN22 


410 


LG:006764.2:2001JUN22 


410 


LG:006764.2:2001JUN22 


410 


LG:006764.2:2001JUN22 


410 


LG:006764.2:2001JUN22 


410 


LG:006764.2:2001JUN22 


410 


LG:006764.2:2001JUN22 


410 


LG:006764.2:2001JUN22 


410 


LG:006764.2:2001JUN22 


410 


LG:006764.2:2001JUN22 


410 


LG:006764.2:2001JUN22 


410 


LG:006764.2:2001JUN22 


410 


LG:006764.2:2001JUN22 


410 


LG:O06764.2:2O01JUN22 


410 


LG:006764.2:2001JUN22 



410 LG:006764.2:2001JUN22 

41 1 LG:014704.8:2001 JUN22 
41 1 LG:014704.8:2001 JUN22 
411 LG:014704.8:2001JUN22 
411 LG:014704.8:2001JUN22 
411 LG:014704.8:2001JUN22 
41 1 LG:014704.8:2001 JUN22 
411 LG:014704.8:2001JUN22 
411 LG:014704.8:2001JUN22 
41 1 LG:014704.8:2001 JUN22 
41 1 LG:014704.8:2001 JUN22 
41 1 LG:014704.8:2001 JUN22 
411 LG:014704.8:2001 JUN22 
41 1 LG:014704.8:2001 JUN22 
41 1 LG:014704.8:2001 JUN22 
41 1 LG:014704.8:2001 JUN22 
411 LG:014704.8:2001JUN22 
411 LG:014704.8:2001JUN22 
411 LG:014704.8:2001JUN22 
41 1 LG :0 1 4704. 8 :200 1 JUN22 
411 LG:014704.8:2001JUN22 
411 LG:014704.8:2001JUN22 
411 LG:014704.8:2001JUN22 
411 LG:014704.8:2001JUN22 
411 LG:014704.8:2001JUN22 



TABLE 2 



Start Stop Frame Domain Type 



692 


S41 


forward 3 


TM 


842 


864 


forward 3 


TM 


865 


1579 


forward 3 


TM 


1580 


1602 


forward 3 


TM 


1603 


1663 


forward 3 


TM 


1 


139 


forward 1 


TM 


140 


162 


forward 1 


TM 


163 


181 


forward 1 


TM 


182 


204 


forward 1 


TM 


205 


479 


forward 1 


TM 


•480 


502 


forward 1 


TM 


503 


511 


forward 1 


TM 


512 


534 


forward 1 


TM 


535 


539 


forward 1 


TM 


1 


441 


forward 2 


TM 


442 


464 


forward 2 


TM 


465 


484 


forward 2 


TM 


485 


507 


forward 2 


TM 


508 


538 


forward 2 


TM 


1 


86 


forward 3 


TM 


87 


109 


forward 3 


TM 


110 


142 


forward 3 


TM 


143 


165 


forward 3 


TM 


166 


184 


forward 3 


TM 


185 


207 


forward 3 


TM 


208 


472 


forward 3 


( . TM 


473 


495 


forward 3 


. ' TM 


496 


509 


forward 3 


TM 


510 


532 


forward 3 


TM 


533 


538 


forward 3 


TM 


1 


30 


forward 1 


TM 


31 


53 


forward 1 


TM 


54 


72 


forward 1 


TM 


73 


95 


forward 1 


TM 


96 


467 


forward 1 


TM 


468 


485 


forward 1 


TM 


486 


517 


forward 1 


TM 



518 540 forward 1 TM 

541 568 forward 1 TM 

569 591 forward 1 TM 

592 647 forward 1 TM 

1 505 forward 2 TM 

506 523 forward 2 TM 

524 560 forward 2 TM 

561 583 forward 2 TM 

584 646 forward 2 TM 

1 133 forward 3 TM 

134 151 forward 3 TM 

152 165 forward 3 TM 

166 184 forward 3 TM 

185 196 forward 3 TM 

197 219 forward 3 TM 

220 233 forward 3 TM 

234 256 forward 3 TM 
203 



Topology 
Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 
Cytosolic 
Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 



BNSDOCID: <WO 02083876A2_I_> 



WO 02/083876 



PCT/US02/0992J 



SEQDNO: Template ID 


Start 


41] 


LG:014704.8:2001JUN22 


257 


411 


LG:014704.8:2001JUN22 


306 


411 


LG:0 14704.8:2001 JUN22 


329 


411 


LG:014704.8:2001JUN22 


351 


411 


LG:014704.8:2001JUN22 


374 


411 


LG:014704.8:2001JUN22 


394 


411 


LG:01 4704.8:2001 JUN22 


414 


411 


LG:014704.8:2001JUN22 


468 


411 


LG:014704.8:2001JUN22 


486 


411 


LG:014704.8:2001JUN22 


492 


411 


LG:014704.8:2001JUN22 


515 


411 


LG:014704.8:2001JUN22 


565 


411 


LG:014704.8:2001JUN22 


585 


412 


LG: 1447607.7:2001 JUN22 


1 


412 


LG: 1447607.7:2001 JUN22 


73 


412 


LG: 1447607.7:2001 JUN22 


96 


412 


LG: 1447607.7:2001 JUN22 


337 


412 


LG: 1447607.7:2001 JUN22 


360 


412 


LG:1447607.7:2001JUN22 


407 


412 


LG: 1447607.7:2001 JUN22 


430 


412 


LG: 1447607.7:2001 JUN22 


1 


412 


LG: 1447607.7:2001 JUN22 


21 


412 


LG: 1447607.7:2001 JUN22 


44 


412 


LG: 1447607 .7:2001 JUN22 


73 


412 


LG:1 447607.7:2001 JUN22 


93 


412 


LG:1447607.7:2001JUN22 


277 


412 


LG: 1447607.7:2001 JUN22 


300 


412 


LG: 1447607.7:2001 JUN22 


324 


-412 


LG: 1447607 .7 :200 1JUN22 


347 


412 


LG: 1447607.7:2001 JUN22 


408 


412 


LG; 1 447607.7:2001 JUN22 


431 


412 


LG: 1447607 .7:2001 JUN22 


450 


412 


LG: 1447607.7:2001 JUN22 


473 


412 


LG: 1447607.7:2001 JUN22 


695 


412 


LG:1447607.7:2001JUN22 ' 


718 


412 


LG: 1447607.7:2001JUN22 


1 


412 


LG: 1447607.7:2001 JUN22 


20 


412 


LG: 1447607.7:2001 JUN22 


40 


412 


LG: 1447607.7:2001 JUN22 


335 


412 


LG: 1447607.7:2001 JUN22 


358 


412 


LG: 1447607.7:2001JUN22 


382 


412 


LG: 1447607.7:2001 JUN22 


405 


412 


LG: 1447607.7:2001 JUN22 


424 


412 


LG: 1447607 7*9Hm TTTM^o 


447 


412 


LG: 1447607.7:2001 JUN22 


700 


.412 


LG: 1447607 .7:2001 JUN22 


723 


413 


LG: 1455032.3:2001 JUN22 


1 


413 


LG:1455032.3:2001JUN22 


152 


413 


LG: 1455032.3:2001 JUN22 


175 


413 


LG:1455032.3:2001JUN22 


245 


413 


LG : 1 455032.3 :200 1JUN22 


265 


413 


LG: 1 455032. 3 :200 1 JUN22 


1 


413 


LG: 1455032.3:2001 JUN22 


135 


413 


LG:1455032.3:2001JUN22 


158 
204 



2 



Stop 


Frame 


Domain Type 


Topology 


305 


forward 3 


TM 


Cytosoiic 


328 


forward 3 


TM 


Transmembrane 


350 


forward 3 


TM 


Non-Cytosolic 


373 


forward 3 


TM 


Transmembrane 


393 


forward 3 


TM 


Cytosoiic 


413 


forward 3 


TM 


Transmembrane 


467 


forward 3 


TM 


Non-Cytosolic 


485 


forward 3 


TM 


Transmembrane 


491 


forward 3 


TM 


Cytosoiic 


514 


forward 3 


TM 


Transmembrane 


564 


forward 3 


TM 


Non-Cytosolic 


584 


forward 3 


TM 


Transmembrane 


646 


forward 3 


TM 


Cytosoiic 


72 


forward 1 


TM 


Cytosoiic 


95 


forward 1 


TM 


Transmembrane 


336 


forward 1 


TM 


Non-Cytosolic 


359 


forward I 


TM 


Transmembrane 


406 


forward 1 


TM 


Cytosoiic 


429 


forward 1 


TM 


Transmembrane 


760 


forward 1 


TM 


Non-Cytosolic 


20 


forward 2 


TM 


Cytosoiic 


43 


forward 2 


TM 


Transmembrane 


72 


forward 2 


TM 


Non-Cytosolic 


92 


forward 2 


TM 


Transmembrane 


276 


forward 2 


TM 


Cytosoiic 


299 


forward 2 


TM 


Transmembrane 


323 


forward 2 


TM 


Non-Cytosolic 


346 


forward 2 


TM 


Transmembrane 


407 


forward 2 


TM 


Cytosoiic 


430 


forward 2 


TM 


Transmembrane 


449 


forward 2 


TM 


Non-Cytosolic 


472 


forward 2 


TM 


Transmembrane 


694 


forward 2 


TM 


Cytosoiic 


717 


forward 2 


TM 


Transmembrane 


759 


forward 2 


TM 


Non-Cytosolic 


19 


forward 3 


TM 


Cytosoiic 


39 


forward 3 


TM 


Transmembrane 


334 


forward 3 


TM 


Non-Cytosolic 


357 


forward 3 


TM 


Transmembrane 


381 


forward 3 


TM 


Cytosoiic 


404 


forward 3 


TM 


Transmembrane 


423 


forward 3 


TM 


Non-Cytosolic 


446 


forward 3 


TM 


Transmembrane 




*Vx. A 1 

a vi w at u ~* 




Cytosoiic 


722 


forward 3 


TM 


Transmembrane 


759 


forward 3 


TM 


Non-Cytosolic 


151 


forward 1 


TM 


Cytosoiic 


174 


forward 1 


TM 


Transmembrane 


244 


forward 1 


TM 


Non-Cytosolic 


264 


forward 1 


TM 


Transmembrane 


396 


forward 1 


TM 


Cytosoiic 


134 


forward 2 


TM 


Cytosoiic 


157 


forward 2 


TM 


Transmembrane 


166 


forward 2 


TM 


Non-Cytosolic 



WO 02/083876 



PCT/US02/09921 



SEQ D NO: Template ID 

413 LG:1455032.3:2001JUN22 

413 LG : 1 455032.3 :200 1 JUN22 

413 LG: 14550323:2001 JUN22 

413 LG : 1 455032.3 :200 1 JUN22 

413 LG:1455032.3:2001JUN22 

413 LG:1455032.3:2001JUN22 

413 LG:1455032.3:2001JUN22 

414 LG:1501898.1 8:2001 JUN22 
414 LG:1501898.18:2001JUN22 

414 LG:1501898.18:2001JUN22 

415 LG:1502692.5:2001JUN22 
415 LG : 1 502692 .5 :200 1 JUN22 
415 LG:1502692.5:2001JUN22 
415 LG:1502692.5:2001JUN22 
415 LG:1502692.5:2001JUN22 
415 LG: 1502692.5 :2001JUN22 
415 LG: 1502692.5:2001 JUN22 
415 LG:15O2692.5:2001JUN22 
415 LG:1502692.5:2001JUN22 
415 LG: 1502692.5:2001 JUN22 
415 LG: 1502692.5:2001 JUN22 
415 LG:1502692.5:2001JUN22 
415 LG: 1502692.5:2001 JUN22 
415 LG: 1502692.5:2001 JUN22 
415 LG:1502692.5:2001JUN22 

- 415 LG:1502692.5:2001JUN22 

415 LG:1502692.5:2001JUN22 

415 LG:1502692.5:2001JUN22 

415 LG:1502692.5:2001JUN22 

415 LG:1502692.5:2001JUN22 

415 LG:1502692.5:2001JUN22 

415 LG: 1502692.5:2001 JUN22 

415 LG: 1502692.5 :200 1 JUN22 

415 LG: 1 502692.5 :200 1 JUN22 

415 LG:1502692.5:2001JUN22 

4 1 6 LG:208949. 8:200 1 JUN22 
4 1 6 LG:208949.8:2001 JUN22 
416 LG:208949.8:2001JUN22 
416 LG:208949.8:2001JUN22 
416 LG:208949.8:2001JUN22 
4 1 6 LG:208949. 8:200 1 JUN22 
416 LG:208949.8:2001JUN22 
416 LG:208949.8:2001JUN22 
416 LG:208949.8:2001JUN22 
416 LG:208949.8:2001JUN22 

416 LG:208949.8:2001JUN22 

417 LG:24050 1 . 1 0:2001 JUN22 
417 LG:240501. 10:2001 JUN22 
417 LG:24050 1 . 1 0:200 1 JUN22 
417 LG:24050 1 . 1 0:200 1 JUN22 
4 1 7 LG :24050 1 . 1 0:200 1 JUN22 
4 1 7 LG:24050 1 . 1 0:200 1 JUN22 
4 17 LG:24050 1 . 1 0:200 1 JUN22 
417 LG:240501 . 1 0:2001 JUN22 



TABLE 2 

Start Stop 
167 184 
185 396 



1 



164 



165 187 

188 274 

275 297 

298 395 



1 

7 

30 
1 



6 

29 
357 
178 



179 201 

202 213 

214 236 

237 255 

256 273 

274 327 

328 347 

348 359 

1 129 

130 152 

153 224 

225 247 

248 258 

259 276 

277 330 

331 350 

351 359 



1 

45 
68 



44 
67 
166 



167 189 

190 209 

210 232 

233 358 

1 177 

178 200 

201 219 

220 237 

238 253 

1 161 

162 184 

185 253 
1 223 

224 246 

247 252 

1 112 

113 135 

136 138 

139 161 

162 167 

168 185 

186 215 
216 235 

205 



Frame 
forward 2 
forward 2 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 2 
forward 2 
forward 2 
forward 3 
forward 3 
forward 3 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 



Domain Type 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 



Topology 
Transmembrane 
Cytosolic 
Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 
Cytosolic 
Cytosolic 
Transmembrane 
Non-Cytosolic 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 
Cytosolic 
Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 
Cytosolic 
Cytosolic 
Transmembrane 
Non-Cytosolic 

Cytosolic 
Transmembrane 
Non-Cytosolic 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 



BNSDOCID: <WO 02083876A2.J. > 
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SEQ D NO: Template ID 


Start 


417 


LG:240501 . 1 0:2001 JUN22 


236 


417 


LG:240501 . 1 0:2001 JUN22 


242 


417 


LG:24050 1 . 1 0:200 1 JUN22 


265 


417 


LG:24050 1 . 1 0:2001 JUN22 


268 


417 


LG:24050 1 . 1 0:2001 JUN22 


291 


417 


LG:24050 1 . 1 0:200 1 JUN22 


1 


417 


LG:240501. 10:2001 JUN22 


107 


417 


LG:24050 1 . 1 0:200 1 JUN22 


130 


417 


LG:240501 . 1 0:200 1JUN22 


139 


417 


LG:24050 1 . 1 0:200 1 JUN22 


162 


417 


LG:24050 1 . 1 0: 200 1 JUN22 


216 


417 


LG:24050L 1 0:200 1JUN22 


234 


417 


LG:240501 . 1 0:2001 JUN22 


1 


417 


LG:24050L 10:2001 JUN22 


68 


417 


LG:240501 ,1 0:2001 JUN22 


91 


417 


LG:24050L 1 0:2001 JUN22 


110 


417 


LG:240501. 10:2001 JUN22 


133 


417 


LG:24050 1 . 1 0:200 1 JUN22 


139 


417 


LG:240501 . 1 0:2001 JUN22 


162 


417 


LG:240501.10:2001JUN22 


216 


417 


LG:240501 . 1 0:2001 JUN22 


235 


417 


LG:240501 .10:200 1 JUN22 


241 


417 


LG:240501 . 1 0:200 1 JUN22 


264 


417 


. LG:240501.10:2001JUN22 


323 


417 


LG:240501.10:2001JUN22 


346 


418 


LG:329228.27:2001JUN22 


1 


418 


LG:329228 .27:200 1 JUN22 


262 


418 


LG:329228.27:2001JUN22 


285 


418 


LG:329228.27:2001JUN22 


291 


418 


LG:329228.27:200UUN22 


314 


418 


LG:329228.27:2001JUN22 


1 


418 


LG:329228.27:2001JUN22 


264 


418 


LG:329228.27:2001JUN22 


287 


418 


LG:329228.27:2001JUN22 


1 


418 


LG:329228.27:2001JUN22 


221 


418 


LG:329228.27:2001JUN22 


244 


418 


LG:329228.27:2001JUN22 


255 


418 


LG:329228.27:200 1 JUN22 


275 


419 


LG:337056. 1 1 :2001 JUN22 


1 


419 


LG:337056. 1 1 :200 1 JUN22 


21 


419 


LG:337056. 1 1 :2001 JUN22 


44 


419 


LG:337056.1 1:2001 JUN22 


63 


419 


LG:337056.1 1:200 1JUN22 


86 


419 


LG:337056. 11 :200 1 H TN?9 


132 


419 


LG:337056.1 1 :2001 JUN22 


155 


420 


LG:346663.9:2001JUN22 


1 


420 


LG:346663.9:2001JUN22 


304 




iaj. J4ooo3. 9:2001 J UN22 


327 


420 


LG:346663.9:2001JUN22 


33o 


420 


LG:346663.9:2001JUN22 


361 


420 


LG:346663.9:2001JUN22 


389 


420 


LG:346663.9:2001JUN22 


407 


420 


LG:346663.9:2001 JUN22 


418 


420 


LG:346663.9:2001JUN22 


441 
206 



2 



Stop 


Frame 


Domain Type 


Topology 


241 


forward 1 


TM 


Cytosolic 


264 


forward 1 


TM 


Transmembrane 


267 


forward 1 


TM 


Non-Cytosolic 


290 


forward 1 


TM 


Transmembrane 


413 


forward 1 


TM 


Cytosolic 


106 


forward 2 


TM 


Cytosolic 


129 


forward 2 


TM 


Transmembrane 


138 


forward 2 


TM 


Non-Cytosolic 


161 


forward 2 


TM 


Transmembrane 


215 


forward 2 


TM 


Cytosolic 


233 


forward 2 


TM 


Transmembrane 


413 


forward 2 


TM 


Non-Cytosolic 


67 


forward 3 


TM 


Cytosolic 


90 


forward 3 


TM 


Transmembrane 


109 


forward 3 


TM 


Non-Cytosolic 


132 


forward 3 


TM 


Transmembrane 


138 


forward 3 


TM 


Cytosolic 


161 


forward 3 


TM 


Transmembrane 


215 


forward 3 


TM 


Non-Cytosolic 


234 


forward 3 


TM 


Transmembrane 


240 


forward 3 


TM 


Cytosolic 


263 


forward 3 


TM 


Transmembrane 


322 


forward 3 


TM 


Non-Cytosolic 


345 


forward 3 


TM 


Transmembrane 


412 


forward 3 


TM 


Cytosolic 


261 


forward 1 


TM 


Non-Cytosolic 


284 


forward 1 


TM 


Transmembrane 


290 


forward 1 


TM 


Cytosolic 


313 


forward 1 


TM 


Transmembrane 


509 


forward 1 


TM 


Non-Cytosolic 


263 


forward 2 


TM 


Cytosolic 


286 


forward 2 


TM 


Transmembrane 


509 


forward 2 


TM 


Non-Cytosolic 


220 


forward 3 


TM 


Non-Cytosolic 


243 


forward 3 


TM 


Transmembrane 


254 


forward 3 


TM 


Cytosolic 


274 


forward 3 


TM 


Transmembrane 


508 


forward 3 


TM 


Non-Cytosolic 


20 


forward 2 


TM 


Cytosolic 


43 


forward 2 


TM 


Transmembrane 


62 


forward 2 


TM 


Non-Cytosolic 


85 


forward 2 


TM 


Transmembrane 


131 

154 


forward 2 


TM 


Cytosolic 


v-» » m wsJ O 
AVS4. CfUlU L 


JL1V1 


Transmembrane 


227 


forward 2 


TM 


Non-Cytosolic 


303 


forward 1 


TM 


Non-Cytosolic 


326 


forward 1 


TM 


Transmembrane 


337 


forward 1 


TM 


Cytosolic 


360 


forward 1 


TM 


Transmembrane 


388 


forward 1 


TM 


Non-Cytosolic 


406 


forward 1 


TM 


Transmembrane 


417 


forward 1 


TM 


Cytosolic 


440 


forward 1 


TM 


Transmembrane 


445 


forward 1 


TM 


Non-Cytosolic 



WO 02/083876 



PCT/US02/09921 



TABLE 2 



<\Fn n no- 


TemDlate ID 


Start 


Stop 


Frame 


Domain Type 


Topology 


490 


LG-346663 9-2001JUN22 


1 


310 


forward 2 


TM 


Non-Cytosolic 


*+Z.V/ 


LG-346663 9-2001JUN22 


311 


333 


forward 2 


TM 


Transmembrane 


490 


LG-346663 9-2001JUN22 


334 


445 


forward 2 


TM 


Cytosolic 


490 
*+zu 


T 0*346663 9 1 2001JUN22 


1 


302 


forward 3 


TM 


Cytosolic 


490 


LG-346663 9*2001JUN22 


303 


325 


forward 3 


TM 


Transmembrane 


AO O 


T fi-346663 9-9001 JUN22 


326 


334 


forward 3 


TM 


Non-Cytosolic 


49 n 


T fr-346663 9-9001 JUN22 


335 


357 


forward 3 


TM 


Transmembrane 


49 n 

*+ZU 


T G-34fifi63 9*9001 JUN22 


358 


363 


forward 3 


• TM 


Cytosolic 


A90 


T n-^4Afi^ 0*9001 TTIN22 


364 


386 


forward 3 


TM 


Transmembrane 


AO(\ 
4ZU 


T Cl'IA.A&M O-9O01 TTTN99 


387 


400 


forward 3 


TM 


Non-Cytosolic 


/ion 
4ZU 


T *T*'*i46AA'*l Q-9001TTTM99 
juo . 3 4000 jj.y .zvuaj "u in zz 


401 


423 


forward 3 


TM 


Transmembrane 


/ion 
4zU 


T ri^AM/ft 0*9001 TTTNT99 


424 


445 


forward 3 


TM 


Cytosolic 


/I O 1 


T n*"7Aa^ft£ 9»9001TTTM99 


1 


152 


■forward 1 


TM 


Non-Cy tosol ic 


4Z1 


T 9-9001 TTTN99 


153 


175 


forward 1 


TM 


Transmembrane 


4zl 


T n'TAC^^S^i 9*9001 TTTW99 


176 


195 


forward 1 


TM 


Cvto*;olic 


/lO 1 
4ZI 


T f1»*7fift-^Rfi 9-9001TTTW99 


I 


142 


forward 3 


TM 


Cvtosolic 


/IT 1 

4Z1 


T fV7fiR**\^£A 9*9001 TTTM99 


143 


165 


forward 3 


TM 


Transmembrane 


/to 1 
4zl 


T n-9AR*»^RA 9*90OlTTTM99 


166 


194 


forward 3 


TM 


Non-Cytosolic 


4ZZ 


T Cl*A{\TT\(\ 1 ^^9001 TTTM99 
JULJ.4U/ / jU. J. UiNZZ 


i 


14 

X *T 


forw^ril 1 

X\JX YV CU U X 


TM 


Non-Ovtosolic 


422 


LAj'4U/ /3U.13.ZUU1JU1NZZ 


i s 

XJf 


34 


fAf«/ n rH 1 
lUl wm u i 


TM 

X XVI 


Transmembrane 

X 1 ClllOll lull 1 L/l tlliv 


/too 
422 


L\j.*t\)J /3U.13.2UU1J UiN ZZ 


3S 


163 


iV»r\A/5»rH 1 

lUlWalU 1 


TM 

X xvx 


Cvto«?olic 


422 


1Aj*4v/ /3vJ. 13. ZUU1 J UiN ZZ 


i 

X 


14 


AVJl Well ix J 


TM 

x xvx 


Non-Cvtosolic 


/too 
422 


t n-Arnnics 1 *^*9nni TTTM99 

LAJ.4U/ I jU. JL -J. ZUU1 J UINZZ 


1 * 

X J 


37 


■forwarH 3 


TM 


Transmembrane 


422 


JLAJ.4U/ /3U. 13.ZUU1JU1NZZ 


3R 


162 


HJl w al vi J 


TM 

X xvx 


Cvtosolic 


423 


JL.vj.U2D*tOD.J.ZUUl J U IN ZZ 


1 
i 


491 


■fnrw si rH 1 


TM 


Non-Cvtosol ic 


423 


l^kjivzo^od ,d t^yj\j 1 j uinzz 


499 


AAA 


■forwarH 1 

X \Ji w <X1 u X 


TM 


Transmembrane 

X X UlfJXIlvll tU/l Ul Iw 


423 


T n^CiO^Afi^ ^ -9001 TTTM99 


44S 


500 


■Fr»rwnrfl 1 


TM 


Cvtosolic 


423 


T fl-fl9^4£*\ ^•9001TTT1SI99 


501 


523 


•forwarH 1 

1 Ul W Cll IX X 


TM 


Transmembrane 


A 

423 


T d'HO^Afi^ ^■9001TTTW99 




708 


forward 1 


TM 


Non-Cytosolic 


424 


T n«nS4*»0Q 14*9001 TTTM99 


1 
1 


432 


forward 1 


TM 


Non-Cytosolic 


* 424 


T f^-n^^OQ 1 4*9001 TTTNT99 


433 


455 


forwarrl 1 

X UJ VV cu \X X 


TM 


Transmembrane 


AO A 
4Z4 


T n«0^4^0Q 14*9O01 TTTM99 


456 


567 


forward 1 


TM 


Cytosolic 


494 
4Z4 


T fV054S0Q 14-9001 TTW9 


568 


590 


forward 1 


TM 


Transmembrane 


AO A 
4Z4 


T n«0^4*^0Q 14-9001 TTTM99 

L^KJ t\JJ tm TtJKJ^ . X'-Tt£'\J\J i- J 


591 


642 


forward 1 

X Ul ™ (XX \X X 


TM 


Non-Cytosolic 


4Z4 


T n-0*?4^0Q 14-9O01 TTTTSI99 


643 


665 


forward 1 

X Ul VT CU V-» Jl 


TM 


Transmembrane 


4Z4 


t ri-O^^OQ 14*9001 TTTM99 


666 


717 


forward 1 


TM 


Cytosolic 


AOA 
4Z*f 


T r;*0^4S0Q 1 4-9001 TTTM99 


71 R 

/ ID 


740 


forward 1 

k V71 vv CU \X J. 


TM 


Transmembrane 


AO A 


T n«0*%4^00 14-9001 TTIN99 


741 


752 


forward 1 

1U1 " 14I\* 3. 


TM 


Non-Cytosolic 


4Z4 




753 


775 


forward 1 

1U1 VV CU \X X 


TM 


Trans mem bra ne 


494 
4Z4 


T f;*O^4S00 14*9001 TTTM99 


^76 


938 


forward 1 


TM 


Cytosolic 


494 


T n-0S4^09 1 4*2001 JUN22 


939 


961 


forward 1 

TV Ui \-* X 


TM 


Transmembrane 


494 


T n*OS4*50Q 1 4-2001 JUN22 


962 


975 


forward 1 


TM 


Non-Cytosolic 


494 


T rvOS4SOQ 1 4-9001 T1JN99 


976 


998 


forward 1 

1U1 W III u X 


TM 


Transmembrane 


494 


T n»OS4SO0 14-2001 JTJN99 


999 


1004 


forward 1 


TM 


Cytosolic 


494 


1 n'0S4^09 1 4*200 1JUN99 


1005 


1027 


forward 1 


TM 


Transmembrane 


494 


T G-054509 14'2001JUN22 


1028 


1066 


forward 1 


TM 


Non-Cytosolic 


494 

fZH 


T n-0^4S0Q 14*2001 JUN29 


1067 


1089 


forward 1 

1 V/l TV Ul W A 


TM 


Transmembrane 


A0A 


T n-OS4 4 S09 1 4*200 1JUN22 


1090 


1134 


forward 1 


TM 


Cytosolic 


424 


LG:054509.14:2001JUN22 


1 


2 


forward 2 


TM 


Cytosolic 


424 


LG:054509.1 4:200 1JUN22 


3 


20 


forward 2 


TM 


Transmembrane 


424 


LG.054509. 1 4:200 1 JUN22 


21 


61 


forward 2 


TM 


Non-Cytosolic 


424 


LG:054509. 1 4 :200 1 JUN22 


62 


84 


forward 2 


TM 


Transmembrane 


424 


LG:054509. 1 4:200 1 JUN22 


85 


90 


forward 2 


TM 


Cytosolic 


424 


LG:054509. 1 4:200 1 JUN22 


91 


113 


forward 2 


TM 


Transmembrane 



207 



BNSDOCID: <WO. 



02083876A2J_> 



WO 02/083876 



PCT/US02/09921 







TABLE 2 








cr-io r% vrrv 
oiiv^J D JNvJ: 


1 emplate ID 


Start 


Stop 


Frame 


Domain Type 


Topology 


AO A 

424 


LU:u5450y. 14:200 1JUN22 


1 1 A 

114 


188 


forward 2 


TM 


Non-Cytosolic 


AO A 

424 


Lu:U54509 .1 4 .2001 J UN 22 


189 


206 


forward 2 


TM 


Transmembrane 


AO A 

424 


LG : 054509 .14: 200 1 J UN22 


ooo 

207 


466 


forward 2 


TM 


Cytosolic 


AO A 

424 


Lu:UM5U9. 1 4:2001 J UN22 


467 


489 


forward 2 


TM 


Transmembrane 


AO A 

424 


LG : 054509 . 1 4 :200 1 JUN22 


490 


737 


forward 2 


TM 


Non-Cytosolic 


y| OA 

424 


LG : 054509 . 1 4 :200 1 JUN22 


738 


760 


forward 2 


TM 


Transmembrane 


/IO /i 

424 


LG : 054509. 14:200 1JUN22 


761 


813 


forward 2 


TM 


Cytosolic 


/I O 

424 


LG:054509. 14:2001 J UN22 


814 


833 


forward 2 


TM 


Transmembrane 


424 


LG:054509.14:2001JUN22 


834 


842 


forward 2 


TM 


Non-Cytosolic 


424 


T .f\tr A CAft 1 /I 0/\/\ 1 TT TV TOO 

LG:054509.l4:200lJUN22 


843 


865 


forward 2 


TM 


Transmembrane 


424 


LG.054509. 14:2001 JUN22 


866 


946 


forward 2 


TM 


Cytosolic 


424 


LG:054509.l4:200lJUN22 


947 


969 


forward 2 


TM 


Transmembrane 


424 


LG :054509 . 1 4 :200 1 JUN22 


970 


1004 


forward 2 


TM 


Non-Cytosolic 


424 


LG:054509.l4:200lJUN22 


1005 


1027 


forward 2 


TM 


Transmembrane 


424 


LG:054509. 14:2001 JUN22 


1028 


1066 


forward 2 


TM 


Cytosolic 


424 


LG:054509. 14:200 1JUN22 


1067 


1089 


forward 2 


TM 


Transmembrane 


424 


LG:054509.14:2001JUN22 


1090 


1134 


forward 2 


TM 


Non-Cytosolic 


424 


LG:054509. 14:2001 JUN22 


1 


435 


forward 3 


TM 


Non-Cytosolic 


424 


LG:054509.14:2001JUN22 


436 


454 


forward 3 


TM 


Transmembrane 


424 


LG:054509.14:2001JUN22 


455 


466 


forward 3 


TM 


Cytosolic 


424 


LG:054509 . 1 4 :200 1 JUN22 


467 


489 


forward 3 


TM 


Transmembrane 


424 


LG:054509. 14:2001 JUN22 


490 


503 


forward 3 


TM 


Non-Cytosolic 


424 


LG:054509. 14:2001 JUN22 


504 


523 


forward 3 


TM 


Transmembrane 


424 


LG:054509. 14:2001 JUN22 


524 


717 


forward 3 


TM 


Cytosolic 


424 


LG:054509. 14:2001 JUN22 


718 


740 


forward 3 


TM 


Transmembrane 


424 


LG:054509.14:2001JUN22 


741 


1133 


forward 3 


TM 


Non-Cytosolic 


425 


LG:1067876.1:2001JUN22 


1 


105 


forward 2 


TM 


Non-Cytosolic 


425 


LG: 1 067876. 1 :200 1JUN22 


106 


128 


forward 2 ; 


TM 


Transmembrane 


425 


LG: 1 067876. 1 :200 1 JUN22 


129 


215 


forward 2 


TM 


Cytosolic 


426 


LG: 1327699.55:2001 JUN22 


1 


32 


forward 1 


TM 


Cytosolic 


426 


LG: 1327699.55:2001 JUN22 


33 


55 


forward 1 


TM 


Transmembrane 


426 


LG: 1327699.55:2001 JUN22 


56 


64 


forward 1 


TM 


Non-Cytosolic 


426 


LG: 1 327699.55 :2001 JUN22 


65 


87 


forward 1 


TM 


Transmembrane 


426 


LG:1327699.55:2001JUN22 


88 


90 


forward 1 


TM 


Cytosolic 


427 


LG:1482904.10:2001JUN22 


1 


323 


forward 1 


TM 


Non-Cytosolic 


427 


LG: 1482904.10:2001 JUN22 


324 


341 


forward 1 


TM 


Transmembrane 


427 


LG: 1482904.10:2001 JUN22 


342 


420 


forward 1 


TM 


Cytosolic 


427 


LG:1482904.10:2001JUN22 


421 


443 


forward 1 


TM 


Transmembrane 


427 


LG: 1482904. 10:2001 JUN22 


444 


849 


forward 1 


TM 


Non-Cytosolic 


427 


T /"^ . i jioonnii m o/\r\i tttxtoo 

LG: 1482904.1 0:200 1JUN22 


850 


869 


forward 1 


TM 


Transmembrane 


427 


LG : 1 482904. 1 0:200 1 JUN22 


870 


1015 


forward 1 


TM 


Cytosolic 


A OO 

427 


T /""* . 1 >IOOAAil 1 /\ O/^rtl TTTXTOO 

LG: 1482904. 10:2001 JUN22 


1 


959 


forward 2 


TM 


Non-Cytosolic 


427 


LG:1482904.10:2001JUN22 


960 


982 


forward 2 


TM 


Transmembrane 


427 


T * 1 A OlArti 1 /\.0/\/\-t TT TKTOO 

LG: 1 482904. 1 0:2001 JUN22 


983 


1014 


forward 7 


TM 


Cytosolic 


/in 

427 


LG: 1482904. 10:2001 JUN22 


1 


676 


forward 3 


TM 


Non-Cytosolic 


/l oo 
427 


T - 1 A OAAA A -tO Of\0 1 TT TKTOO 

LG: 1 482904 . 1 0: 200 1 JUN22 


677 


699 


forward 3 


TM 


Transmembrane 


427 


t t A<y^f\r\A 1 a orvoi tttktoo 

LG: 148 2904. 1 0:200 1JUN22 


700 


918 


forward 3 


TM 


Cytosoiic 


vl 0*7 

427 


LG: 1482904.1 0:200 1JUN22 


ni a 
919 


f\ A -I 

941 


forward 3 


TM 


Transmembrane 


49*7 
*fZ / 


JLO. 14o2yU4. 1U:2UU1 J UlN 22 


942 


960 


forward 3 


•TO A 

TM 


Non-Cytosolic 


427 


LG: 1482904. 10:2001 JUN22 


961 


983 


forward 3 


TM 


Transmembrane 


427 


LG: 1482904. 10:2001 JUN22 


984 


1014 


forward 3 


TM 


Cytosolic 


428 


LG:222317.4:2001JUN22 


1 


4 


forward 2 


TM 


Cytosolic 


428 


LG:2223 17.4:2001 JUN22 


5 


27 


forward 2 


TM 


Transmembrane 


428 


LG:2223 17.4:2001 JUN22 


28 


85 


forward 2 


TM 


Non-Cytosolic 



208 



BNSDOCID: <WO 02083876A2_L> 



WO 02/083876 PCT/US02/09921 



SEQ D NO: Template ID 

428 LG :2223 1 7 .4 :200 1 JUN22 

428 LG:2223 17.4:2001 JUN22 

428 LG : 2223 1 7 A : 200 1 JUN22 

429 LG:332701 .3:2001 JUN22 
429 LG:332701. 3:2001 JUN22 
429 LG:332701. 3:2001 JUN22 
429 LG:332701 .3:2001 JUN22 
429 LG:332701.3:2001JUN22 
429 LG:332701. 3:2001 JUN22 
429 LG:332701. 3:2001 JUN22 
429 LG:332701.3:2001JUN22 
429 LG:332701.3:2001JUN22 
429 LG:332701.3:2001JUN22 
429 LG:33270L3:2001JUN22 
429 LG:332701.3:2001JUN22 
429 LG:332701.3:2001JUN22 
429 LG:332701.3:2001JUN22 
429 LG:332701. 3:2001 JUN22 
429 LG:332701. 3:2001 JUN22 
429 LG:332701.3:2001JUN22 
429 LG:332701 .3:2001 JUN22 
429 LG:332701.3:2001JUN22 
429 LG:33270L3:2001JUN22 
429 LG:332701.3:2001JUN22 
429 LG:332701 .3:2001 JUN22 
429 LG:332701. 3:2001 JUN22 
429 LG:332701.3:2001JUN22 

429 LG:332701 .3:2001 JUN22 

430 LG:369881.5:2001JUN22 
430 LG:369881.5:2001JUN22 
430 LG:369881.5:2001JUN22 
430 LG:369881 .5:2001 JUN22 
430 LG:369881.5:2001JUN22 
430 LG:3698S 1 .5 :2001 JUN22 

430 LG:36988 1 .5 :2001 JUN22 

431 LG:404381.2:2001JUN22 
43 1 LG:40438 1 .2:2001 JUN22 
43 1 LG:40438 1 .2:2001 JUN22 
43 1 LG:40438 1 .2:2001 JUN22 
43 1 LG:40438 1 .2:2001 JUN22 
43 1 LG:40438 1 .2:2001 JUN22 
43 1 LG:40438 1 .2:2001 JUN22 
43 1 LG:40438 1.2:2001 JUN22 
431 LG:404381.2:2001JUN22 
431 LG:404381.2:2001JUN22 
43 1 LG:40438 1 .2:2001 JUN22 
43 1 LG:40438 1 .2:2001 JUN22 
431 LG:404381. 2:2001 JUN22 
431 LG.-40438 1.2:2001 JUN22 
43 1 LG :40438 1 .2:200 1 JUN22 
43 1 LG:40438 1 .2:200 1JUN22 

43 1 LG:40438 1 .2:200 1JUN22 

432 LG:405709.2:2001JUN22 
432 LG:405709.2:2001JUN22 



TABLE 2 
Start Stop 



1 

24 
47 
1 

1343 
1366 
1 

126 
149 
179 
202 
225 
248 
260 
283 
287 
310 
508 
531 
984 
1007 
1055 
1078 
1 

224 
247 
' 508 
531 
1 

312 
335 
347 
370 
384 
407 
1 

35 
58 
67 
90 
101 
124 
133 
156 
193 
216 
272 
295 
303 
326 
340 
360 
1 

76 
209 



23 
46 
84 
1342 
1365 
1542 
125 
148 
178 
201 
224 
247 
259 
282 
286 
309 
507 
530 
983 
1006 
1054 
1077 
1541 
223 
246 
507 
530 
1541 
311 
334 
346 
369 
383 
406 
435 
34 
57 
66 
89 
100 
123 
132 
155 
192 
215 
271 
294 
302 
325 
339 
359 
466 
75 
94 



Frame 
forward 3 
forward 3 
forward 3 
forward 1 
forward 1 
forward 1 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 



Domain Type 
TM 
TM 
TM 
TM 
TM 
TM. 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
. TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 



TM 

TM 

TM 

TM 

TM 

TM 

TM 

TM 

TM 

TM 

TM 

TM 

TM 

TM 

TM 

TM 

TM 



Topology 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 
Cytosolic 
Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 
Cytosolic 
Cytosolic 
Transmembrane 



BNSDOCID: <WO 020B3876A2J_> 



WO 02/083876 



PCT/US02/09921 



SEQ D NO: Template ID 


Start 


/loo 
432 


LG : 405709 . 2 : 200 1 JUN22 


95 


432 


LG:405709.2:2001JUN22 


1 


433 


LG:406664. 1 7:2001 JUN22 


1 


434 


LG:767068 1 . 1 :2001 JUN22 


1 


434 


LG:767068 1 . 1 :2001 JUN22 


188 


434 


LG:767068 1 . 1 :200 1 JUN22 


211 


434 


LG:767068 1 . 1 :2001 JUN22 


1 


434 


LG:767068 1 . 1 :200 1 JUN22 


38 


434 


LG:767068 1 . 1 :200 1 JUN22 


61 


435 


LG:7687404. 1 :200 1 JUN22 


1 


435 


LG:7687404.1 :2001 JUN22 


115 


435 


LG:7687404.1:2001JUN22 


138 


435 


LG:7687404.1 :2001JUN22 


226 


435 


LG:7687404. 1:2001 JUN22 


249 


436 


LG:7690030.24:2001JUN22 


1 


436 


LG:7690030.24:2001JUN22 


1 


437 


LG:7690229.3:2001JUN22 


1 


437 


LG:7690229.3:2001JUN22 


21 


437 ' 


LG:7690229.3:2001JUN22 


41 


438 


LG:7690533. 16:2001 JUN22 


1 


438 


LG:7690533. 1 6:2001 JUN22 


10 


438 


LG.7690533. 16:2001 JUN22 


30 


438 


LG:7690533.16:2001JUN22 


49 


438 


LG:7690533.16:2001JUN22 


72 


439 


LG:7691 131. 2:2001 JUN22 


1 


439 


LG :769 1131 .2:200 1 JUN22 


23 


439 


LG:769 1131 .2:200 1 JUN22 


46 


439 


LG:7691 131.2:2001 JUN22 


1 


439 


LG:769 1131 .2:200 1 JUN22 


102 


439 


LG:7691131.2:2001JUN22 


125 


* 439 


LG:769 1 13 1 .2:2001 JUN22 


288 


439 


LG :769 1 1 3 1 .2: 200 1 JUN22 


308 


440 


LG:7692559.6:2001JUN22 


1 


440 


LG:7692559.6:200 1 JUN22 


4 


440 


LG:7692559.6:200 1 JUN22 


24 


440 


LG:7692559.6:2001JUN22 


36 


440 


LG:7692559.6:2001JUN22 


54 


440 


LG:7692559.6:2001JUN22 


1 


440 


LG:7692559.6:2001JUN22 


49 


440 


LG:7692559.6:2001JUN22 


72 


440 


LG:7692559.6:2001JUN22 


76 


440 


LG:7692559.6:2001JUN22 


99 


441 


LG:7684866. 1 0:200 1 JUN22 


1 


441 


LG:7684866. 1 0:200 1 JUN22 


57 


441 


LG:7684866.10:2001JUN22 


80 


441 


LG:7684866. 1 0:200 1 JUN22 


94 


A A 1 

441 


LG:7684866. 1 0:200 1 JUN22 


117 


442 


LG:002106.5:2001JUN22 


1 


442 


LG:002 1 06.5 :200 1 JUN22 


345 


442 


LG:002 1 06.5 : 200 1 JUN22 


368 


442 


LG:002 1 06.5 :200 1 JUN22 


388 


442 


LG:002 1 06.5 :200 1 JUN22 


411 


442 


LG:002 1 06.5 :200 1 JUN22 


420 


442 


LG:002106.5:200 1JUN22 


440 



210 



2 



otop 


Frame 


Domain Type 


Topology 


113 


forward 2 


TM 


Non-Cytosolic 


113 


forward 3 


TM 


Cytosolic 


73 


forward 1 


TM 


Cytosolic 


187 


forward 2 


TM 


Non-Cytosolic 


210 


forward 2 


TM 


Transmembrane 


216 


forward 2 


TM 


Cytosolic 


37 


forward 3 


TM 


Non-Cytosolic 


60 


forward 3 


TM 


Transmembrane 


215 


forward 3 


TM 


Cytosolic 


114 


forward 3 


TM 


Non-Cytosolic 


137 


forward 3 


TM 


Transmembrane 


225 


forward 3 


TM 


Cytosolic 


248 


forward 3 


TM 


Transmembrane 


370 


forward 3 


TM 


Non-Cytosolic 


129 


forward 1 


TM 


Cytosolic 


128 


forward 2 


TM 


Cytosolic 


20 


forward 3 


TM 


Cytosolic 


40 


forward 3 


TM 


Transmembrane 


223 


forward 3 


TM 


Non-Cytosolic 


9 


forward 2 


TM 


Non-Cytosolic 


29 


forward 2 


TM 


Transmembrane 


48 


forward 2 


TM 


Cytosolic 


71 


forward 2 


TM 


Transmembrane 


393 


forward 2 


TM 


Non-Cytosolic 


22 


forward 1 


TM 


Non-Cytosolic 


45 


forward 1 


TM 


Transmembrane 


331 


forward 1 


TM 


Cytosolic 


ioi 


forward 3 


TM 


Non-Cytosolic 


124 


forward 3 


TM 


Transmembrane 


287 


forward 3 


TM 


Cytosolic 


307 


forward 3 


TM 


Transmembrane 


330 


forward 3 


TM 


Non-Cytosolic 


3 


forward 1 


TM 


Non-Cytosolic 


23 


forward 1 


TM 


Transmembrane 


35 


forward 1 


TM 


Cytosolic 


53 


forward 1 


TM 


Transmembrane 


239 


forward 1 


TM 


Non-Cytosolic 


48 


forward 3 


TM 


Non-Cytosolic 


71 


forward 3 


TM 


Transmembrane 


75 


forward 3 


TM 


Cytosolic 


98 


forward 3 


TM 


Transmembrane 


238 


forward 3 


TM 


Non-Cytosolic 


56 


forward 2 


TM 


Cytosolic 


79 


forward 2 


TM 


Transmembrane 


93 


forward 2 


TM 


Non-Cytosolic 


116 


forward 2 


TM 


Transmembrane 


170 


forward 2 


TM 


Cytosolic 


344 


forward 2 


TM 


Non-Cytosolic 


367 


forward 2 


TM 


Transmembrane 


387 


forward 2 


TM 


Cytosolic 


410 


forward 2 


TM 


Transmembrane 


419 


forward 2 


TM 


Non-Cytosolic 


439 


forward 2 


TM 


Transmembrane 


548 


forward 2 


TM 


Cytosolic 



BNSDOCID: <WO 02O83876A2 l_> 



WO 02/083876 



PCT/US02/09921 



SEQ D NO: Template ID 

442 LG:002 1 06.5 :200 1 JUN22 

442 LG:002106.5:2001JUN22 

442 LG:002 1 06.5 :2001 JUN22 

442 LG:002106.5:2001JUN22 

442 LG:002106.5:2001JUN22 

443 LG:004064. 1 :2001 JUN22 
443 LG:004064.1:2001JUN22 
443 LG:0O4064.1:2001JUN22 
443 LG:004064.1:2001JUN22 
443 LG:004064. 1 :2001 JUN22 
443 LG:004064. 1 :2001 JUN22 
443 LG:004064.1:2001JUN22 
443 LG:004064. 1 :2001 JUN22 
443 LG:004064. 1:2001 JUN22 
443 LG:004064. 1 :2001 JUN22 
443 LG:004064. 1:2001 JUN22 
443 LG:004064.1:2001JUN22 

443 LG:004064. 1:2001 JUN22 

444 LG:007916.8:2001JUN22 
444 LG:007916.8:2001JUN22 

444 LG:007916.8:2001JUN22 

. 445 LG:014719.14:2001JUN22 

445 LG:014719.14:2001JUN22 
445 LG:014719.14:2001JUN22 
445 LG:014719.14:2001JUN22 
445 LG:014719.14:2001JUN22 

445 LG:0147 19. 14:2001 JUN22 

446 LG:021763.3 1:2001 JUN22 
446 LG:021763.3 1:2001 JUN22 
446 LG:021763.3 1:2001 JUN22 

446 LG:021763.31:2001JUN22 

447 LG:025397.1 :2001 JUN22 
447 LG:025397.1:2001JUN22 
447 LG:025397.1:2001JUN22 
447 LG:025397.1 :2001 JUN22 
447 LG:O25397.1:2001JUN22 
447 LG:025397. 1 :200 1 JUN22 

447 LG:025397.1:2001JUN22 

448 LG:029S80.20:2001JUN22 
448 LG:029880.20:2001JUN22 
448 LG:029880.20:2001JUN22 
448 LG:029880.20:2001JUN22 
448 LG:029880.20:2001JUN22 
448 LG:029880.20:2001JUN22 
448 LG:029880.20:2001JUN22 
448 LG:029880.20:200 1 JUN22 
448 LG:029880.20:2001JUN22 

448 LG:029880.20:2001JUN22 

449 LG:040422.37:2001JUN22 
449 LG:O40422.37:2001 JUN22 
449 LG:040422.37:200 1 JUN22 
449 LG:040422.37:2001JUN22 
449 LG:O40422.37:2001JUN22 
449 LG:040422.37:2001JUN22 



TABLE 2 
Start Stop 



1 



386 



387 409 

410 420 

421 443 

444 548 



1 

21 
44 
1 

48 
71 
1 

48 
71 



20 
43 
335 
47 
70 
335 
47 
70 
208 



209 228 

229 267 

268 290 

291 335 



1 



159 



160 182 
183 499 



1 



913 



914 936 

937 966 

1 915 

916 938 

939 966 

81 170 



1 

132 



131 
154 



155 233 



1 

41 
64 
78 
101 



40 

63 

77 

100 

112 



113 132 

133 879 

1 399 

400 422 

423 434 

435 457 

458 1076 

1 316 

317 339 

340 565 

566 588 

589 1075 

1 344 

345 367 

368 386 

387 409 

410 447 

448 470 
211 



Frame 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 1 
forward 1 
forward 1 
forward 2 
forward 2 
forward 2 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 2 
forward 2 
forward 2 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 



Domain Type 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
. TM 
TM 
SP 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 



Topology 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Non-Cytosolic 
Transmembrane 

Cytosolic 

Non-Cytosolic 
Transmembrane 

Cytosolic 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 



BNSDOCID. <WO. 02083876A2_L> 



WO 02/083876 



PCT/US02/09921 



SEQDNO: 


Template ID 


Start 


449 


LG:040422.37:2001JUN22 


471 


449 


LG:040422.37:2001JUN22 


543 


449 


LG:040422.37:2001JUN22 


566 


449 


LG:040422.37:2001JUN22 


640 


449 


LG:040422.37:2001JUN22 


663 


449 


LG:040422.37:2001JUN22 


672 


449 


LG:040422.37:2001JUN22 


695 


449 


LG:040422.37:2001JUN22 


748 


449 


LG:040422.37:2001JUN22 


771 


449 


LG:040422.37:2001JUN22 


796 


449 


LG:040422.37:2001JUN22 


815 


449 


LG:040422.37:2001JUN22 


821 


449 


LG:040422.37:2001JUN22 


844 


449 


LG:04042237:2001 JUN22 


1 


449 


LG:040422.37:2001JUN22 


641 


449 


LG;040422.37:2001JUN22 


664 


449 


LG:040422.37:2001JUN22 


675 


449 


LG:040422.37:2001JUN22 


697 


449 


LG:040422.37:2001JUN22 


743 


449 


LG:040422.37:2001JUN22 


766 


449 


LG:040422.37:2001JUN22 


804 


449 


LG:040422.37:2001JUN22 


827 


449 


LG:040422.37:2001JUN22 


926 


449 


LG:040422.37:2001JUN22 


949 


449 


LG:040422.37:2001JUN22 


1 


449 


LG:040422.37:2001JUN22 


576 


449 


LG:040422.37 :2001 JUN22 


599 


449 


LG:040422.37:2001JUN22 


623 


449 


LG:040422.37:2001JUN22 


646 


449 


LG:040422.37:2001JUN22 


650 


449 


LG:040422.37:2001JUN22 


673 


449 


LG:040422.37:2001JUN22 


747 


449 


LG:040422.37:2001JUN22 


770 


450 


LG:065935.1 1 :2001JUN22 


1 


450 


LG:065935. 1 1 :2001 JUN22 


10 


450 


LG:065935.11:2001JUN22 


28 


450 


LG:065935.1 1:2001 JUN22 


47 


450 


LG:065935.1 1:2001JUN22 


70 


450 


LG:065935. 1 1 :200 1 JUN22 


1 


450 


LG:065935. 1 1 :2001 JUN22 


34 ' 


450 


LG:065935.1 1:2001 JUN22 


57 


450 


LG:065935.1 1:2001 JUN22 


66 


450 


LG:065935.1 1:2001 JUN22 


89 


450 


t n.ru^o*a<: i i .orvni tttxt^ 


313 


450 


LG:065935.1 1:2001 JUN22 


336 


450 


LG:065935. 1 1 :2001 JUN22 


371 


450 


LG:065935.1 1:2001 JUN22 


394 


450 


LG:065935.1 1:2001 JUN22 


450 


450 


LG:065935.1 1:2001 JUN22 


473 


450 


LG:065935.1 1:2001 JUN22 


499 


450 


LG:065935 . 1 1 :200 1 JUN22 


519 


450 


LG:065935.1 1:2001 JUN22 


539 


450 


LG:065935.1 1:2001 JUN22 


562 


450 


LG:065935. 1 1 :2001 JUN22 


1 

212 



0 



Stop 


Frame 


Domain Type 


Topology 


542 


forward 1 


TM 


Non-Cytosolic 


565 


forward I 


TM 


Transmembrane 


639 


forward 1 


TM 


Cytosolic 


662 


forward 1 


TM 


Transmembrane 


671 


forward 1 


TM 


Non-Cytosolic 


694 


forward 1 


TM 


Transmembrane 


747 


forward 1 


TM 


Cytosolic 


770 


forward 1 


TM 


Transmembrane 


795 


forward 1 


TM 


Non-Cytosolic 


814 


forward 1 


TM 


Transmembrane 


820 


forward 1 


TM 


Cytosolic 


843 


forward 1 


TM 


Transmembrane 


1065 


forward 1 


TM 


Non-Cytosolic 


640 


forward 2 


TM 


Non-Cytosolic 


663 


forward 2 


TM 


Transmembrane 


674 


forward 2 


TM 


Cytosolic 


696 


forward 2 


TM 


Transmembrane 


742 


forward 2 


TM 


Non-Cytosolic 


765 


forward 2 


TM 


Transmembrane 


803 


forward 2 


TM 


Cytosolic 


826 


forward 2 


TM 


Transmembrane 


925 


forward 2 


TM 


Non-Cytosolic 


948 


forward 2 


TM 


Transmembrane 


1065 


forward 2 


TM 


Cytosolic 


575 


forward 3 


TM 


Non-Cytosolic 


598 


forward 3 


TM 


Transmembrane 


622 


forward 3 


TM 


Cytosolic 


645 


forward 3 


' TM 


Transmembrane 


649 


forward 3 


TM 


Non-Cytosolic 


672 


forward 3 


TM 


Transmembrane 


746 


forward 3 


TM 


Cytosolic 


769 


forward 3 


TM 


Transmembrane 


1064 


forward 3 


TM 


Non-Cytosolic 


9 


forward 1 


TM 


Non-Cytosolic 


27 


forward 1 


TM 


Transmembrane 


46 


forward 1 


TM 


Cytosolic 


69 


forward 1 


TM 


Transmembrane 


1451 


forward 1 


TM 


Non-Cytosolic 


33 


forward 2 


TM 


Cytosolic 


56 


forward 2 


TM 


Transmembrane 


65 


forward 2 


TM 


Non-Cytosolic 


88 


forward 2 


TM 


Transmembrane 


312 


forward 2 


TM 


Cytosolic 


JJJ 


forward 2 


TM 


Transmembrane 


370 


forward 2 


TM 


Non-Cytosolic 


393 


forward 2 


TM 


Transmembrane 


449 


forward 2 


TM 


Cytosolic 


472 


forward 2 


TM 


Transmembrane 


498 


forward 2 


TM 


Non-Cytosolic 


518 


forward 2 


TM 


Transmembrane 


538 


forward 2 


TM 


Cytosolic 


561 


forward 2 


TM 


Transmembrane 


1450 


forward 2 


TM 


Non-Cytosolic 


9 


forward 3 


TM 


Non-Cytosolic 



WO 02/083876 



PCT/US02/09921 



SEQ D NO: Template ID 

450 . LG:065935.1 1:2001 JUN22 

450 LG:065935.1 1:2001 JUN22 

450 LG:065935.1 1:200 1JUN22 

450 LG:065935.1 1:2001 JUN22 

450 LG:065935.1 1:2001 JUN22 

450 LG:065935.1 1 :2001 JUN22 

450 LG:065935.1 1:2001 JUN22 

450 LG:065935.1 1:2001 JUN22 

450 LG:065935.1 1 :2001 JUN22 

450 LG:065935.1 1:2001 JUN22 

450 LG:065935.1 1:200 1JUN22 

450 LG:065935.1 1:2001 JUN22 

451 LG:074381.1:2001JUN22 
45 1 LG:07438 1 . 1 :2001 JUN22 
45 1 LG:07438 1 . 1 :2001 JUN22 
45 1 LG:07438 1 .1 :2001 JUN22 
45 1 LG:07438 1 . 1 :2001 JUN22 
451 LG:074381.1:2001JUN22 
45 1 LG:07438 1 . 1 :2001 JUN22 
451 LG:074381.1:2001JUN22 
45 1 LG:074381. 1:2001 JUN22 
45 1 LG:07438 1 . 1 :2001 JUN22 
45 1 LG:07438 1 .1 :2001 JUN22 
45 1 LG:07438 1 . 1 :2001 JUN22 
45 1 LG.07438 1 . 1 :2001 JUN22 
45 1 LG:074381.1:2001JUN22 
45 1 LG:07438L1 :2001 JUN22 

45 1 LG:07438 1 . 1 :200 1 JUN22 

452 LG:0838 14.6:2001 JUN22 
452 LG:083S14.6:2001JUN22 
452 LG:083814.6:2001JUN22 
452 LG:083814.6:2001JUN22 
452 LG:083814.6:2001JUN22 
452 LG:083814.6:2001JUN22 
452 LG:0838 14.6:2001 JUN22 
452 LG:083814.6:2001JUN22 
452 LG:083814.6:2001JUN22 

452 LG:0838 14.6:2001 JUN22 

453 LG:0909S5. 1 :2001 JUN22 
453 LG:090985. 1 :200 1 JUN22 
453 LG:090985.1:2001JUN22 
453 LG:090985 .1 :2001 JUN22 

453 LG.090985. 1 :2001 JUN22 

454 LG:093750.2:2001JUN22 
454 LG:093750.2:2001JUN22 

454 LG:093750.2:2001JUN22 

455 LG:1013708.26:200UUN22 
455 LG:1013708.26:2001JUN22 
45 5 LG: 1 0 1 3708 .26:200 1 JUN22 
455 LG: 1013708.26:2001 JUN22 
455 LG: 101 3708.26:200 1 JUN22 
455 LG: 1013708.26:2001 JUN22 
455 LG: 1013708.26:2001 JUN22 
455 LG:1013708.26:2001JUN22 



TABLE 2 
Start Stop 



10 
28 
40 
63 
72 
95 



27 
39 
62 
71 
94 
370 



371 393 

394 1182 

1183 1202 

1203 1395 

1396 1418 

1419 1450 

1 318 

319 341 

342 361 

362 384 

385 421 

1 229 

230 252 

253 256 

257 279 

280 317 
318 340 
341 352 
353 375 
376 394 
395 417 
418 421 
1 736 
737 756 

757 790 
791 809 
810 817 

1 757 

758 777 
778 788 
789 806 
807 816 



1 

12 
35 
38 
61 
1 



11 
34 
37 
60 
206 
392 



393 410 
411 411 



1 

78 
96 



77 
95 
109 



110 132 

133 147 

148 170 

171 558 



1 



74 



Frame 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 2 
forward 2 
forward 2 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 2 



Domain Type 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
• TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 



Topology 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Non-Cytosolic 
Transmembrane 
Cytosolic 
Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Cytosolic 
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BNSDOCID: <WO 02083876A2J_> 



WO 02/083876 



PCT/US02/09921 



SEQ D NO: Template ID Start 

455 LG: 101 3708.26:2001 JUN22 75 

455 LG:1013708.26:2001JUN22 98 

455 LG: 1 01 3708.26:2001 JUN22 101 

455 LG: 101 3708.26:2001 JUN22 121 

455 LG: 101 3708.26:2001 JUN22 370 

455 LG: 101 3708.26:2001 JUN22 393 

455 LG: 101 3708.26:2001 JUN22 1 

455 LG: 1013708.26:2001 JUN22 78 

455 LG: 101 3708.26:2001 JUN22 101 

455 LG: 1013708.26:2001 JUN22 104 

455 LG:1013708.26:2001JUN22 127 

455 LG: 1013708.26:2001 JUN22 147 

455 LG: 101 3708.26:2001 JUN22 167 

456 LG: 1022283.8:2001 JUN22 1 
456 LG: 1022283.8:2001 JUN22 1704 
456 LG:1 022283.8:2001 JUN22 1727 
456 LG: 1022283.8:2001 JUN22 1904 
456 LG: 1022283.8:2001 JUN22 1927 
456 LG: 1022283.8:2001 JUN22 2060 
456 LG:1022283.8:2001JUN22 2083 
456 LG: 1022283.8:2001 JUN22 2183 
456 LG: 1022283.8:2001 JUN22 2202 
456 LG:1022283.8:200IJUN22 2232 
456, LG:1022283.8:2001JUN22 2252 
456 LG:1 022283.8:2001 JUN22 1 
456 LG:1022283.8:2001JUN22 1895 
456 LG: 1022283.8:2001 JUN22 1918 
456 LG: 1022283. 8:2001 JUN22 2061 
456 LG: 1022283.8:2001 JUN22 2084 
456 LG: 1022283.8:2001 JUN22 2174 
456 LG:1 022283.8:2001 JUN22 2197 
456 LG: 1022283.8:2001 JUN22 2208 
456 LG:1022283.8:2001JUN22 2226 
456 LG: 1022283.8:2001 JUN22 2230 
456 LG: 1022283.8:2001 JUN22 2253 
456 LG: 1022283.8:2001 JUN22 2265 
456 LG: 1022283.8:2001 JUN22 2285 
456 LG: 1022283.8:2001 JUN22 1 
456 LG: 1022283.8:2001 JUN22 1895 
456 LG: 1022283. 8:2001 JUN22 1918 
456 LG:1022283.S:2001JUN22 2058 
456 LG:1022283.8:2001JUN22 2078 
456 LG:1022283.8:2001JUN22 2230 

456 LG:1022283,8:200!JUN22 2253 

457 LG:1034386.1:2001JUN22 1 
457 LG:1034386.1:2001JUN22 38 
457 LG: 1034386. 1 :2001 JUN22 61 
457 LG:1034386.1:2001JUN22 102 
457 LG:1034386.1:2001JUN22 125 
457 LG: 1034386. 1:2001 JUN22 1 
457 LG: 1034386. 1:2001 JUN22 9 
457 LG: 1034386. 1:2001 JUN22 32 
457 LG:1034386.1:2001JUN22 51 
457 LG: 1034386. 1:2001 JUN22 69 

214 



2 



Stop 


Frame 


Domain Type 


Topology 


97 


forward 2 


TM 


Transmembrane 


100 


forward 2 


TM 


Non-Cytosolic 


120 


forward 2 


TM 


Transmembrane 


369 


forward 2 


TM 


Cytosolic 


392 


forward 2 


TM 


Transmembrane 


558 


forward 2 


TM 


Non-Cytosolic 


77 


forward 3 


TM 


Cytosolic 


100 


forward 3 


TM 


Transmembrane 


103 


forward 3 


TM 


Non-Cytosolic 


126 


forward 3 


TM 


Transmembrane 


146 


forward 3 


TM 


Cytosolic 


166 


forward 3 


TM 


Transmembrane 


557 


forward 3 


TM 


Non-Cytosolic 


1703 


forward 1 


TM 


Non-Cytosolic 


1726 


forward 1 


TM 


Transmembrane 


1903 


forward 1 


TM 


Cytosolic 


1926 


forward 1 


TM 


Transmembrane 


2059 


forward 1 


TM 


Non-Cytosolic 


2082 


forward 1 


TM 


Transmembrane 


2182 


forward 1 


TM 


Cytosolic 


2201 


forward 1 


TM 


Transmembrane 


2231 


forward 1 


TM 


Non-Cytosolic 


2251 


forward 1 


TM 


Transmembrane 


2390 


forward 1 


TM 


Cytosolic 


1894 


forward 2 


TM 


Non-Cytosolic 


1917 


forward 2 


TM 


Transmembrane 


2060 


forward 2 


TM 


Cytosolic 


2083 


forward 2 


TM 


Transmembrane 


2173 


forward 2 


TM 


Non-Cytosolic 


2196 


forward 2 


TM 


Transmembrane 


2207 


forward 2 


TM 


Cytosolic 


2225 


forward 2 


TM 


Transmembrane 


2229 


forward 2 


TM 


Non-Cytosolic 


2252 


forward 2 


TM 


Transmembrane 


2264 


forward 2 


TM 


Cytosolic 


2284 


forward 2 


TM 


Transmembrane 


2390 


lurwaro z 


TTVif 

1 M 


Non-Cytosolic 


1894 


forward 3 


TM 


Non-Cytosolic 


1917 


forward 3 


TM 


Transmembrane 


2057 


forward 3 


TM 


Cytosolic 


2077 


forward 3 


TM 


Transmembrane 


2229 


forward 3 


TM 


Non-Cytosolic 


2252 


forward 3 


TM 


Transmembrane 


2389 




T""X A 


Cyiosoiic 


1U1 w (XI U —1 


X 1VJ 


37 


forward 1 


TM 


Non-Cytosolic 


60 


forward 1 


TM 


Transmembrane 


101 


forward 1 


TM 


Cytosolic 


124 


forward 1 


TM 


Transmembrane 


345 


forward 1 


TM 


Non-Cytosolic 


8 


forward 2 


TM 


Cytosolic 


31 


forward 2 


TM 


Transmembrane 


50 


forward 2 


TM 


Non-Cytosolic 


68 


forward 2 


TM 


Transmembrane 


112 


forward 2 


TM 


Cytosolic 



8NSDOCID: <WO 020B3876A2J. > 



WO 02/083876 



PCT/US02/09921 



SEQ D NO: 


Template ID 


457 


LG:1034386.1:2001JUN22 


457 


LG:1034386.1:2001JUN22 


457 


LG : 1 034386. 1 :200 1 JUN22 


457 


LG: 1 034386. 1 :200 1 JUN22 


457 


LG: 1 034386. 1 :200 1 JUN22 


457 


LG:1034386.1:2001JUN22 


457 


LG: 1034386. 1 :200 1 JUN22 


457 


LG: 1 034386. 1 :200 1 JUN22 


457 


LG:1034386.1:2001JUN22 


458 


LG:1045617.36:2001JUN22 


458 


LG: 1 0456 17 .36:2001 JUN22 


458 


LG: 1045617.36:2001 JUN22 


459 


LG:1063303.1:2001JUN22 


459 


LG: 1063303. 1 :200 1 JUN22 


459 


LG : 1 063303 . 1 : 200 1 JUN22 


459 


LG: 1 063303 . 1 :200 1 JUN22 


459 


LG:1063303.1:2001JUN22 


459 


LG:1063303.1:2001JUN22 


459 


LG: 1 063303. 1 :200 1 JUN22 


460 


LG: 1094200. 1 :2001 JUN22 


460 


LG: 1094200. 1 :200 1 JUN22 


460 


LG: 1094200. 1 :200 1 JUN22 


460 


LG: 1094200. 1 :200 1 JUN22 


460 


LG : 1 094200. 1 : 200 1 JUN22 


460 


LG:1094200. 1:2001 JUN22 


460 1 


■ LG:1094200.1:2001JUN22 


460 


LG: 1094200. 1 :200 1JUN22 


460 


LG: 1094200. 1 :200 1 JUN22 


460 ' 


LG: 1 094200. 1 :200 1 JUN22 


460 


LG: 1094200. 1 :2001 JUN22 


460 


LG : 1094200. 1 :200 1 JUN22 


460 


LG: 1094200. 1 :2001 JUN22 


460 


LG: 1 094200. 1 :200 1 JUN22 


460 


LG: 1 094200. 1 :2001 JUN22 


460 


LG: 1 094200. 1 :200 1 JUN22 


460 


LG: 1094200. 1 :200 1 JUN22 


460 


LG:1094200.1:2001JUN22 



460 LG: 1094200. 1 :200 1 JUN22 

46 1 LG: 1099249. 1 9:200 1 JUN22 
461 LG: 1 099249. 19:2001 JUN22 
46 1 LG: 1 099249. 1 9:200 1 JUN22 
461 LG: 1099249. 19:2001 JUN22 
461 LG: 1 099249. 19:2001 JUN22 
461 LG:1099249.19:2001JUN22 
46 1 LG: 1 099249. 1 9:2001 JUN22 
46 1 LG: 1099249. 1 9:200 1 JUN22 
46 1 LG : 1 099249 . 1 9 :200 1 JUN22 
46 1 LG: 1099249. 1 9:200 1 JUN22 
46 1 LG: 1099249. 19:2001 JUN22 
461 LG: 1 099249. 1 9:200 1 JUN22 
46 1 LG: 1 099249. 1 9:200 1 JUN22 
46 1 LG: 1099249. 1 9:200 1 JUN22 

46 1 LG: 1 099249. 1 9:200 1 JUN22 

462 LG: 1 10667.1 :200 1 JUN22 



TABLE 2 






OldXl » 




Frame Domain Type 






: or ward z 


TTV/f 

1M 


loO 


1 QO 
tVZ 


torward 2 


1JY1 




Zl J 


forward 2 


1M 


Zl O 


zzo 


forward 2 


IM 


ZZ 1 


Z4y 


forward 2 


IM 


OCA 

Z5U 


1A C 

34!) 


forward 2 


IM 


1 


luz 


forward 3 


TM 


1 AO 

103 


1 oc 
lzl) 


forward 3 


TM 


1 o/c 
126 


1 A C 

340 


forward 3 


TM 


1 


11A 

334 


forward 3 


TM 


335 


OCT 

357 


forward 3 


TM 


358 


TOO 

3ob 


forward 3 


TM 


1 


22 


forward 3 


TM 


23 


AC 

45 


forward 3 


TM 


46 


51 


forward 3 


TM 


52 


74 


forward 3 


TM 


75 


A 11 

432 


forward 3 


TM 


433 


ACS 

455 


forward 3 


TM 


456 


575 


forward 3 


TM 


1 


316 


forward 1 


TM 


317 


339 


forward 1 


TM 


340 


372 


forward 1 


TM 


373 


395 


forward 1 


TM 


396 


1061 


forward 1 


TM 


1 


314 


forward 2 


TM 


315 


337 


forward 2 


TM 


338 


366 


forward 2 


TM 


367 


389 


forward 2 


TM 


n A A 

390 


392 


forward 2 


TM 


393 


A 1 O 

412 


forward 2 


TM 


413 


67 o 


forward 2 


TM 


679 


701 


forward 2 


TM 


702 


1 A/C 1 

1061 


forward 2 


TM 


1 


O OA 

380 


forward 3 


TM 


381 


403 


forward 3 


TM 


404 


A 1 C 

415 


forward 3 


TM 


416 


A 1 O 

43 o 


forward 3 


TM 


439 


1061 


forward 3 


TM 


1 


A 1 "7 
41 / 


forward 1 


TM 




All 

43 / 


forward 1 


TM 


43 o 


566 


forward 1 


TM 


567 


CQO 


forward 1 


IM 


590 


DID 


forward 1 


TM 


1 


roo 


forward 2 


TM 


C1Q 

339 


CC/7 
DD / 


forward 2 


TM 


ceo 


CAQ 


forward 2 


TM 


570 


COO 

59z 


forward 2 


TM 


C A*5 

593 


/It A 

614 


forward 2 


TM 


1 


490 


forward 3 


TM 


491 


513 


forward 3 


TM 


514 


583 


forward 3 


TM 


584 


606 


forward 3 


TM 


607 


614 


forward 3 


TM 


1 


41 


forward 2 


TM 



Topology 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Non-Cytosolic. 
Transmembrane . 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Non-Cytosolic 



BNSDOCID: <WO 02083876A2 J_> 
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SEQ D NO: Template ID 


Start 


A /CO 

4o2 


LG : 1 1 0667 . 1 :200 1 JUN22 


42 


462 


LG : 1 1 0667 . 1 : 200 1 JUN22 


65 


462 


LG:1 10667.1:2001JUN22 


71 


A ^1 

. 462 


LG:1 10667.1:2001 JUN22 


94 


A r« 

463 


LG:1 132386.20:2001 JUN22 


1 


463 


LG:1 132386.20:2001 JUN22 


926 


463 


LG:1 132386.20:2001 JUN22 


949 


463 


LG: 1 132386.20:2001 JUN22 


1028 


463 


LG:1 132386.20:2001 JUN22 


1051 


463 


LG:1 132386.20:2001 JUN22 


1116 


463 


LG:1 132386.20:2001 JUN22 


1139 


463 


LG:1 132386.20:2001 JUN22 


1150 


463 


LG: 1 132386.20:2001 JUN22 


1173 


463 


LG:1 132386.20:2001 JUN22 


1 


463 


LG: 1 132386.20:2001 JUN22 


947 


463 


LG: 1 132386.20:2001 JUN22 


970 


463 


LG:1 132386.20:2001 JUN22 


982 


463 


LG:1 132386.20:2001 JUN22 


1005 


463 


LG:1 132386.20:2001 JUN22 


1024 


463 


LG:1 132386.20:2001JUN22 


1047 


463 


LG:1132386.20:2001JUN22 


1 


463 


LG:1 132386.20.-2001JUN22 


137 


463 


LG:1 132386.20:2001 JUN22 


160 


463 


LG: 1 132386.20:2001 JUN22 


776 


463 


LG:1 132386.20:2001 JUN22 


799 


463 


■ LG:1 132386.20:2001 JUN22 


927 


463 


. LG: 1 1 32386.20:2001 JUN22 


950 


463 


LG:1 132386.20:2001 JUN22 


969 


463 


LG:1 132386.20:2001 JUN22 


992 


463 


LG: 1 1 32386.20:2001 JUN22 


998 


463 


LG:1 132386.20:2001 JUN22 


1021 


463 


LG:1 132386.20:2001 JUN22 


1025 


463 


LG: 11 32386.20:2001 JUN22 


1045 


463 


LG:1132386.20:2001JUN22 


1141 


463 


LG:1 132386.20:2001 JUN22 


1164 


464 


LG:116015.2:2001JUN22 


1 


464 


LG:1 16015.2:2001 JUN22 


444 


464 


LG:1 16015.2:2001 JUN22 


467 


464 


LG:1 16015.2:2001 JUN22 


543 


464 


LG:1 16015.2:2001 JUN22 


561 


464 


LG: 1 16015.2:2001 JUN22 


663 


464 


LG:1 16015.2:2001 JUN22 


686 


464 


LG:1 16015.2:2001 JUN22 


698 


A £l A 

464 


LG:1 16015.2:2001 JUN22 


721 


A tZ A 

464 


LG: 1 16015.2:2001 JUN22 


735 


464 


LG:1 16015.2:2001 JUN22 


758 


464 


LG:1 16015.2:2001 JUN22 


762 


464 


LG:1 16015.2:2001JUN22 


780 


464 


LG:1 16015.2:2001 JUN22 


794 


464 


LG:1 16015.2:2001 JUN22 


817 


464 


LG:1 16015.2:2001 JUN22 


946 


464 


LG:1 16015.2:2001 JUN22 


966 


464 


LG:116015.2:2001JUN22 


1 


464 


LG:1 16015.2:2001 JUN22 


447 



2 



Stop 


Frame 


Domain Type 


Topology 


C A 

64 


forward 2 


TM 


Transmembrane 


70 


forward 2 


TM 


Cytosolic 


93 


forward 2 


TM 


Transmembrane 


857 


forward 2 


TM 


Non-Cytosolic 


925 


forward 1 


TM 


Non-Cytosolic 


948 


forward 1 


TM 


Transmembrane 


1027 


forward 1 


TM 


Cytosolic 


1050 


forward 1 


TM 


Transmembrane 


1115 


forward 1 


TM 


Non-Cytosolic 


1138 


forward 1 


TM 


Transmembrane 


1149 


forward 1 


TM 


Cytosolic 


1172 


forward 1 


TM 


Transmembrane 


1199 


forward 1 


TM 


Non-Cytosolic 


946 


forward 2 


TM 


Non-Cytosolic 


969 


forward 2 


TM 


Transmembrane 


981 


forward 2 


TM 


Cytosolic 


1004 


forward 2 


TM 


Transmembrane 


1023 


forward 2 


TM 


Non-Cytosolic 


1046 


forward 2 


TM 


Transmembrane 


1199 


forward 2 


TM 


Cytosolic 


136 


forward 3 


TM 


Cytosolic 


159 


forward 3 


TM 


Transmembrane 


775 


forward 3 


TM 


Non-Cytosolic 


798 


forward 3 


TM 


Transmembrane 


926 


forward 3 


TM 


Cytosolic 


949 


forward 3 


TM 


Transmembrane 


968 


forward 3 


TM 


Non-Cytosolic 


991 


forward 3 


TM 


Transmembrane 


997 


forward 3 


TM 


Cytosolic 


1020 


forward 3 


TM 


Transmembrane 


1024 


forward 3 


TM 


Non-Cytosolic 


1044 


forward 3 


TM 


Transmembrane 


1140 


forward 3 


TM 


Cytosolic 


1163 


forward 3 


TM 


Transmembrane 


1198 


forward 3 


TM 


Non-Cytosolic 


443 


forward 1 


TM 


Non-Cytosolic 


466 


forward 1 


TM 


Transmembrane 


542 


forward 1 


TM 


Cytosolic 


560 


forward 1 


TM 


Transmembrane 


662 


forward 1 


TM 


Non-Cytosolic 


685 


forward 1 


TM 


Transmembrane 


697 


forward 1 


TM 


Cytosolic 


720 


forward 1 


TM 


Transmembrane 


734 


forward 1 


TK/T 


XT — ti_ 

Transmembrane 


757 


forward 1 


TM 


761 


forward 1 


TM 


Cytosolic 


779 


forward 1 


TM 


Transmembrane 


793 


forward 1 


TM 


Non-Cytosolic 


816 


forward 1 


TM 


Transmembrane 


945 


forward 1 


TM 


Cytosolic 


965 


forward 1 


TM 


Transmembrane 


1062 


forward 1 


TM 


Non-Cytosolic 


446 


forward 2 


TM 


Non-Cytosolic 


469 


forward 2 


TM 


Transmembrane 



WO 02/083876 
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TABLE 2 








SEQ D NO: 


Template ID 


Mart 


Mop 


Frame 


LSUlllalll i yyc 


i opuiogy 


464 


LG:1 16015.2:2001 JUN22 


470 




forward 2 


TTVyf 




464 


LG:1 16015.2:2001 JUN22 


a r\r\ 

490 


C 1 o. 

512 


forward 2 


TTVyf 


i ransmem crane 


464 


LG:1 16015.2:2001JUN22 


CIO 

513 


con 


torward L 


IM 


rs on-v_.y iosoi ic 


464 


LG : 1 1 60 1 5 .2 :200 1 JUN22 


540 


562 


forward 2 


TTVA 


l ransmem uiane 


464 


LG:1 16015.2:2001 JUN22 


563 


760 


forward l 


TTVyf 


uytosonc 


464 


LG:116015.2:2001JUN22 


76 1 


783 


forward 2 


r T r KA 


Transmembrane 


464 


LG : 1 1 60 1 5 .2 :200 1 JUN22 


784 


1062 


torward z 


TTV/f 

IM 


iNon-L^yiosoiic 


464 


LG:116015.2:2001JUN22 


1 


A A O 

442 


forward 3 


T*\ A 

IM 


Non-Cytosolic 


464 


LG:1 16015.2:2001 JUN22 


.443 


465 


forward 3 


IM 


i ransmemDrane 


464 


LG: 1 1 60 1 5 .2:200 1 JUN22 


466 


543 


forward 3 


IM 


cytosonc 


464 


LG:1 16015.2:2001 JUN22 


544 


561 


forward 3 


IM 


I ransmemDrane 


464 


LG:1 16015.2:2001 JUN22 


562 


1062 


£ 1 O 

forward 3 


IM 


Non-Cytosolic 


465 


LG:1 173104.15:2001 JUN22 


1 


295 


forward 1 


TM 


Non-Cytosolic 


465 


LG:1173104.15:2001JUN22 


296 


318 


forward 1 


TM 


Transmembrane 


465 


LG: 1 173 104. 15 :2001 JUN22 


319 


324 


forward 1 


TM 


Cytosolic 


465 


LG:1173104.15:2001JUN22 


325 


347 


forward 1 


TM 


Transmembrane 


465 


LG: 1 173 104. 15 :2001 JUN22 


348 


516 


forward 1 


IM 


Non-Cytosolic 


465 


LG:1173104.15:2001JUN22 


1 


296 


forward 2 


TM 


Cytosolic 


465 


LG:1173104.15:2001JUN22 


297 


319 


forward 2 


TM 


Transmembrane 


465 


LG: 1 173 104. 15 :2001 JUN22 


320 


328 


forward 2 


TM 


Non-Cytosolic 


465 


LG: 1 173 104. 15:200 1JUN22 


329 


348 


forward 2 


TM 


Transmembrane 


465 


LG:1 173 104. 15:2001 JUN22 


349 


516 


forward 2 


TM 


Cytosolic 


465 


LG: 1 173 104. 15 :2001 JUN22 


1 


209 


forward 3 


TM 


Cytosolic 


465 


LG:1173104.15:2001JUN22 


210 


232 


forward 3 


TM 


Transmembrane 


465 


LG:1173104.15:2001JUN22 


233 


305 


forward 3 


TM 


Non-Cytosonc 


465 


LG: 1173104. 15 :2001JUN22 


' 306 


323 


forward 3 


TM 


Transmembrane 


465 


LG:1173104.15:2001JUN22 


324 


329 


forward 3 


IM 


Cytosolic 


465 


LG: 1173 104. 15:2001 JUN22 


330 


352 


forward 3 


TM 


Transmembrane 


465 


LG:1173104.15:2001JUN22 


353 


516 


forward 3 


TM 


Non-Cytosolic 


466 


LG: 1285 109. 14:2001 JUN22 


1 


4 


forward 1 


TM 


Cytosolic 


466 


LG : 1 285 1 09 . 14:200 1 JUN22 


5 


27 


forward 1 


TM 


Transmembrane 


466 


LG: 1285 109. 14:2001 JUN22 


28 


483 


forward 1 


t^k yf 

IM 


Non-Cytosolic 


466 


LG: 1285 109. 14:2001 JUN22 


1 


6 


forward 3 


IM 


Cytosolic 


466 


LG:1285109.14:2001JUN22 


7 


29 


forward 3 


IM 


Tran smembrane 


466 


LG:1285109.14:2001JUN22 


30 


61 


forward 3 


IM 


jn on-cy toso iic 


466 


LG:1285109.14:2001JUN22 


62 


84 


forward 3 


TM 


Transmembrane 


466 


LG:1285109.14:2001JUN22 


85 


427 


forward 3 


IM 


Cytosolic 


466 


LG:1285109.14:2001JUN22 


428 


450 


forward 3 


IM 


Trans membrane 


466 


LG:1285109.14:2001JUN22 


451 


459 


forward 3 


IM 


jNon-cytosoiic 


466 


LG:1285109.14:2001JUN22 


460 


479 


forward 3 


TTVyf 
IM 


Tran smembrane 


466 • 


LG:1285109.14:2001JUN22 


480 


483 


forward 3 


IM 


Cytosolic 


467 


LG : 1 3 1 477. 1 1 :200 1 JUN22 


1 


1781 


forward 1 


IM 


Non-Cy toso lie 


467 


LG: 1 3 1477 . 1 1 :200 1 JUN22 


1782 


1804 


forward 1 


TTVyf 

IM 


Transmembrane 


467 


LG: 131477.1 1:2001 JUN22 


1805 


1830 


forward 1 


IM 


Cytosolic 


467 


LG : 1 3 1 477 . 1 1 :200 1 JUN22 


1831 


1849 


forward 1 


TTV/f 
IM 


Transmembrane 


467 


LG: 1 3 1477. 1 1 :2001 JUN22 


1850 


1858 


forward 1 


TTV>I 
IM 


in on-L^y toso j ic 


467 


LG : 1 3 1 47 7 . 1 1 :200 1 JUN22 


1859 


1881 


forward 1 


TTVyf 
IM 


l ransmem orane 


467 


LG: 1 3 1477. 1 1 :2001 JUN22 






forward 1 


r T r \ A 

IM 


Cytosolic 


467 


LG :131477.11: 200 1 JUN22 


1893 


1915 


forward 1 




TV ck n c m t* m hra n C 
1 1 allot llwll 1 Ul ait*-' 


467 


LG: 1 3 1 477 . 1 1 :200 1 JUN22 


1916 


1916 


i forward 1 


TM 


Non-Cytosolic 


468 


LG:1333618.1:2001JUN22 


l 


15 


forward 1 


TM 


Cytosolic 


468 


LG:1333618.1:2001JUN22 


16 


35 


forward 1 


TM 


Transmembrane 


468 


LG:1333618.1:2001JUN22 


36 


200 


forward 1 


TM 


Non-Cytosolic 


468 


LG: 1 3336 1 8 . 1 :200 1 JUN22 


201 


223 


forward 1 


TM 


Transmembrane 



217 
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TABLE 2 








SEO r> NO- 


icmpiaic 


atari 


otOp 


Frame 


Domain Type 


Topology 


46 R 




ZZ4 


j3o 


forward 1 


TM 


Cytosolic 


46 R 


JLAJ. LjjjO 10. 1 .ZUU1 J UiNZZ 


ion 
339 


ICO 

357 


forward l 


TM 


Transmembrane 




LAJ. 1 JJJOIO. 1 .ZUUIJ UINZZ 


358 


360 


forward 1 


TM 


Non-Cytosolic 


46R 


1AJ. ioj^Olo.l.ZUUlJ UiNZZ 


1 


1 n 


forward 2 


TM 


Cytosolic 


46R 


T fl- 1 fi 1 *9Ani TTTTVT99 
i-Or. 1 jojO 10. 1.ZUU1J UiNZZ 


20 


on 

39 


forward 2 


TM 


Transmembrane 


A6R 


JLO. 13330 lo, LZU01 J UiNZZ 


40 


oon 

270 


forward 2 


TM 


Non-Cytosolic 


A6R 


T n-lll'J^IQ 1 .OAH1 TTTMOO 

LLj. 1333010. i.ZOUl J UINZZ 


00 1 
271 


ono 

293 


forward 2 


TM 


Transmembrane 


HOO 


t n-m^is 1 .onm tt tktoo 
JLAj. I 3330 J o.J :ZU\J1 J UINZZ 


on a 

294 


one 

305 


forward 2 


TM 


Cytosolic 


4Do 


IjVj. 133301O.1 .ZUU1J UiNZZ 


306 


OIO 

328 


forward 2 


TM 


Transmembrane 


A £LQ 

4oo 


t /"I* 1 ooo£i c i.onni tttxtoi 
Lu. 1333olo. 1.Z0U1JUN22 


329 


337 


forward 2 


TM 


Non-Cytosolic 


/I /TO 

468 


t Piioio/Cio 1.0 nn t TT TKTO 0 

LG: 1333618.1:2001 J UN22 


338 


357 


forward 2 


TM 


Transmembrane 


4oo 


LG.13336io.l:Z0UlJUN22 


358 


360 


forward 2 


TM 


Cytosolic 


A £LO 

468 


LG. 1 33361 0. 1:2001 J UN22 


1 


19 


forward 3 


TM 


Non-Cytosolic 


4oo 


LG: 1333618. 1:200 1JUN22 


20 


42 


forward 3 


TM 


Transmembrane 


HOo 


T n»l 1.0AA1TTT\m 

l_Aj.l333olo.l:Z0UlJUfNZZ 


43 


196 


forward 3 


TM 


Cytosolic 


468 


LG: 1333618. 1:200 1JUN22 


197 


216 


forward 3 


TM 


Transmembrane 


/I AO 
400 


LG. 13336 18. 1 :2001 JUN22 


217 


277 


forward 3 


TM 


Non-Cytosolic 


A HO 

468 


LG:l3336l8.l:2001JUN22 


278 


300 


forward 3 


TM 


Transmembrane 


40o 


LG: 1333618. 1:2001 JUN22 


301 


359 


forward 3 


TM 


Cytosolic 


469 


T .TO AT~1 £.f\ 1 ZT 0/~in 1 TT TXTit/1 

LG : 1 347760. 1 6 : 200 1 JUN22 


1 


9 


forward 2 


TM 


Non-Cytosolic 


469 


LG: 1347760.16:2001 JUN22 


10 


32 


forward 2 


TM 


Transmembrane 


469 


LG: 1 347760. 16:2001 JUN22 


33 


44 


forward 2 


TM 


Cytosolic 


a n. n 

469 


LG: 1347760. 16:2001 JUN22 


45 


67 


forward 2 


TM 


Transmembrane 


469 


LG : 1 3477 60. 1 6 : 200 1 JUN22 


68 


823 


forward 2 


TM 


Non-Cytosolic 


/i on 
470 


LG:1 383039.369:2001 J UN22 


1 


165 


forward 1 


TM 


Cytosolic 


4 /0 


LG: 1383039. 369:200 1JUN22 


166 


188 


forward 1 


TM 


Transmembrane 


4 /U 


LG:l 383039.369:2001 JUN22 


189 


202 


forward 1 


TM 


Non-Cytosolic 


4/U 


t P.no'JAin 0 jcrv. 0 nn 1 tt txti^ 

LG: 1383039.369:2001 J UN22 


203 


225 


forward 1 


TM 


Transmembrane 


4/U 


T P.I'SOOAOA "5£A.AAA1 TTTVTin 

LG: 1383039.369:200 1JUN22 


226 


383 


forward 1 


TM 


Cytosolic 


4/ i 


LG: 13833 13.3:2001 J UN22 


1 


1068 


forward 2 


TM 


Non-Cytosolic 


/l*7 1 

4 / 1 


T PilOOOin O.IAAI TTTXM^ 

LG: 13833 13.3:2001 JUN22 


1069 


1091 


forward 2 


TM 


Transmembrane 


A "7 1 

4 / J 


LG.13o3313.3:20UlJUJN22 


1092 


1116 


forward 2 


TM 


Cytosolic 


472 


LG : 1 3 84075 . 8 : 200 1 J UN22 


1 


59 


forward 2 


TM 


Non-Cytosolic 


4 /Z 


T f 1 • 1 *3 O A m C O.O AA 1 TT TKTO «^ 

LG . 1 3 840 75 . 8 :200 1 J UN22 


60 


82 


forward 2 


TM 


Transmembrane 


4 /Z 


LG. 13840 /5. 8:2001 J UJN22 


83 


101 


forward 2 


TM 


Cytosolic 


All 

4- /Z 


LUr. 1 3o4U /O. o:ZUU 1 J UiNZZ 


102 


124 


forward 2 


TM 


Transmembrane 


/1*79 
4 /Z 


T . 1 QO/I A*7C O.OAA1 TT TXTO^ 

LG. 13840 /5. 8:2001 J UIN22 


125 


127 


forward 2 


TM 


Non-Cytosolic 


4 /Z 


T /"2. 1 1 OA fl*7C O.OAA1 TTTXTOA 

LG.13840 /5.o:2UUlJUJNZ2 


128 


150 


forward 2 


TM 


Transmembrane 


/I TO 

472 


T ,nO/l f\H C O TTTKTOA 

LG: 1384075.8:2001 JUN22 


151 


1 CO 

158 


forward 2 


TM 


Cytosolic 


4*79 
f / z 


J^vj. I Jo4u /->. 0 .ZUU 1 J UIN ZZ 


159 


178 


forward 2 


TM 


Transmembrane 


/ 17') 
4 /Z 


LXj. 13840 / j .o:ZUU 1 J UiNZZ 


179 


192 


forward 2 


TM 


Non-Cytosolic 


4 /Z 


LG. 13840 /5.8:20U1 J UiNZZ 


193 


215 


forward 2 


TM 


Transmembrane 


479 
*f /Z 


t n» i *xq.ac\hk o-onni tttmoo 
JLrLJ. i3o4UO.o.ZUUlJ UiNZZ 


216 


221 


forward 2 


TM 


Cytosolic 


47 9 
*f / Z 


T 1 1Q/in"7< Q.OAAl TTTMOO 

J-0. 13o4U/D.o.ZUUlJ UiNZZ 


222 


244 


forward 2 


TM 


Tra n sm f»m hra n p. 


/too 
4 /Z 


T f~z*i lo. Am < o.onni tttktoo 
LG: 1 3840 /5. 8:200 1 J UiNZZ 


245 


Off 0 

258 


forward 2 


TM 


Non-Cytosolic 


479 


JLO. 13o4U/j.o.ZUUUUiNZZ 


ocn 

259 


00 1 
281 


forward 2 


TM 


Transmembrane 


479 


i-»Ur. i Jo40/j.o.Zul/lJ UfMZ.6 


282 


293 


forward 2 


TM 


Cytosolic 


479 
*f / Z 


T n« 1 *2QA A7C O.oAAi TT TKTOO 

LAJ. 13o4U/ j.0:Z0U1J UiNZZ 


Z7t 


j 10 


forward 2 


TM 


Transmembrane 


472 




317 


773 


forward 2 


TM 


Non-Cytosolic 


472 


LG:1384075.8:2001JUN22 


774 


796 


forward 2 


TM 


Transmembrane 


472 


LG:1384075.8:2001JUN22 


797 


813 


forward 2 


TM 


Cytosolic 


472 


LG: 1 3 84075 . 8:200 1 JUN22 


3 


773 


forward 3 


TM 


Non-Cytosolic 


472 


LG:1384075.8:2001JUN22 


774 


796 


forward 3 


TM 


Transmembrane 


472 


LG: 1384075.8:2001 JUN22 


797 


812 


forward 3 


TM 


Cytosolic 



218 



BNSDOCID: <WO 02083B76A2 I > 
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SEQ D NO: Template ID 

473 LG: 1 3 84 1 55 . 1 :200 1 JUN22 

473 LG:1384155.1:2001JUN22 
473- LG:1384155.1:2001JUN22 

474 LG: 1385280. 1 2:2001 JUN22 
474 LG: 1 385280. 1 2:200 1 JUN22 

474 LG: 1385280. 1 2:2001 JUN22 

475 LG: 1 3905 35 .25 -.2001 JUN22 
475 LG:1390535.25:2001JUN22 
475 LG: 1390535.25:2001 JUN22 
475 LG : 1 3905 35 .25 :200 1 JUN22 

475 LG:1390535.25:2001JUN22 

47 6 LG : 1 397047 . 1 :200 1 JUN22 
476 LG: 1 397047 . 1 :200 1 JUN22 
476 LG: 1397047. 1 :200 1JUN22 
476 LG: 1 397047 . 1 :200 1 JUN22 
476 LG: 1 397047. 1 :2001 JUN22 
476 LG: 1 397047. 1 :200 1 JUN22 

476 LG: 1 397047. 1 :2001 JUN22 

477 LG: 1 398646. 15:2001 JUN22 
477 LG: 1 398646. 1 5 :2001 JUN22 
477 LG: 1 398646. 15 :2001 JUN22 
477 LG: 1 398646. 1 5 :200 1 JUN22 
477 LG:1398646.15:2001JUN22 
477 LG:1398646.15:2001JUN22 
477 LG:1398646.15:2001JUN22 
477 LG:1398646.15:2001JUN22 
477 LG:1398646.15:2001JUN22 
477 LG: 1 398646. 1 5 :2001 JUN22 
477 LG:1398646.15:2O01JUN22 
477 LG:1398646.15:2001JUN22 
477 LG : 1 398646. 15 :2001 JUN22 
477 LG:1398646.15:2001JUN22 
477 LG:1398646.15:2001JUN22 
477 LG:1398646.15:2001JUN22 
477 LG: 1398646.15:2001 JUN22 
477 LG: 1 398646. 15 :2001 JUN22 
477 LG:1398646.15:2001JUN22 
477 LG: 1398646. 15:2001 JUN22 
477 LG:1398646.15:2O01JUN22 
477 LG: 1398646.15:2001 JUN22 
477 LG:1398646.15:2001JUN22 
477 LG:1398646.15:2001JUN22 
477 LG:1398646.15:2001JUN22 
477 LG:1398646.15:2001JUN22 
477 LG:1398646.15:2001JUN22 
477 LG:1398646.15:2001JUN22 
477 LG: 1 398646. 15 :200 1 JUN22 
477 LG:1398646.15:2001JUN22 
477 LG: 1398646.15:2001 JUN22 
477 LG: 1 398646. 1 5:2001 JUN22 

477 LG:1398646.15:2001JUN22 

478 LG: 1446193.10:2001 JUN22 
478 LG: 1446193. 10:2001 JUN22 
478 LG:1446193.10:2001JUN22 



TABLE 2 
Start Stop 



1 

13 
36 
1 

10 
33 
1 

43 
61 
90 
113 
1 

76 
99 
102 
125 
249 
267 
1 

64 
87 
288 
311 
330 
353 
373 
396 
1 

68 
91 
335 
358 
501 
521 
602 
625 
1 

291 
314 
334 
357 
371 
394 
500 
523 
537 
560 
652 
675 
678 
698 
1 

942 
962 
219 



12 
35 
461 
9 

32 
278 
42 
60 
89 
112 
151 
75 
98 
101 
124 
248 
266 
507 
63 
86 
287 
310 
329 
352 
372 
395 
748 
67 
90 
334 
357 
500 
520 
601 
624 
748 
290 
313 
333 
356 
370 
393 
499 
522 
536 
559 
651 
674 
677 
697 
748 
941 
961 
1036 



Frame 
forward 2 
forward 2 
forward 2 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 1 
forward 1 
forward 1 



Domain Type 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 



TM 

TM 

TM 

TM 

TM 

TM 

TM 

TM 

TM 

TM 

TM 

TM 

TM 

TM 

TM 

TM 

TM 

TM 



Topology 
Cytosolic 
Transmembrane 
Non-Cytosolic 
Non-Cytosolic 
Transmembrane 
Cytosolic 
Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 
Cytosolic 
Cytosolic 
i Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Non-Cytosolic 
Transmembrane 
Cytosolic 



BNSDOCID: <WO 02083876A2J . > 



WO 02/083876 



PCT/US02/09921 



SEQ D NO: Template ID 

478 LG: 14461 93. 1 0:2001 JUN22 

47 8 LG : 1 446 1 93 . 1 0: 200 1 JUN22 

478 LG: 1 4461 93. 1 0:2001 JUN22 

478 LG:1446193.10:2001JUN22 

478 LG:1446193.10:2001JUN22 

478 LG:1446193. 10:2001 JUN22 

478 LG:1446193.10:2001JUN22 

478 LG:1446193.10:2001JUN22 

478 LG: 1446193. 10:2001 JUN22 

478 LG:1446193.10:2001JUN22 

478 LG:1446193.10:2001JUN22 

479 LG:1446405.14:2001JUN22 
479 LG: 1446405 . 14:2001 JUN22 
479 LG: 1446405. 14:2001JUN22 
479 LG: 1446405 . 14 :2001 JUN22 
479 LG:1446405. 14:2001 JUN22 
479 LG:1446405.14:2001JUN22 
479 LG:1446405.14:2001JUN22 
479 LG: 1446405. 14:2001 JUN22 
479 LG: 1446405. 14:2001 JUN22 
479 LG:1446405.14:2001JUN22 
479 LG:1446405.14:2001JUN22 
479 LG: 1446405. 14:2001 JUN22 
479 LG:1446405.14:2001JUN22 
479 LG: 1446405. 14:2001 JUN22 
479 LG:1446405.14:2001JUN22 
479 LG:1446405.14:2001JUN22 
479 LG: 1446405 . 14:2001 JUN22 
479 LG:1446405. 14:2001 JUN22 
479 LG:1446405.14:2001JUN22 
479 LG: 1 446405 .14:2001 JUN22 
479 LG: 1446405.1 4:2001 JUN22 
479 LG: 1446405. 14:2001 JUN22 
479 LG:1446405.14:2001JUN22 
479 LG: 1446405. 14:2001 JUN22 
479 LG: 1446405. 14:2001 JUN22 
479 LG:1446405.14:2001JUN22 

479 LG: 1446405. 14:2001 JUN22 

480 LG:1448148.1:2001JUN22 
480 LG:1448148.1:2001JUN22 
480 LG: 1 448 1 48. 1 :200 1 JUN22 
480 LG:1448148.1:2001JUN22 

480 LG:1448148.1:2001JUN22 

48 1 LG: 1 4526 19. 1 3:2001 JUN22 
481 LG:1452619.13:2001JUN22 
48 1 LG: 14526 19. 13:2001 JUN22 
481 LG:1452619.13:2001JUN22 
481 LG:1452619.13:2001JUN22 
481 LG: 14526 19.1 3:200 1 JUN22 

481 LG:1452619.13:2001JUN22 

482 LG:1452783.22:2001JUN22 
482 LG: 1 4527 83.22:200 1 JUN22 

482 LG: 1452783.22:2001 JUN22 

483 LG:1453417.5:2001JUN22 



TABLE 2 



Start 


Stop 


Frame 


Domain Type 


Topology 


1037 


1059 


forward 1 


TM 


Transmembrane 


1060 


1073 


forward 1 


TM 


Non-Cytosolic 


1074 


1096 


forward 1 


TM 


Transmembrane 


1097 


1171 


forward 1 


TM 


Cytosolic 


1172 


1194 


forward 1 


TM 


Transmembrane 


1195 


1371 


forward 1 


TM 


Non-Cytosolic 


1 


1034 


forward 2 


TM 


Non-Cytosolic 


1035 


1057 


forward 2 


TM 


Transmembrane 


1058 


1069 


forward 2 


TM 


Cytosolic 


1070 


1087 


forward 2 


TM 


Transmembrane 


1088 


1371 


forward 2 


TM 


Non-Cytosolic 


1 


3161 


forward 1 


TM 


Non-Cytosolic 


3162 


3184 


forward 1 


TM 


Transmembrane 


3185 


3232 


forward 1 


TM 


Cytosolic 


3233 


3255 


forward 1 


TM 


Transmembrane 


3256 


3290 


forward 1 


TM 


Non-Cytosolic 


3291 


3313 


forward 1 


TM 


Transmembrane 


3314 


3410 


forward 1 


TM 


Cytosolic 


3411 


3433 


forward 1 


TM 


Transmembrane 


3434 


3447 


forward 1 


TM 


Non-Cytosolic 


1 


3409 


forward 2 


TM 


Non-Cytosolic 


3410 


3432 


forward 2 


TM 


Transmembrane 


3433 


3447 


forward 2 


TM 


Cytosolic 


1 


3127 


forward 3 


TM 


Non-Cytosolic 


3128 


3150 


forward 3 


TM 


Transmembrane 


3151 


3162 


forward 3 


• TM 


Cytosolic 


3163- 


3185 


forward 3 


TM' 


Transmembrane 


3186 


3230 


forward 3 


' TM 


Non-Cytosolic 


3231 


3264 


forward 3 


TM 


Transmembrane 


3265 


3283 


forward 3 


TM 


Cytosolic 


3284 


3306 


forward 3 


TM 


Transmembrane 


3307 


3328 


forward 3 


TM 


Non-Cytosolic 


3329 


3351 


forward 3 


TM 


Transmembrane 


3352 


3394 


forward 3 


TM 


Cytosolic 


3395 


3417 


forward 3 


TM 


Transmembrane 


3418 


3426 


forward 3 


TM 


Non-Cytosolic 


3427 


3444 


forward 3 


TM 


Transmembrane 


3445 


3446 


forward 3 


TM 


Cytosolic 


1 


139 


forward 2 


TM 


Cytosolic 


140 


162 


forward 2 


TM 


Transmembrane 


163 


538 


forward 2 


TM 


Non-Cytosolic 


539 


561 


forward 2 


TM 


Transmembrane 


562 


577 


forward 2 


TM 


Cytosolic 


1 


12 




X A*X 


i:~ 


13 


35 


forward 2 


TM 


Transmembrane 


36 


76 


forward 2 


TM 


Non-Cytosolic 


77 


99 


forward 2 


TM 


Transmembrane 


1UU 


105 


forward 2 


TM 


Cytosolic 


106 


128 


forward 2 


TM 


Transmembrane 


129 


363 


forward 2 


TM 


Non-Cytosolic 


1 


85 


forward 3 


TM 


Cytosolic 


86 


108 


forward 3 


TM 


Transmembrane 


109 


2326 


forward 3 


TM 


Non-Cytosolic 


1 


18 


forward 1 


TM 


Cytosolic 



220 



BNSDOCID: <WO__ . 02083876A2J. > 



WO 02/083876 



PCT/US02/09921 



SEQ D NO: 


Template ID 


483 


LG:1453417.5:2001JUN22 


483 


LG:1453417.5:2001JUN22 


483 


LG:1453417.5:2001JUN22 


483 


LG:1453417.5:2001JUN22 


483 


LG:1453417.5:2001JUN22 


483 


LG:1453417.5:2001JUN22 


483 


LG:1453417.5:2001JUN22 


484 


LG: 1455222.23:2001 JUN22 


484 


LG: 1455222.23:2001 JUN22 


484 


LG: 1455222.23:2001 JUN22 


485 


LG:149121.8:2001JUN22 


485 


LG:149121.8:2001JUN22 


485 


LG: 149 121.8:2001 JUN22 


485 


LG:149121.8:2001JXJN22 


485 

tOJ 


LG:149121.8:2001JUN22 


485 


LG: 149 121.8:2001 JUN22 


485 


LG:149121.8:2001JUN22 


485 


LG:149121.8:2001JUN22 


485 


LG:149121.8:2001JUN22 


485 


LG: 149 1 21.8:200 1 JUN22 


485 


LG:149121.8:2001JUN22 


485 


LG:149121.8:2001JUN22 


485 


LG: 149121. 8:2001 JUN22 


485 

HO J 


LG:149121.8:2001JUN22 


485 

•tOJ 


LG:149121.8:2001JUN22 


485 


LG:149121.8:2001JUN22 


485 


LG:149121.8:2001JUN22 


485 


LG: 149 121 .8:2001 JUN22 


485 


LG:149121.8:2001JUN22 


485 


LG:149 121.8:2001 JUN22 


485 


LG:149121.8:2001JUN22 


485 


LG:149121.8:2001JUN22 


485 


LG:149121.8:2001JUN22 


485 


LG:149121.8:2001JUN22 


485 


LG: 149 121. 8:2001 JUN22 


485 


LG:149121.8:2001JUN22 


485 


LG:14912L8:2001JUN22 


485 


LG:149121.8:2001JUN22 


485 


LG:149121.8:2001JUN22 


485 


LG:149121.8:2001JUN22 


485 


LG:149121.8:2001JUN22 



485 LG:149121.8:2001JUN22 

485 LG:14912L8:2001JUN22 

485 LG:149121.8:2001JUN22 

485 LG:149121.8:2001JUN22 

485 LG: 149121.8:2001 JUN22 

485 LG:149121.8:2001JUN22 

485 LG: 149 121.8:2001 JUN22 

485 LG:149121.8:2001JUN22 

485 LG:149121.8:2001JUN22 

485 LG:149121.8:2001JUN22 

485 LG: 149121.8:2001 JUN22 

485 LG:149121.8:2001JUN22 

485 LG:149121.8:2001JUN22 



TABLE 2 

Start Stop Frame Domain Type 



19 


41 


forward 1 


TM 


42 


1206 


forward 1 


TM 


1 


88 


forward 3 


TM 


89 


111 


forward 3 


TM 


112 


117 


forward 3 


TM 


118 


140 


forward 3 


TM 


141 


1206 


forward 3 


TM 


1 


207 


forward 2 


TM 


208 


230 


forward 2 


TM 


231 


596 


forward 2 


TM 


1 


142 


forward 1 


TM 


143 


160 


forward 1 


TM 


161 


179 


forward 1 


TM 


180 


202 


forward 1 


TM 


203 


205 


forward 1 


TM 


206 


228 


forward 1 


TM 


229 


240 


forward 1 


TM 


241 


263 


forward 1 


TM 


264 


293 


forward 1 


TM 


294 


311 


forward 1 


TM 


312 


339 


forward 1 


TM 


340 


362 


forward 1 


TM 


363 


463 


forward 1 


TM 


464 


486 


forward. 1 


TM 


487 


559 


forward 1 . 


TM 


560 


577 


-forward I 


• TM 


578 


586 


forward 1 


TM 


587 


609 


forward 1 


TM 


610 


831 


forward 1 


TM 


832 


854 


forward 1 


TM 


855 


868 


forward 1 


TM 


869 


891 


forward 1 


TM 



892 978 forward 1 TM 

979 998 forward 1 TM 

999 1 129 forward 1 TM 

1130 1152 forward 1 TM 

1153 1300 forward 1 TM 

1301 1323 forward 1 TM 

1324 1332 forward 1 TM 

1 142 forward 2 TM 

143 165 forward 2 TM 

166 197 forward 2 TM 

198 220 forward 2 TM 

221 466 forward 2 TM 

467 489 forward 2 TM 

490 627 forward 2 TM 

628 650 forward 2 TM 

651 656 forward 2 TM 

657 679 forward 2 TM 

680 1304 forward 2 TM 

1305 1327 forward 2 TM 

1328 1332 forward 2 TM 

1 899 forward 3 TM 

900 922 forward 3 TM 
221 



Topology 
Transmembrane 
Non-Cytosolic 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Non-Cytosolic 
Transmembrane 



02083876A2J_> 



WO 02/083876 PCT/US02/09921 



SEQ D NO: Template ID 


Start 


485 


LG: 149121.8:2001 JUN22 


923 


485 


LG : 1 49 1 2 1. 8 : 200 1 JUN22 


974 


485 


LG: 149 121. 8:2001 JUN22 


997 


485 


LG: 149121.8:2001 JUN22 


1001 


485 


LG: 1 49 1 2 1 .8 :2001 JUN22 


1024 


485 


LG: 149121.8:2001 JUN22 


1044 


485 


LG: 149121.8:2001 JUN22 


1067 


486 


LG: 1500175. 18:2001 JUN22 


1 


486 


LG: 1500175. 18:2001 JUN22 


535 


486 


LG: 1500175. 18:2001 JUN22 


558 


486 


LG: 1500175.18:2001 JUN22 


577 


486 


LG: 1500175. 18:2001 JUN22 


600 


486 


LG:1500175.18:2001JUN22 


609 


486 


LG: 1500175. 18:2001 JUN22 


632 


486 


LG:1500175.18:2001JUN22 


1 


486 


LG: 1500175. 18:2001JUN22 


577 


486 


LG: 1500175. 18:2001JUN22 


600 


486 


LG:1500175.18:2001JUN22 


612 


486 


LG:1500175.18:2001JUN22 


632 


486 


LG: 1500175. 18:2001 JTJN22 


1 


486 


LG:1500175.18:2001JUN22 


541 


486 


LG: 1500175. 1 8:2001 JUN22 


564 


486 


LG: 1500175. 18:2001 JUN22 


570 


486 


LG:1500175.18:2001JUN22 


593 


487 


LG: 1500434.6:2001 JUN22 


1 


487 


LG:1500434.6:2001JUN22 


432 


487 


LG: 1500434.6:2001 JUN22 


455 


'487 


LG: 1500434.6:2001 JUN22 


516 


487 . 


LG: 1500434.6:2001 JUN22 


536 


487 


LG: 1500434.6:2001 JUN22 


550 


ft 487 


LG: 1500434.6:2001 JUN22 


573 


487 


LG: 1500434.6:2001 JUN22 


577 


487 


LG: 1500434.6:2001 JUN22 


600 


487 


LG: 1500434.6:2001 JUN22 


627 


487 


LG: 1500434.6:2001 JUN22 


650 


487 


LG: 1500434.6:2001 JUN22 


694 


487 


LG: 1 500434 .6:200 1 JUN22 


717 


487 


LG: 1500434.6:2001 JUN22 


731 


487 


LG: 1500434.6:2001 JUN22 


754 


487 


LG: 1500434.6:2001 JUN22 


760 


487 


LG: 1500434. 6:200 1JUN22 


783 


487 


LG: 1500434.6:2001 JUN22 


797 


487 


LG: 1500434.6:200 1JUN22 


820 


487 


1X5:1 500434.6:200 1 JUN22 


985 


487 


LG: 1500434.6:200 1JUN22 


1008 


487 


LG: 1500434.6:2001 JUN22 


1036 


487 


LG:1500434.6:2001JUN22 


1059 


487 


LG:1500434.6:2001JUN22 


1132 


487 


LG: 1500434.6:2001 JUN22 


1155 


487 


LG: 1500434.6:2001 JUN22 


1169 


487 


LG: 1500434.6:2001 JUN22 


1192 


487 


LG: 1500434.6:2001 JUN22 


1 


487 


LG: 1500434.6:2001 JUN22 


462 


487 


LG: 1500434.6:2001 JUN22 


485 



222 



2 



Stop 


Frame 


Domain Type 


Topology 


973 


forward 3 


TM 


Cytosolic 


996 


forward 3 


TM 


Transmembrane 


1000 


forward 3 


TM 


Non-Cytosolic 


1023 


forward 3 


TM 


Transmembrane 


1043 


forward 3 


TM 


. Cytosolic 


1066 


forward 3 


TM 


Transmembrane 


1331 


forward 3 


TM 


Non-Cytosolic 


534 


forward 1 


TM 


Non-Cytosolic 


557 


forward 1 


TM 


Transmembrane 


576 


forward 1 


TM 


Cytosolic 


599 


forward 1 


TM 


Transmembrane 


608 


forward 1 


TM 


Non-Cytosolic 


631 


forward 1 


TM 


Transmembrane 


642 


forward 1 


TM 


Cytosolic 


576 


forward 2 


TM 


Non-Cytosolic 


599 


forward 2 


TM 


Tran smembrane 


611 


forward 2 


TM 


Cytosolic 


631 


forward 2 


TM 


Transmembrane 


642 


forward 2 


TM 


Non-Cytosolic 


540 


forward 3 


TM 


Non-Cytosolic 


563 


forward 3 


TM 


Transmembrane 


569 


forward 3 


TM 


Cytosolic 


592 


forward 3 


TM 


Transmembrane 


641 


forward 3 


TM 


Non-Cytosolic 


431 


forward 1 


TM 


Non-Cytosolic 


454 


forward 1 


TM 


Transmembrane 


515 


forward 1 


TM 


Cytosolic 


535 


forward 1 


TM 


Transmembrane 


549 


forward 1 


TM 


Non-Cytosolic 


572 


forward 1 


TM 


Transmembrane 


576 


forward 1 


TM 


Cytosolic 


599 


forward 1 


TM 


Transmembrane 


626 


forward 1 


TM 


Non-Cytosolic 


649 


forward 1 


TM 


Transmembrane 


693 


forward 1 


TM 


Cytosolic 


716 


forward 1 


TM 


Transmembrane 


730 


forward 1 


TM 


Non-Cytosolic 


753 


forward 1 


TM 


Transmembrane 


759 


forward 1 


TM 


Cytosolic 


782 


forward 1 


TM 


Transmembrane 


796 


forward 1 


TM 


Non-Cytosolic 


819 


forward 1 


TM 


Transmembrane 


984 


forward 1 


TM 


Cytosolic 


1007 


^™ — j i 

lUlYYUlU A 


TTk A 
X IY1 


Transmembrane 


1035 


forward 1 


TM 


Non-Cytosolic 


1058 


forward 1 


TM 


Transmembrane 


1131 


forward 1 


TM 


Cytosolic 


1154 


forward 1 


TM 


Transmembrane 


1168 


forward 1 


TM 


Non-Cytosolic 


1191 


forward 1 


TM 


Transmembrane 


1282 


forward 1 


TM 


Cytosolic 


461 


forward 2 


TM 


Non-Cytosolic 


484 


forward 2 


TM 


Transmembrane 


584 


forward 2 


TM 


Cytosolic 



BNSDOCID: <WO 020B3876A2. 1. > 



WO 02/083876 



PCT/US02/09921 



SEQ D NO: Template ID 

487 LG:1500434.6:2001JUN22 

487 LG:1500434.6:2001JUN22 

487 LG: 1500434.6:2001 JUN22 

487 LG: 1500434.6:2001 JUN22 

487 LG: 1500434.6:2001 JUN22 

487 LG: 1500434.6:2001 JUN22 

487 LG:1500434.6:2001JUN22 

487 LG: 1500434.6:2001 JUN22 

487 LG: 1500434.6:2001 JUN22 

487 LG : 1 500434.6:200 1 JUN22 

487 LG: 1500434.6:2001 JUN22 

487 LG: 1500434.6:2001 JUN22 

487 LG: 1500434.6:2001 JUN22 

487 LG: 1500434.6:2001 JUN22 

487 LG: 1500434.6:2001 JUN22 

487 LG: 1500434.6:2001 JUN22 

487 LG: 1500434.6:2001 JUN22 

487 LG:1500434.6:2001JUN22 

487 LG:1500434.6:2001JUN22 

487 LG: 1500434.6:2001 JUN22 

487 LG: 1500434.6:2001 JUN22 

487 LG:1500434.6:2001JUN22 

487 LG: 1500434.6:2001 JUN22 
487 • LG:1500434.6:2001JUN22 

487 LG: 1500434.6:2001 JUN22 

1 487 LG:1500434.6:2001JUN22 

487 LG: 1500434.6:2001 JUN22 

487 LG: 1500434.6:2001 JUN22 

487 LG: 1500434.6:2001 JUN22 

487 LG: 1500434.6:2001 JUN22 

487 LG: 1500434.6:2001 JUN22 

487 LG:1500434.6:2001JUN22 

487 LG: 1500434.6:2001 JUN22 

487 LG: 1500434.6:200 1JUN22 

487 LG: 1500434.6:2001 JUN22 

487 LG: 1500434.6:2001 JUN22 

487 LG:1500434.6:2001JUN22 

487 LG: 1500434.6:2001 JUN22 

487 LG: 1500434.6:2001 JUN22 

487 LG: 1500434.6:2001 JUN22 

487 LG:1500434.6:2001JUN22 

487 LG: 1500434.6:2001 JUN22 

487 LG:1500434.6:2001JUN22 

487 LG: 1500434 .6:200 1JUN22 

487 LG: 1500434.6:2001 JUN22 

487 LG: 1500434.6:2001 JUN22 

487 LG:1500434.6:200UUN22 

487 LG: 1500434.6:200 1JUN22 

487 LG:1500434.6:200UUN22 

488 LG: 1501550. 19:2001 JUN22 
488 LG: 1501550. 19:2001 JUN22 
488 LG: 1501550. 19:2001 JUN22 
488 LG: 1501550.19:2001 JUN22 
488 LG:1501550.19:200UUN22 



TABLE 2 
Start Stop 



585 
608 
622 
645 
730 
753 
767 
787 
868 
891 
905 
928 



607 

621 

644 

729 

752 

766 

786 

867 

890 

904 

927 

1017 



1018 1040 

1041 1129 

1130 1152 

1153 1178 

1179 1201 

1202 1205 

1206 1228 

1229 1282 



1 

212 

235 

516 

536 

545 

565 

585 

608 

644 

667 

689 

712 

731 

754 

766 

789 

997 



211 
234 
515 
535 
544 
564 
584 
607 
643 
666 
688 
711 
730 
753 
765 
788 
996 
1019 



1020 1031 
1032 1054 
1055 1093 
1094 1111 
1112 1178 
1179 1201 
1202 1204 
1205 1222 
1223 1241 
1242 1264 
1265 1282 

1 920 
921 943 
944 1068 
1069 1086 
1087 1110 

223 



Frame 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 



Domain Type 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 



Topology 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 
, Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 



BNSDOCID: <WO 02083876A2_I_> 
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SEQDNO: Template ID 


488 


LG:1501550. 19:2001 JUN22 


488 


LG: 1501550.19:2001 JUN22 


488 


LG: 1501550. 19:2001 JUN22 


488 


LG: 1501550. 19:2001 JUN22 


488 


LG.1501550. 1 9:2001 JUN22 


488 


LG:1501550.19:2001JUN22 


488 


LG: 1 50 1 550. 1 9 :200 1 JUN22 


488 


LG:1501550. 19:2001 JUN22 


488 


LG: 1501550. 19:2001 JUN22 


488 


LG : 1 50 1550. 1 9 :2001 JUN22 


488 


LG:1501550.19:2001JUN22 


488 


LG:1501550.19:2001JUN22 


488 


LG: 1501550. 19:2001 JUN22 


488 


LG:1501550.19:2001JUN22 


488 


LG: 1501550.19:2001 JUN22 


489 


LG: 1501923.26:2001 JUN22 


489 


LG:1501923.26:2001JUN22 


489 


LG: 1501923.26:2001 JUN22 


490 


LG: 150960.9:2001 JUN22 


490 


LG: 150960.9:2001 JUN22 


490 


LG: 150960.9:2001 JUN22 


490 


LG: 150960.9:2001 JUN22 


490 


LG: 150960.9:2001 JUN22 


490 


LG: 150960.9:2001 JUN22 


490 


LG: 150960.9:2001 JUN22 


490 


LG: 150960.9:2001 JUN22 


490 


LG: 150960.9:2001 JUN22 


490 


LG: 150960.9:2001 JUN22 


490 


LG: 150960.9:2001 JUN22 


490 


LG: 150960.9:2001 JUN22 


490 


LG: 150960.9:2001 JUN22 


490 


LG: 1 50960.9:200 1 JUN22 


490 


LG: 150960.9:2001 JUN22 


491 


LG: 1 82744.29:2001 JUN22 


491 


LG: 1 82744.29:2001 JUN22 


491 


LG: 182744.29:2001 JUN22 


491 


LG: 1 82744.29:2001 JUN22 


491 


LG: 1 82744.29:2001 JUN22 


491 


LG: 1 82744.29:2001 JUN22 


491 


LG: 1 82744.29:2001 JUN22 


491 


LG: 1 82744.29:2001 JUN22 


491 


LG: 1 82744. 29:200 1 JUN22 


491 


LG: 1 82744.29:2001 JUN22 


491 


LG: 1 82744.29:200 1 JUN22 


491 


LG: 1 82744.29:2001 JUN22 


491 


LG: 1 82744.29:200 1JUN22 


492 


LG:197166.1:2001JUN22 


492 


LG:197166.1:2001JUN22 


492 


LG: 1 97 1 66. 1 :200 1 JUN22 


493 


LG: 197455.5:2001 JUN22 


493 


LG: 197455.5:2001 JUN22 


493 


LG:197455.5:2001JUN22 


493 


LG:197455.5:2001JUN22 


493 


LG: 197455.5:2001 JUN22 



TABLE 2 



Start 


Stop 


Frame 


Domain Type 


Topology 


1111 


1133 


forward 1 


TM 


Transmembrane 


1134 


1212 


forward 1 


TM 


Cytosolic 


1213 


1230 


forward 1 


TM 


Transmembrane 


1231 


1627 


forward 1 


TM 


Non-Cytosolic 


1 


1083 


forward 3 


* TM 


Non-Cytosolic 


1084 


1106 


forward 3 


TM 


Transmembrane 


1107 


1211 


forward 3 


■TM 


Cytosolic 


1212 


1234 


forward 3 


TM 


Transmembrane 


1235 


1238 


forward 3 


TM 


Non-Cytosolic 


1239 


1261 


forward 3 


TM 


Transmembrane 


1262 


1281 


forward 3 


TM 


Cytosolic 


1282 


1304 


forward 3 


TM 


Transmembrane 


1305 


1357 


forward 3 


TM 


Non-Cytosolic 


1358 


1375 


forward 3 


TM 


Transmembrane 


1376 


1626 


forward 3 


TM 


Cytosolic 


1 


12 


forward 1 


■ TM 


Non-Cytosolic 


13 


30 


forward 1 


TM 


Transmembrane 


31 


204 


forward 1 


TM 


Cytosolic 


1 


215 


forward 3 


TM 


Cytosolic 


216 


238 


forward 3 


TM 


Transmembrane 


239 


257 


forward 3 


TM 


Non-Cytosolic 


258 


277 


forward 3 


TM 


Transmembrane 


278 


297 


forward 3 


TM 


Cytosolic 


298 


320 


forward 3 


TM 


Transmembrane 


321 


323 


forward 3 


TM 


Non-Cytosolic 


324 


346 


forward 3 


TM 


Transmembrane 


347 


474 


forward 3 


TM 


Cytosolic 


475 


497 


forward 3 


TM 


Transmembrane 


498 


521 


forward 3 


TM 


Non-Cytosolic 


522 


544 


forward 3 


TM 


Transmembrane 


545 


550 


forward 3 


TM 


Cytosolic 


551 


573 


forward 3 


TM 


Transmembrane 


574 


763 


forward 3 


TM 


Non-Cytosolic 


1 


193 


forward 1 


TM 


Non-Cytosolic 


194 


216 


forward 1 


TM 


Transmembrane 


217 


389 


forward 1 


TM 


Cytosolic 


390 


409 


forward 1 


TM 


Transmembrane 


410 


719 


forward 1 


TM 


Non-Cytosolic 


1 


151 


forward 2 


TM 


Non-Cytosolic 


152 


174 


forward 2 


TM 


Transmembrane 


175 


193 


forward 2 


TM 


Cytosolic 


194 


216 


forward 2 


TM 


Transmembrane 


217 


719 


forward 2 


TM 


Non-Cytosolic 


1 


65 


for\vsrd 3 


TTV/t 
*■ *** 


i: _ 

Transmembrane 


66 


85 


forward 3 


TM 


86 


718 


forward 3 


TM 


Non-Cytosolic 


1 


14 


forward 3 


TM 


Non-Cytosolic 


15 


37 


forward 3 


TM 


Transmembrane 


38 


84 


forward 3 


TM 


Cytosolic 


1 


202 


forward 3 


TM 


Non-Cytosolic 


203 


225 


forward 3 


TM 


Transmembrane 


226 


237 


forward 3 


TM 


Cytosolic 


238 


260 


forward 3 


TM 


Transmembrane 


261 


316 


forward 3 


TM 


Non-Cytosolic 


224 









BNSDOCID: <WO 02083876A2. i_> 
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SEQ D NO: Template ID 

493 LG:197455.5:2001JUN22 

493 LG:197455.5:2001JUN22 

494 LG:198251.8:2001JUN22 
494 LG: 1 9825 1 .8 :200 1 JUN22 
494 LG: 1 9825 1 .8 : 200 1 JUN22 
494 LG: 19825 1 .8:2001 JUN22 
494 LG: 1 9825 1 .8 :200 1 JUN22 
494 LG:19825L8:2001JUN22 
494 LG : 1 9825 1 . 8 :200 1 JUN22 
494 LG : 1 9825 1 . 8 :200 1 JUN22 
494 LG: 19825 1 .8:2001 JUN22 
494 LG: 19825 1 .8:2001 JUN22 
494 LG: 19825 1.8:2001 JUN22 
494 LG: 1 9825 1.8 :2001 JUN22 
494 LG : 19825 1 .8:2001 JUN22 
494 LG: 1 9825 1 .8:2001 JUN22 
494 LG: 19825 1 .8:2001 JUN22 
494 LG: 19825 1 .8:2001 JUN22 
494 LG: 19825 1 .8:2001 JUN22 
494 LG: 19825 1 .8:2001 JUN22 
494 LG: 19825 1 .8:2001 JUN22 
494 LG: 198251. 8:2001 JUN22 
494 LG: 198251. 8:2001 JUN22 

. 494 • LG:198251.8:2001JUN22 

494 LG: 19825 1 .8:2001 JUN22 

494 LG: 198251. 8:2001 JUN22 

494 LG: 198251. 8:2001 JUN22 

495 ' LG:200149.3:2001JUN22 
495 LG:200149.3:2001JUN22 
495 LG:200149.3:2001JUN22 
495 LG:200 149.3:2001 JUN22 
495 LG:200149.3:2001JUN22 
495 LG:200149.3:2001JUN22 
495 LG:200149.3:2001JUN22 
495 LG:200149,3:2001JUN22 
495 LG:200149.3:2001JUN22 
495 LG:200149.3:2001JUN22 
495 LG:200149.3:2001JUN22 
495 LG:200149.3:2001JUN22 
495 LG:200 149.3 :200 1 JUN22 
495 LG:200149.3:2001JUN22 
495 LG:200149.3:2001JUN22 
495 LG:200149.3:2001JUN22 
495 LG:200149.3:2001JUN22 
495 LG:200149.3 :200 1 JUN22 
495 LG:200149.3:2001JUN22 
495 LG:200149.3:2001JUN22 
495 LG:200149.3:2001JUN22 
495. LG:200149.3:2001JUN22 
495 LG:200149.3:2001JUN22 
495 LG:200149.3:2001JUN22 
495 LG:200149.3:2001JUN22 
495 LG:200149.3:2001JUN22 
495 LG:200149.3:2001JUN22 



TABLE 2 
Start Stop 



317 
337 
1 

287 
310 
329 
347 
508 
531 
540 
560 
1 

79 
102 
316 
339 
518 
541 
1 

78 
101 
271 
294 
308 
331 
507 
530 
1 

396 
419 
606 
629 
643 
666 
724 
747 
825 
845 
851 
874 
1 

406 
429 
606 
629 
648 
666 
720 
743 
820 
843 
1269 
1292 

1306 
225 



336 
379 
286 
309 
328 
346 
507 
530 
539 
559 
596 
78 
101 
315 
338 
517 
540 
596 
77 
100 
270 
293 
307 
330 
506 
529 
595 
395 
418 
605 
628 
642 
665 
723 
746 
824 
844 
850 
873 
1372 
405 
428 
605 
628 
647 
665 
719 
742 
819 
842 
1268 
1291 
1305 
1328 



Frame 
forward 3 
forward 3 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 



Domain Type 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 



Topology 
Transmembrane 
Cytosolic 
Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane :. 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 



BNSDOCID: <WO 02083876A2_I_> 



WO 02/083876 
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SEQ D NO: Template ID 

495 LG:200 1 49.3 :200 1 JUN22 

495 LG:200149.3:2001JUN22 

495 LG:200149.3:2001JUN22 

495 LG:200 1 493 :200 1 JUN22 

495 LG:200149.3:2001JUN22 

495 LG:200149.3:2001JUN22 

495 LG:200149.3:2001JUN22 

495 LG:200149.3:2001JUN22 

495 LG:200149.3:2001JUN22 

495 LG:200149.3:2001JUN22 
495 . LG:200149.3:2001JUN22 

495 LG:200149.3:2001JUN22 

496 LG:203483.3:2001JUN22 
496 LG:203483.3:2001JUN22 

496 LG:203483.3:2001JUN22 

497 LG:209701.7:2001JUN22 
497 LG:209701.7:2001JUN22 
497 LG:209701.7:2001JUN22 
497 LG:20970L7:2001JUN22 
497 LG:209701.7:2001JUN22 
497 LG:209701 .7 :2001 JUN22 
497 LG:209701 .7:200 1JUN22 
497 LG:209701.7:2001JUN22 
497 LG:209701.7:2001JUN22 
497 LG:209701.7:2001JUN22 
497 LG:209701.7:2001JUN22 
497 LG:20970L7:2001JUN22 
497 LG:209701.7:2001JUN22 
497 LG:209701.7:2001JUN22 
497 LG :209701 .7 :200 1JUN22 
497 LG:209701 .7:200 1 JUN22 
497 LG:2O9701.7:2001JUN22 
497 LG:209701. 7:2001 JUN22 
497 LG :20970 1 .7 :200 1 JUN22 
497 LG:20970L7:2001JUN22 
497 LG:209701 .7 :200 1 JUN22 
497 LG:20970L7:2001JUN22 
497 LG:20970L7:2001JUN22 
497 LG:209701.7:2001JUN22 

497 LG:209701.7:2001JUN22 

498 LG:210614.1:2001JUN22 
498 LG:210614.1:2001JUN22 
498 LG:210614.1:2001JUN22 
498 LG:21Q614.1:2001JUN22 
498 LG:210614. 1:2001 JXJN22 
498 LG:210614.1:2001JUN22 
498 LG:2 1 06 1 4. 1 :200 1 JUN22 

498 LG:210614.1:2001JUN22 

499 LG:210672.1:2001JUN22 
499 LG:2 10672. 1 :2001 JUN22 
499 LG:2 1 0672. 1 :200 1 JUN22 
499 LG:210672.1:2001JUN22 
499 LG:2 10672. 1 :200 1 JUN22 
499 LG:2 1 0672. 1 :2001 JUN22 



TABLE 2 



Start 


Stop 


Frame 


Domain Type 


Topology 


1329 


1339 


forward 2 


TM 


Cytosolic 


1340 


1362 


forward 2 


TM 


Transmembrane 


1363 


1372 


forward 2 


TM 


Non-Cytosolic 


1 


495 


forward 3 


TM 


Non-Cytosolic 


496 


515 


forward 3 


TM 


Transmembrane 


516 


575 


forward 3 


TM 


Cytosolic 


576 


595 


forward 3 


TM 


Transmembrane 


596 


604 


forward 3 


TM 


Non-Cytosolic 


605 


627 


forward 3 


TM 


Transmembrane 


628 


643 


forward 3 


TM 


Cytosolic 


644 


666 


forward 3 


TM 


Transmembrane 


667 


1371 


forward 3 


TM 


Non-Cytosolic 


i 


568 


forward 2 


TM 


Non-Cytosolic 


569 


591 


forward 2 


TM 


Transmembrane 


592 


634 


forward 2 


TM 


Cytosolic 


1 


163 


forward 1 


TM 


Non-Cytosolic 


164 


183 


forward 1 


TM 


Transmembrane 


184 


195 


forward 1 


TM 


Cytosolic 


196 


218 


forward 1 


TM 


Transmembrane 


219 


260 


forward 1 


TM 


Non-Cytosolic 


261 


283 


forward 1 


TM 


Transmembrane 


284 


316 


forward 1 


TM 


Cytosolic 


317 


339 


forward 1 


TM 


Transmembrane 


340 


343 


forward 1 


TM 


Non-Cytosolic 


344 


366 


forward 1 


TM 


Transmembrane 


367 


477 


forward 1 


TM 


Cytosolic 


478 


500 


forward 1 


TM 


Transmembrane 


501 


511 


forward 1 


TM 


Non-Cytosolic 


1 


42 


forward 2 


TM 


Cytosolic 


43 


65 


forward 2 


TM 


Transmembrane 


66 


68 


forward 2 


TM 


Non-Cytosolic 


69 


91 


forward 2 


TM 


Transmembrane 


92 


209 


forward 2 


TM 


Cytosolic 


210 


232 


forward 2 


TM 


Transmembrane 


233 


510 


forward 2 


TM 


Non-Cytosolic 


1 


225 


forward 3 


TM 


Non-Cytosolic 


226 


248 


forward 3 


TM 


Transmembrane 


249 


260 


forward 3 


TM 


Cytosolic 


261 


283 


forward 3 


TM 


Transmembrane 


284 


510 


forward 3 


TM 


Non-Cytosolic 


1 


77 


forward 1 


TM 


Non-Cytosolic 


78 


100 


forward 1 


TM 


Transmembrane 


101 

1 OrfC 
J. «/w 


135 


forward 1 


TM 


Cytosolic 


1 CO 


r i i 

iuiwaiu i 


HVi 


Transmembrane 


159 


392 


forward 1 


TM 


Non-Cytosolic 


1 


134 


forward 2 


TM 


Cytosolic 


135 


157 


forward 2 


TM 


Transmembrane 


158 


392 


forward 2 


TM 


Non-Cytosolic 


1 


397 


forward 1 


TM 


Cytosolic 


398 


420 


forward 1 


TM 


Transmembrane 


421 


468 


forward 1 


TM 


Non-Cytosolic 


469 


491 


forward 1 


TM 


Transmembrane 


492 


524 


forward 1 


TM 


Cytosolic 


525 


547 


forward 1 


TM 


Transmembrane 



WO 02/083876 



PCT/US02/09921 



SEQ D NO: Template ID 

499 LG:2 1 0672. 1 :2001 JUN22 

499 LG:2 10672. 1:2001 JUN22 

499 LG :2 1 0672. 1 :2001 JUN22 

499 LG:210672. 1:2001 JUN22 

499 LG:210672.1:2001JUN22 

499 LG:210672.1:2001JUN22 

499 LG:210672. 1:2001 JUN22 

499 LG:210672.1:2001JUN22 

500 LG:215051.1O:2001JUN22 
500 LG:215051.10:2001JUN22 

500 LG:21505L10:2001JUN22 

501 LG:218989.3:2001JUN22 
501 LG:21 8989.3:2001 JUN22 
501 LG:21 8989.3 :2001JUN22 
501 LG:218989.3:2001JUN22 

501 LG:218989.3:2001JUN22 

502 LG:228 107.1 1:200 1JUN22 
502 LG:228 107. 1 1 :2001 JUN22 
502 LG:228 107. 1 1 :2001 JUN22 
502 LG:228107.1 1:2001 JUN22 
502 LG.22S 107 . 1 1 :200 1JUN22 
502 LG:228 107. 1 1 :2001 JUN22 
502 LG.228107.1 1:2001 JUN22 
502 LG:228107.1 1:2001 JUN22 
502 LG:228107.11:2001JUN22 
502 LG:228107.1 1.2001JUN22 
502 LG:228107.11:2001JUN22 
502 LG:228 107. 1 1 :200 1 JUN22 
502 LG:228 107. 1 1 :2001 JUN22 
502 LG:228107.11:2001JUN22 
502 LG:228 107. 1 1:2001 JUN22 
502 LG:228107.1 1:2001JUN22 
502 LG:228107.1 1:2001JUN22 
502 LG:228 107 . 1 1 :200 1JUN22 
502 LG:228 107.1 1:2001 JUN22 
502 LG:228107.1 1:2001JUN22 
502 LG:228 107 . 1 1 :2001 JUN22 
502 LG:228107. 1 1:2001 JUN22 
502 LG:228107.1 1:2001 JUN22 
502 LG:228 107.1 1:2001 JUN22 
502 LG:228107.11:2001JUN22 
502 LG:228107.1 1:2001 JUN22 
502 LG:228107.1 1:2001JUN22 
502 LG:228107.1 1:2001JUN22 
502 LG:228 107. 1 1 :2001 JUN22 
502 LG:228107.11:2001JUN22 
502 LG:228107.1 1.2001JUN22 
502 LG:228107.1 1:2001JUN22 
502 LG:228107.1 1:200 1JUN22 
502 LG.228107.1 1:2001JUN22 
502 LG:228107.1 1:2001JUN22 
502 LG:228107.1 1:2001 JUN22 
502 LG:228107.11:2001JUN22 
502 LG:228 107. 1 1 :200 1 JUN22 



TABLE 2 
Start Stop 
548 794 



1 

77 



76 
99 



100 102 
103 125 
126 402 
403 425 
426 794 
1 543 
544 566 
567 729 
1 105 
106 128 
129 218 
219 241 
242 255 
1 271 
272 294 
295 341 
342 364 
365 378 
379 401 
402 413 
414 436 
.437 476 
477 : 496 

497 497 

498 520 
521 550 
551 570 
571 702 
703 725 
726 781 
782 801 
802 922 
923 945 
946 964 
965 984 
985 1028 

1 405 
406 428 
429 484 
485 504 
505 783 
784 801 
802 906 
907 929 
930 938 
939 961 
962 967 
968 990 



991 1004 
1005 1027 
1028 1028 
227 



Frame 
forward 1 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 
forward 
forward 
forward 
forward 
forward 
forward 
forward 
forward 
forward 
forward 
forward 
forward 
forward 
forward 
forward 
forward 
forward 
forward 
forward 
forward 
forward 
forward 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 



Domain Type 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 



Topology 
Non-Cytosolic 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Non-Cytosolic 
Transmembrane 
Cytosolic 
Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 
Cytosolic 



BNSDOCID: <WO 02083B76A2J_> 



WO 02/(183876 



PCT/US02/09921 



SEQ D NO: Template ID 

502 LG:228 107.1 1:2001 JUN22 

502 LG :228 1 07. 1 1 :200 1 JUN22 

502 LG :228 107.11:2001 JUN22 

502 LG:228 107.1 1 :2001 JUN22 

502 LG:228107.1 1:2001 JUN22 

502 LG :22 8 1 07 . 1 1 : 200 1 JUN22 

502 LG:228 107.1 1:2001 JUN22 

502 LG:228107.11:2001JUN22 

502 LG:228107.1 1:2001 JUN22 

502 LG:228107.1 1:2001JUN22 

502 LG:228107.1 1:2001 JUN22 

503 LG:23 1 0 1 6. 1 :200 1 JUN22 
503 LG:23 101 6. 1 :2001 JUN22 
503 LG:23 1 01 6. 1 :2001 JUN22 
503 LG:231016.1:2001JUN22 

503 LG:231016.1:2001JUN22 

504 LG:235943.60:2O01JUN22 
504 LG:235943.60:2001JUN22 
504 LG:235943.60:2001JUN22 
504 LG:235943.60:2001JUN22 
504 LG:235943.60:2001JUN22 

504 LG:235943.60:2001JUN22 

505 LG:235970.14:2001JUN22 
505 LG:235970. 14:2001 JUN22 
505 LG:235970.14:2001JUN22 
505 LG:235970.14:2001JUN22 
505 LG:235970.14:2001JUN22 
505 LG:235970.14:2001JUN22 

505 LG:235970. 14:2001 JUN22 

506 LG:236697.15:2001JUN22 
506 LG.236697. 15:2001 JUN22 
506 LG:236697.15:2001JUN22 
506 LG:236697. 15:2001 JUN22 
506 LG:236697. 15:2001 JUN22 
506 LG:236697.15:2001JUN22 
506 LG:236697.15:2001JUN22 
506 LG:236697.15:2001JUN22 
506 LG:236697.15:2001JUN22 
506 LG:236697. 15:2001JUN22 
506 LG:236697. 15:2001JUN22 
506 LG:236697.15:2001JUN22 
506 LG:236697. 15:2001 JUN22 
506 LG:236697. 15:2001 JUN22 
506 LG:236697. 15:2001 JUN22 
506 LG:236697.15:2001JUN22 
506 LG:236697.15:2001JUN22 
506 LG:236697. 15:2001 JUN22 
506 LG:236697.15:2001JUN22 
506 LG:236697. 15:2001 JUN22 
506 LG:236697. 15:200 1JUN22 
506 LG:236697. 15:2001 JUN22 
506 LG:236697. 15:2001 JXJN22 
506 LG:236697. 15:2001 JUN22 
506 LG:236697.15:2001JUN22 



TABLE 2 



Start 


Stop 


Frame 


Domain Type 


Topology 


1 


471 


forward 3 


TM 


Non-Cytosolic 


472 


'494 


forward 3 


TM 


Transmembrane 


495 


-713 


forward 3 


TM 


Cytosolic 


714 


733 


forward 3 


TM 


Transmembrane 


734 


778 


forward 3 


TM 


Non-Cytosolic 


779 


801 


forward 3 


TM 


Transmembrane 


802 


900 


forward 3 


TM 


Cytosolic 


901 


923 


forward 3 


TM 


Transmembrane 


924 


932 


forward 3 


TM 


Non-Cytosolic 


933 


955 


forward 3 


TM 


Transmembrane 


956 


1027 


forward 3 


TM 


Cytosolic 


1 


4 


forward 2 


TM 


Non-Cytosolic 


5 


27 


forward 2 


TM 


Transmembrane 


28 


31 


forward 2 


TM 


Cytosolic 


32 


54 


forward 2 


TM 


Transmembrane 


55 


304 


forward 2 


TM 


Non-Cytosolic 


28 


114 


forward 1 


SP 




1 


14 


forward 1 


TM 


Non-Cytosolic 


15 


37 


forward 1 


TM 


Transmembrane 


38 


80 


forward 1 


TM 


Cytosolic 


81 


103 


forward 1 


TM 


Transmembrane 


104 


363 


forward 1 


TM 


Non-Cytosolic 


1 


109 


forward 1 


TM 


Cytosolic 


110 


129 


forward 1 


TM 


Transmembrane 


130 


138 


forward 1 


TM 


Non-Cytosolic 


139 


161 


forward 1 


TM 


Transmembrane 


162 


438 . 


forward 1 


TM 


Cytosolic 


439 


461 


forward 1 


TM 


Transmembrane 


462 


679 


forward 1 


TM 


Non-Cytosolic 


1 


534 


forward 1 


TM 


Non-Cytosolic 


535 


557 


forward 1 


TM 


Transmembrane 


558 


577 


forward 1 


TM 


Cytosolic 


578 


597 


forward 1 


TM 


Transmembrane 


598 


616 


forward 1 


TM 


Non-Cytosolic 


617 


639 


forward 1 


TM 


Transmembrane 


640 


682 


forward 1 


TM 


Cytosolic 


1 


218 


forward 2 


TM 


Non-Cytosolic 


219 


241 


forward 2 


TM 


Transmembrane 


242 


370 


forward 2 


TM 


Cytosolic 


371 


388 


forward 2 


TM 


Transmembrane 


389 


542 


forward 2 


TM 


Non-Cytosolic 


543 


565 


forward 2 


TM 


Transmembrane 


566 


577 


forward 2 


TM 


Cytosolic 


i yj 




IVt VT(UU i» 


1 1V1 


Transrrierribi ai ic 


596 


609 


forward 2 


TM 


Non-Cytosolic 


610 


629 


forward 2 


TM 


Transmembrane 


630 


649 


forward 2 


TM 


Cytosolic 


650 


672 


forward 2 


TM 


Transmembrane 


673 


682 


forward 2 


TM 


Non-Cytosolic 


1 


463 


forward 3 


TM 


Non-Cytosolic 


464 


486 


forward 3 


TM 


Transmembrane 


487 


535 


forward 3 


TM 


Cytosolic 


536 


558 


forward 3 


TM 


Transmembrane 


559 


572 


forward 3 


TM 


Non-Cytosolic 



BNSDOCID:<WO 02083876A2 L> 



WO 02/083876 



PCT/US02/09921 



SEQ D NO: Template ID 

506 LG:236697. 15:2001 JUN22 

506 LG :236697 .15:2001 JUN22 

506 LG:236697. 1 5 :200 1JUN22 

506 LG:236697. 1 5 :200 1 JUN22 

507 LG:238576.3:2001JUN22 
507 LG:238576.3:2001JUN22 

507 LG:238576.3:2001JUN22 

508 LG:238602.2:2001JUN22 
508 LG:238602.2:2001 JUN22 
508 LG:238602.2:2001JUN22 
508 LG:238602.2:2001JUN22 
508 LG:238602.2:2001JUN22 
508 LG:238602.2:2001JUN22 
508 LG:238602.2:2001JUN22 
508 LG:238602.2:2001JUN22 
508 LG:238602.2:2001JUN22 
508 LG:238602.2:2001JUN22 
508 LG:238602.2:2001JUN22 
508 LG:238602.2:2001JUN22 
508 LG:238602.2:2001JUN22 
508 LG:238602.2:2001JUN22 
508 LG:238602.2:2001JUN22 
508 LG:238602.2:2001JUN22 
508 LG:238602.2:2001JUN22 
508 LG:238602.2:2001JUN22 

■ 508 LG:238602.2:2001JUN22 

508 LG:238602.2:2001JUN22 

508 LG:238602.2:2001JUN22 

508 LG:238602.2:2001JUN22 

508 LG:238602.2:2001JUN22 

508 LG:238602.2:2001JUN22 

508 LG:238602.2:2001JUN22 

508 LG:238602.2:2001JUN22 

508 LG:238602.2:2001JUN22 
508 LG:238602.2:2001JUN22 
508 LG:238602.2:2001JUN22 
508 LG:238602.2:2001JUN22 
508 LG:238602.2:2001JUN22 
508 LG:238602.2:2001JUN22 
508 LG:238602.2:2001JUN22 
508 LG:238602.2:2001JUN22 
508 LG:238602.2:2001JUN22 
508 LG:238602.2:2001JUN22 
508 LG:238602.2:2001JUN22 
508 LG:238602.2:2001JUN22 
508 LG:238602.2:2001JUN22 
508 LG:238602.2:2001JUN22 
508 LG:238602.2:2001JUN22 
508 LG:238602.2:2001JUN22 
508 LG:238602.2:2001JUN22 
508 LG:238602.2:2001JUN22 

508 LG:2386O2.2:2001JUN22 

5 09 LG :24 1 29 1 .46:200 1 JUN22 
509 LG:24 1 29 1 .46:200 1 JUN22 



TABLE 2 
Start Stop 
573 592 
593 614 
615 637 
638 681 
1 

37 
60 
1 

140 
163 
184 



36 
59 
150 
139 
162 
183 
206 
207 210 
211 233 
234 268 
269 291 
292 402 
403 425 
426 439 
440 462 
463 487 
488 507 
508 892 



1 



173 



174 196 
197 210 
211 233 
234 398 
399 418 
419 437 
438 460 
461 480 
481 503 
504 892 
31 
49 
52 
75 
160 
183 



1 

32 
50 
53 
76 
161 

184 210 

211 233 

234 303 

304 326 

327 356 

. 357 379 

380 395 

396 415 

416 439 

440 462 

463 489 

490 508 

509 891 

1 633 

634 656 
229 



Frame 
forward 3 
forward 3 
forward 3 
forward 3 
forward 
forward 
forward 
forward 
forward 
forward 
forward 
forward 
forward 
forward 
forward 
forward 
forward 
forward 
forward 
forward 
forward 
forward 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 1 
forward 1 



Domain Type 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 



Topology 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Non-Cytosolic 
Transmembrane 
Cytosolic 
Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Non-Cytosolic 
Transmembrane 



BNSDOC1D- <WO 02083876A2..L> 



WO 02/083876 



PCT/US02/09921 



SEQDNO: Template ID 

509 LG:241 29 1 .46:200 1 JUN22 
509 LG:24 1 29 1 .46:200 1 JUN22 
509 LG:24 1 29 1 .46:200 1 JUN22 
509 LG:24 1 29 1 .46:200 1 JUN22 
509 LG:241291.46:2001JUN22 
509 LG:241291.46:2001JUN22 
509 LG:24 1 29 1 .46:200 1 JUN22 
509 LG:24 129 1 .46:2001 JUN22 
509 LG:24129 1 .46:200 1 JUN22 
509 LG:241291.46:2001JUN22 
509 LG:241291.46:2001JUN22 
509 LG:24 129 1 .46:2001 JUN22 
509 LG:24 1291. 46:200 1JUN22 
509 LG:24 1 29 1 .46:200 1 JUN22 
509 LG:24129 1.46:2001 JUN22 
509 LG:24 1 29 1 .46 :200 1 JUN22 
509 LG:24 129 1 .46:200 1JUN22 
509 LG:24129 1.46:2001 JUN22 
509 LG:24129 1.46:2001 JUN22 
509 LG:241291.46:2001JUN22 

509 LG:24 129 1.46:200 1JUN22 

509 LG:241291.46:2001JUN22 

509 LG:241291.46:2001JUN22 

509 LG:24 129 1 .46:200 1 JUN22 

509 LG:241291.46:2001JUN22 

509 LG:241291.46:2001JUN22 

509 LG:241291.46:2001JUN22 

509 LG:24129 1 .46:200 1JUN22 

509 LG:241291.46:2001JUN22 

509 LG :24 1 29 1 .46:200 1 JUN22 

509 LG:241291.46:2001JTJN22 

509 LG:241291.46:2001JUN22 

509 LG:241291.46:2001JUN22 

509 LG:241291.46:2001JUN22 

509 LG:241291.46:2001JUN22 

509 LG :24 1 29 1 .46:200 1JUN22 

509 LG:241291. 46:2001 JUN22 

509 LG:241291.46:2001JUN22 

509 LG:24 1 29 1 .46:200 1JUN22 

509 LG:24 1 29 1 .46:200 1JUN22 

509 LG:24 129 1 .46:2001 JUN22 

509 LG:24 1 29 1 .46:200 1JUN22 

509 LG:24 1 29 1 .46:200 1JUN22 

509 LG:24 1 29 1 .46:200 1 JUN22 

509 LG:241291 .46:200 1JUN22 

509 LG:241291.46:2001JUN22 

509 LG:24 1 29 1 .46:200 IJUN22 

509 LG:24 1 29 1 .46:200 1 JUN22 

509 LG:24 1291 .46:2001 JUN22 

509 LG:24 1 29 1 .46:200 1 JUN22 

509 LG.24 1 29 1 .46:200 1 JUN22 

509 LG:24129 1 .46:200 1 JUN22 

509 LG:24 1 29 1 .46:200 1 JUN22 

510 LG :24 1 742. 1 :200 1 JUN22 



TABLE 2 



Start 


Stop 


Frame 


Domain Type 


Topology 


657 


1032 


forward 1 


TM 


Cytosolic 


1033 


1055 


forward 1 


TM 


Transmembrane 


1056 


1064 


forward 1 


TM 


Non-Cytosolic 


1065 


1084 


forward 1 


TM 


Transmembrane 


1085 


1272 


forward 1 


TM 


Cytosolic 


1273 


1295 


forward 1 


TM 


Transmembrane 


1296 


2007 


forward 1 


TM 


Non-Cytosolic 


2008 


2025 


forward 1 


TM 


Transmembrane 


2026 


2037 


forward 1 


TM 


Cytosolic 


2038 


2060 


forward 1 


TM 


Transmembrane 


2061 


2155 


forward 1 


TM 


Non-Cytosolic 


2156 


2178 


forward 1 


TM 


Transmembrane 


2179 


2190 


forward 1 


TM 


Cytosolic 


2191 


2213 


forward 1 


TM 


Transmembrane 


2214 


2653 


forward 1 


TM 


Non-Cytosolic 


1 


2047 


forward 2 


TM 


Non-Cytosolic 


2048 


2070 


forward 2 


TM 


Transmembrane 


2071 


2162 


forward 2 


TM 


Cytosolic 


2163 


2185 


forward 2 


TM 


Transmembrane 


2186 


2199 


forward 2 


TM 


Non-Cytosolic 


2200 


2222 


forward 2 


TM 


Transmembrane 


2223 


2228 


forward 2 


TM 


Cytosolic 


2229 


2248 


forward 2 


TM 


Transmem brane 


2249 


2262 


forward 2 


/TM 


Non-Cytosolic 


2263 


2285 


forward >2 


TM 


Transmembrane 


2286- 


2410: 


forward 2 


. TM 


Cytosolic 


2411 


2433. 


forward 2 


TM 


Transmembrane 


2434 


2447 


forward 2 


TM 


Non-Cytosolic 


2448 


2470 


forward 2 


TM 


Transmembrane 


2471 


2652 


forward 2 


TM 


Cytosolic 


1 


877 


forward 3 


TM 


Non-Cytosolic 


878 


897 


forward 3 


TM 


Transmembrane 


898 


917 


forward 3 


TM 


Cytosolic 


918 


940 


forward 3 


TM 


Transmembrane 


941 


1060 


forward 3 


TM 


Non-Cytosolic 


1061 


1083 


forward 3 


TM 


Transmembrane 


1084 


1103 


forward 3 


TM 


Cytosolic 


1104 


1126 


forward 3 


TM 


Transmembrane 


1127 


1964 


forward 3 


TM 


Non-Cytosolic 


1965 


1984 


forward 3 


TM 


Transmembrane 


1985 


1996 


forward 3 


TM 


Cytosolic 


1997 


2013 


forward 3 


TM 


Transmembrane 


2014 


2022 


forward 3 


TM 


Non-Cytosolic 






forward 3 


TM 


Transmembrane 


2046 


2162 


forward 3 


TM 


Cytosolic 


2163 


2185 


forward 3 


TM 


Transmembrane 


2186 


2199 


forward 3 


TM 


Non-Cytosolic 


2200 


2222 


forward ^ 


TM 


i ransmemorane 


2223 


2563 


forward 3 


TM 


Cytosolic 


2564 


2586 


forward 3 


TM 


Transmembrane 


2587 


2610 


forward 3 


TM 


Non-Cytosolic 


2611 


2633 


forward 3 


TM 


Transmembrane 


2634 


2652 


forward 3 


TM 


Cytosolic 


1 


1431 


forward 1 


TM 


Non-Cytosolic 


230 









BNSDOCID: <WO 02083876A2_L> 



WO 02/083876 



PCT/US02/09921 



SEQ D NO: 


Template ID 


510 


LG :24 1 742 . 1 :200 1 JUN22 


510 


LG:241742.1 :2001 JUN22 


510 


LG :24 1 742. 1 :200 1 JUN22 


510 


LG:241742. 1 :2001JUN22 


510 


LG:24 1742. 1 :2001 JUN22 


' 510 


LG:241742.1:2001JUN22 


510 


LG :24 1 742. 1 :2001 JUN22 


510 


LG:24 1742. 1:2001 JUN22 


510 


LG:241742.1:2001JUN22 


510 


LG:241742. 1 :2001 JUN22 


510 


LG:241742.1:2001JUN22 


510 


LG:241742.1:2001JUN22 


510 


LG:241742. 1 :2001 JUN22 


510 


LG:24 1742. 1 :2001 JUN22 


510 


LG:241742.1:2001JUN22 


510 


LG:241 742. 1 :2001 JUN22 


511 


LG:244520.33:2001JUN22 


511 - 


LG:244520.33:2001JUN22 


511 


LG:244520.33:2001JUN22 


511 


LG:244520.33:2001JUN22 


511 


LG:244520.33:2001JTJN22 


512 


LG:247556.1:2001JUN22 


512 


LG:247556. 1:2001 JUN22 


512 


LG:247556. 1:2001 JUN22 


512 


LG-.247556. 1:2001 JUN22 


512 


LG:247556.1:2001JUN22 


512 


LG:247556.1:2001JUN22 


512 


LG:247556. 1:2001 JUN22 


512 


LG:247556. 1:2001 JUN22 


513 


LG:247792.5:2001JUN22 


513 


LG:247792.5:2001JUN22 


513 


LG:247792.5:2001JUN22 


514 


LG:253580.6:2001JUN22 


514 


LG:253580.6:2001JUN22 


514 


LG:253580.6:2001JUN22 


514 


LG:253580.6:2001JUN22 


514 


LG:253580.6:2001JUN22 


514 


LG:253580.6:2001JUN22 


514 


LG:253580.6:2001JUN22 


514 


LG:253580.6:2001JUN22 


514 


LG:253580.6:2001JUN22 


514 


LG:253580.6:2001JUN22 


514 


LG:253580.6:2001JUN22 



514 LG:253580.6:2001JUN22 

5 1 4 LG:253580.6:2001 JUN22 

514 LG:253580.6:2001JUN22 

5 1 4 LG:253580.6:2001 JUN22 

514 LG :253580.6:2001 JUN22 

514 LG:253580.6:2001JUN22 

514 LG:253580.6:2001 JUN22 

5 1 4 LG:253580.6:2001 JUN22 

514 LG:253580.6:2001JUN22 

514 LG:253580.6:2001JUN22 

5 1 4 LG:253580.6:2001 JUN22 



TABLE 2 

Start Stop Frame Domain Type 

1432 1454 forward 1 TM 

1455 1783 forward 1 TM 

1784 1806 forward 1 TM 

1807 1847 forward 1 TM 

1848 1870 forward 1 TM 

1871 1899 forward 1 TM 

1 1018 forward 2 TM 

1019 1041 forward 2 TM 

1042 1133 forward 2 TM 

1134 1156 forward 2 TM 

1157 1899 forward 2 TM 

1 1014 forward 3 TM 

1015 1037 forward 3 TM 

1038 1136 forward 3 TM 

1137 1159 forward 3 TM 

1160 1898 forward 3 TM 

1 106 forward 3 TM 

107 129 forward 3 TM 



130 


148 


forward 3 


TM 


149 


168 


forward 3 


TM 


169 


350 


forward 3 


TM 


1 


14 


forward 1 


TM 


15 


37 


forward 1 


TM 


38 


80 


forward 1 •'- 


TM 


1 


20 


forward 2 


TM 


21 


43 


forward 2 


TM 


44 


52 


forward 2 


TM 


53 


75 


forward 2 


TM 


76 


80 


forward 2 


1M 


1 


472 


forward 3 


TM 


473 


495 


forward 3 


TM 


496 


640 


forward 3 


TM 


1 


687 


forward 1 


TM 


688 


710 


forward 1 


TM 


711 


729 


forward 1 


TM 


730 


752 


forward 1 


TM 


753 


766 


forward 1 


TM 


767 


789 


forward 1 


TM 


790 


801 


forward 1 


TM 


802 


824 


forward 1 


TM 


825 


1245 


forward 1 


TM 


1246 


1268 


forward 1 


TM 


1269 


1390 


forward 1 


TM 


1 


213 


forward 2 


TM 


214 


236 


forward 2 


TM 


237 


296 


forward 2 


TM 


297 


319 


forward 2 


TM 


320 


348 


forward 2 


TM 


349 


371 


forward 2 


TM 


372 


377 


forward 2 


TM 


378 


395 


forward 2 


TM 


396 


399 


forward 2 


TM 


400 


422 


forward 2 


TM 


423 


444 


forward 2 


TM 



231 



Topology 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Non-Cytosolic 
Transmembrane 
Cytosolic 
Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 
Cytosolic 



BNSDOCID: <WO. 02083876A2J_> 



WO 02/083876 



PCT/US02/09921 



SEQ D NO: Template ID 

514 LG:253580.6:2001JUN22 

5 14 LG:253580.6:2001JUN22 

5 1 4 LG:253580.6:2001 JUN22 

514 LG:253580.6:2001JUN22 

5 14 LG:253580.6:2001 JUN22 

5 14 LG:253580.6:2001 JUN22 

514 LG:2535 80.6:2001 JUN22 

514 LG:253580.6:2001JUN22 

514 LG:253580.6:2001JUN22 

514 LG:253580.6:2001JUN22 

514 LG:2535S0.6:2001JUN22 

5 14 LG:253580.6:2001 JUN22 

514 LG:253580.6:2001JUN22 

514 LG:253580.6:2001JUN22 

514 LG:253580.6:2001JUN22 

514 LG:253580.6:2001JUN22 

514 LG:253580.6:2001JUN22 

5 14 LG:253580.6:2001 JUN22 

514 LG:253580.6:2001JUN22 

514 LG:253580.6:2001JUN22 

514 LG:253580.6:2O01JUN22 

514 LG:253580.6:2001 JUN22 

5 14 LG:253580.6:2001 JUN22 

514 LG:253580.6:2001JUN22 

5 1 4 LG:253580.6:2001JUN22 

514 LG:253580.6:2001JUN22 

514 LG:253580.6:2001JUN22 

514 LG:253580.6:2001JUN22 

5 1 4 LG:253580.6:2001 JUN22 

5 1 4 LG:253580.6:2001 JUN22 

514 LG:253580.6:2001 JUN22 

514 LG:253580.6:2001JUN22 

5 14 LG:253580.6:2001JUN22 

514 LG:253580.6:2001JUN22 

514 LG:253580.6:2001JUN22 

514 LG:253580.6:2001JUN22 

514 LG:253580.6:2001JUN22 

5 3 4 LG:253580.6:2001JUN22 

514 LG:253580.6:2001JUN22 

5 1 4 LG :253580.6:2001 JUN22 

5 1 4 LG:253580.6:2001 JUN22 

515 LG:291759.5:2001JUN22 
515 LG:291 759.5:2001 JUN22 
515 LG :29 1 759.5 :2001JUN22 
515 LG:29 1 759.5 :2001 JUN22 
515 LG:291759.5:2001JUN22 
515 LG:291 759.5:2001 JUN22 

515 LG:291759.5:2001JUN22 

5 1 6 LG:298226. 1 :2001 JUN22 
5 1 6 LG:298226. 1 :2001 JUN22 
5 1 6 LG:298226. 1 :2001 JUN22 
5 1 6 LG:298226. 1 :2001 JUN22 
5 1 6 LG:298226. 1 :2001 JUN22 
5 1 6 LG:298226. 1 :2001 JUN22 



TABLE 2 








otart 


MOp 


Frame 


Domain Type 


Topology 


A A C 

445 


467 


forward 2 


TM 


Transmembrane 




D /o 


forward 2 


TM 


Non-Cytosolic 


579 


601 


lorwaro z 


TM 


Transmembrane 


OUZ 


OI3 


forward 2 


TM 


Cytosolic 


614 


636 


forward 2 


TM 


Transmembrane 


637 


694 


forward 2 


TM 


Non-Cytosolic 


695 


717 


forward 2 


TM 


Transmembrane 


718 


729 


torward 2 


TM 


Cytosolic 


730 


1 A f\ 

/49 


forward 2 


TM 


Transmembrane 


750 


763 


forward 2 


TM 


Non-Cytosolic 


764 


784 


forward 2 


TM 


Transmembrane 


785 


857 


forward 2 


TM 


Cytosolic 


858 


880 


forward 2 


TM 


Transmembrane 


881 


1390 


forward 2 


TM 


Non-Cytosolic 


1 


112 


forward 3 


TM 


Cytosolic 


113 


135 


forward 3 


TM 


Transmembrane 


136 


211 


forward 3 


TM 


Non-Cytosolic 


212 


229 


forward 3 


TM 


Transmembrane 


230 


298 


forward 3 


TM 


Cytosolic 


299 


321 


forward 3 


TM 


Transmembrane 


322 


324 


forward 3 


TM 


Non-Cytosolic 


325 


342 


forward 3 


TM 


Transmembrane 


343 


348 


forward 3 


TM 


Cytosolic 


349 


371 


forward 3 


. TM 


Transmembrane 


372 


380 


forward 3 


TM 


Non-Cytosolic 


381 


403 


forward 3 


- TM 


Transmembrane 


404 


441 


forward 3 


. TM 


Cytosolic 


442 


464 


forward 3 


TM 


Transmembrane 


465 


577 


forward 3 


TM • 


Non-Cytosolic 


578 


600 


forward 3 


TM 


Transmembrane 


601 


606 


forward 3 


TM 


Cytosolic 


607 


629 


forward 3 


TM 


Transmembrane 


630 


741 


forward 3 


TM 


Non-Cytosolic 


742 


764 


forward 3 


TM 


Transmembrane 


765 


815 


forward 3 


TM 


Cytosolic 


816 


838 


forward 3 


TM 


Transmembrane 


839 


857 


forward 3 


TM 


Non-Cytosolic 


858 


880 


forward 3 


TM 


Transmembrane 


881 


1016 


forward 3 


TM 


Cytosolic 


1017 


1039 


forward 3 


TM 


Transmembrane 


1040 


1390 


forward 3 


TM 


Non-Cytosolic 


1 


1 19 


forward 1 


TM 


Cytosolic 


120 


139 


forward 1 


TM 


Transmembrane 


140 


175 


forward 1 




TvT/^— C~* « , * ^ — „ 1 1 „ 


176 


198 


forward 1 


TM 


Transmembrane 


199 


202 


forward 1 


TM 


Cytosolic 


203 


225 


forward 1 


TM 


Transmembrane 


226 


588 


forward 1 


TM 


Non-Cytosolic 


1 


9 


forward 1 


TM 


Non-Cytosolic 


10 


32 


forward 1 


TM 


Transmembrane 


33 


65 


forward 1 


TM 


Cytosolic 


66 


88 


forward 1 


TM 


Transmembrane 


89 


97 


forward 1 


TM 


Non-Cytosolic 


98 


120 


forward 1 


TM 


Transmembrane 


232 











BNSDOCID: <WO 02083876A2. 1_ > 



WO 02/083876 



PCT/US02/09921 



TABLE 2 



SEQ D NO: 


lempiaie id 


Start I 


Stop Frame Domain Typ< 


516 


t P.OQOOOA 1 «onm TT TW77 

LO:2yoZZo. l .zuuu u in zz 


121 


1.5Z iorwarQ 1 




516 


t P.OOPOOA 1 -onm TTTNF79 
lAJlZyoZ/0. 1 .ZUU1 J UINiuZ. 


133 


ID j torwara 1 


TM 


516 


t p.onon/; i «onn i TT rM7 7 


156 


iyz iorwara 1 


TM 


516 


t o.or*QOO£ 1 .THAI TTTM77 

Lvj:zyozzo. i .zuui j u in zz 


193 


Ziz torwara 1 


HTM 


516 


LO:2yoZZo.i:zuuiJ uinzz 


^ i 


362 torwara 1 


TM 


516 


LG:29o2z6.1:zuUlJ UJN zz 




3oj torwara 1 


TM 


516 


LvjIZVoZZD. 1 .ZUUU UJNZZ 


JOU 


386 torwara \ 


TM 
1 lvi 


516 


LG:29822o. 1 rzOul J UJNzZ 


1 

1 


4 rorward Z 


TM 


516 


LG:298226.1:2001J UJNZZ 


D 


27 iorwara Z 


A JV1 


516 


LG:29 8226.1 .2001 J UINZZ 


98 


130 forward 2 


lAYl 


516 


LG : 298226. 1: 2001 jUinzz 


ni 
1 0 1 


153 forward 2 


r T\A 
IIVJ 


516 


LG:298226.l:200lJUNzZ 




385 forward 2 


llvi 


516 


LG:298226.1 :2001 JUNzZ 


1 
1 


50 forward 3 


1M 


516 


LG:298226.1:2001JUN2Z 


J I 


73 forward 3 


1 Ivl 


516 


LG:298226.1:2001JUN2z 


HA. 


132 forward 3 


1M 


516 


LG:29 8226.1 :2001 JUN22 


1 J J 


155 forward 3 


1M 


516 


LG:298226. 1 :2001JUN22 




169 forward 3 


1M 


516 


LG:298226. 1 :2001 JUN22 




192 forward 3 


1M 


516 


LG:298226.1 :2001 JUN22 




385 forward 3 


TM 


517 


LG:306342.1 :2001JUN22 


1 

1 


12 forward 2 


TM 


517 


LG:306342. 1 :2001 JUN22 


1 1 
10 


35 forward 2 


IM 


517 


LG : 306342. 1 .200 1 JUN22 


JO 


56 forward 2 


TM 


517 


LG:306342. 1 :2001 JUN22 


J / 


79 forward 2 


TM 


517 


LG:306342. 1 :2001 JUN22 


OA 

oU 


234 forward 2 


TM 


517 


LG:306342.1 :2001 JUN22 


Z^o 


257 forward 2 . 


TM 


517 


LG:306342.1 :2001 JUN22 


ZDS 


314 forward 2 


TM 


518 


LG : 327 1 44.5 :200 1 JUN22 


1 
1 


578 forward 1 


1M 


518 


LG .327 1 44.5 .200 1 JUNz2 




601 forward 1 


iM 


518 


t y*» or**-*! A A C" - <~\ f\f*l 1 TTTXT01 

LG .3271 44. 5:200 lJUJNZz 


AH9 


645 forward 1 


IM 


518 


LG:327 144.5:2001 JUN22 


AAA 


668 forward 1 


IM 


* 518 


-r a r\ 1 .* >t /■* TT TX.TO O 

LG:327 144.5:2001 JUN22 


ooy 


903 forward 1 


IM 


518 


T /~* ortni A A C.1AA1 TT TNTOO 

LG : 327 144 .5:2001 J UINZZ 


1 

1 


578 . forward 3 


IM 


518 


LG:327144.5:2001JUJNZZ 


D fy 


601 forward 3 


IM 


518 


LG : 3 27 1 44.5 :200 1 JU JN 22 


AH9 
OUZ 


902 forward 3 


IM 


519 


t o o i /i r\r\ O.OAA1 TTTXTOO 

LG:33l499.8:2001JUINZZ 


1 
1 


/;j 599 forward 1 


IM 


519 


LG:331499.8:2UU1JUJNZZ 


Ann 


622 forward 1 


IM 


519 


t y~» 0 0 i ^/>o 0 0/™i/"l 1 TT TTVTOO 

LG:33 1499.8:2001 JUInZz 


A9^ 
OZJ 


807 forward 1 


IM 


520 


t /""» 011COO 1 O .O AA1 TT TNTOO 

LG:331582.12:2001J UJNZZ 


1 
1 


61 forward 1 


IM 


520 


t /~* 00 t COO 1 A.OAA1 TTTXTTI 

LG:33 1582. 12:20U1J UJNZZ 


A9 
OZ 


84 forward 1 


IM 


520 


t a.ooiCOI t O.O AA1 TT TNTOO 

LG:33 1582. lz:2UUl J UINZZ 


oD 


743 forward 1 


TTV4 
IM 


520 


t r~* o«5icoo 1 0 .0 AA1 TT TKTOO 

LG:3315o2.12:zUUU ujnzz 




766 forward 1 


IM 


520 


i A.'iiiCOO 1 O.O AA1 TT TMOO 

LG:33 15oZ.lZ:zUUiJ UINZZ 


7A7 


778 forward 1 


IM 


520 


t /-» 00 t COO 1 O.OOA1 TT TNTOO 

LG:33 15oz. lZ:zUUl J UiNZZ 


770 


801 rorward 1 


IM 


520 


t a.oiicoo 10.AAAI TTTNTOO 

LG:33ooZ.iZ:zuuu UiNZZ 


8H9 


845 torward 1 


IM 


520 


t p.ooiCQO 1 o.inni TTTNT09 

LG:33 IjoZ. iz:zuuu uin zz 


1 
1 


792 torward Z 


IM 


520 


LG:33 15oZ. 1 Z.2x>\J 1J uin zz 


7Q^ 


815 forward 2 


TTVA 
IM 


520 


t /■"■« iiifOO 1 O .O AH 1 TT TMOO 

LG :33 1 582. 1 2:zUU 1J UINZZ 


R1 A 


o4D iorwara z 


TM 
1 lvi 


CO 1 

521 




1 


57 forward 3 


TM 


521 


LG:333017. 12:2001 JUN22 


58 


80 forward 3 


TM 


521 


LG:333017.12:2001JUN22 


81 


185 forward 3 


TM 


522 


LG:334438.8:2001JUN22 


1 


49 forward 1 


TM 


522 


LG:334438.8:2001JUN22 


50 


72 forward 1 


TM 


522 


LG:334438.8:2001JUN22 


73 


136 forward 1 


TM 


522 


LG:334438.8:2001JUN22 


137 


156 forward 1 


TM 



Topology 
Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 
Cytosolic 
Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Non-Cytosolic 
Transmembrane 
' Cytosolic 
Transmembrane 
Non-Cytosolic 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Non-Cytosolic 
Transmembrane 
Cytosolic 
Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Non-Cytosolic 
Transmembrane 
Cytosolic 
Cytosolic 
Transmembrane 
Non-Cytosolic 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 



233 



BNSDOCID: <WO 020B3876A2J_> 



WO 02/083876 



PCT/US02/09921 



SEQ D NO: Template ID 

522 LG:334438.8:2001JUN22 

522 LG:334438.8:2001JUN22 

522 LG:334438.8:2001JUN22 

522 LG:334438.8:2001JUN22 

522 LG:334438.S:2001JUN22 

522 LG:334438.8:2001JUN22 

522 LG:334438.8:2001JUN22 

522 LG:334438.8:2001JUN22 

522 LG:334438.8:2001JUN22 

522 LG:334438.8:2001JUN22 

522 LG:334438.8:2001JUN22 

522 LG:334438.8:2001JUN22 

522 LG:334438.8:2001JUN22 

522 LG:334438.8:2001JUN22 

522 LG:334438.8:2001JUN22 

522 LG:334438.8:2001JUN22 

522 LG:334438.8:2001JUN22 

522 LG:334438.8:2001JUN22 

522 LG:334438.8:2001JUN22 

523 LG:337835.7:2001JUN22 
523 LG:337835.7:2001JUN22 

523 LG:337835.7:2001JUN22 

524 LG:346536.12:2001JUN22 
524 LG:346536.12:2001JUN22 
524 LG:346536. 1 2:2001 JUN22 
524 LG:346536.12:2001JUN22 

" 524 LG:346536.12:2001JUN22 

524 LG:346536.1 2:2001 JUN22 

524 LG:346536. 12:2001 JUN22 

524 LG:346536.12:2001JUN22 

525 LG:348 1 17.5:2001 JUN22 
525 LG:348 1 17.5:2001 JUN22 
525 LG:348117.5:2001JUN22 
525 LG:3481 17.5:2001 JUN22 
525 LG:3481 17.5:2001 JUN22 
525 LG:3481 17.5:2001 JUN22 
525 LG:3481 17.5:2001 JUN22 
525 LG:3481 17.5:2001JUN22 
525 LG:34S1 17.5:2001JUN22 
525 LG:3481 17.5:2001 JUN22 
525 LG:348117.5:2001JUN22 
525 LG:348 1 1 7.5:2001 JUN22 
525 LG:3481 17.5:2001 JUN22 
525 LG:3481 17.5:2001 JUN22 

525 LG:3481 17.5:2001 JUN22 

526 LG:350407.22:2001JUN22 
526 LG:350407.22:2001JUN22 
526 LG:350407.22:2001JUN22 
526 LG:350407.22:2001JUN22 
526 LG:350407.22:2001JUN22 
526 LG:350407.22:2001JUN22 
526 LG:350407.22:2001JUN22 

526 LG:350407.22:2001JUN22 

527 LG:373219.13:2001JUN22 



TABLE 2 



Start 


Stop 


Frame 


Domain Type 


Topology 


157 


160 


forward 1 


TM 


Non-Cytosolic 


161 


183 


forward 1 


TM 


Transmembrane 


184 


251 


forward 1 


TM 


Cytosolic 


252 


269 


forward 1 


TM 


Transmembrane 


270 


517 


forward 1 


TM 


Non-Cytosolic 


518 


540 


forward 1 


TM 


Transmembrane 


541 


562 


forward 1 


TM 


Cytosolic 


1 


54 


forward 2 


TM 


Non-Cytosolic 


55 


77 


forward 2 


TM 


Transmembrane 


78 


144 


forward 2 


TM 


Cytosolic 


145 


167 


forward 2 


TM 


Transmembrane 


168 


226 


forward 2 


TM 


Non-Cytosolic 


227 


249 


forward 2 


TM 


Transmembrane 


250 


495 


forward 2 


TM 


Cytosolic 


496 


518 


forward 2 


TM 


Transmembrane 


519 


561 


forward 2 


TM 


Non-Cytosolic 


1 


56 


forward 3 


TM 


Cytosolic 


57 


79 


forward 3 


TM 


Transmembrane 


80 


561 


forward 3 


TM 


Non-Cytosoiic 


1 


38 


forward 3 


TM 


Cytosolic 


39 


61 


forward 3 


TM 


Transmembrane 


62 


373 


forward 3 


TM 


Non-Cytosolic 


1 


603 


forward 1 


TM 


Non-Cytosolic 


604 


626 


forward 1 


TM 


Transmembrane 


627 


627 


forward 1 


TM 


Cytosolic 


628 


647 


forward 1 


TM 


Transmembrane 


648 


1188 


forward 1 


TM 


Non-Cytosolic 


1 


1021 


forward 3 


TM 


Non-Cytosolic 


1022 


1044 


forward 3 


TM 


Transmembrane 


1045 


1188 


forward 3 


TM 


Cytosolic 


1 


135 


forward 1 


TM 


Non-Cytosolic 


136 


155 


forward 1 


TM 


Transmembrane 


156 


274 


forward 1 


TM 


Cytosolic 


275 


297 


forward 1 


TM 


Transmembrane 


298 


654 


forward 1 


TM 


Non-Cytosolic 


1 


251 


forward 2 


TM 


Non-Cytosolic 


252 


274 


forward 2 


TM 


Transmembrane 


275 


285 


forward 2 


TM 


Cytosolic 


286 


308 


forward 2 


TM 


Transmembrane 


309 


653 


forward 2 


TM 


Non-Cytosolic 


1 


37 


forward 3 


TM 


Non-Cytpsolic 


38 


60 


forward 3 


TM 


Transmembrane 


61 


296 


forward 3 


TM 


Cytosolic 


297 


310 


forward 3 


TM 




320 


653 


forward 3 


TM 


Non-Cytosolic 


I 


70 


forward 1 


TM 


Cytosolic 


7i 


93 


forward I 


TM 


Transmembrane 


94 


102 


forward 1 


TM 


Non-Cytosolic 


103 


125 


forward I 


TM 


Transmembrane 


126 


144 


forward 1 


TM 


Cytosolic 


1 


85 


forward 2 


TM 


Non-Cytosolic 


86 


108 


forward 2 


TM 


Transmembrane 


109 


144 


forward 2 


TM 


Cytosolic 


1 


23 


forward 1 


TM 


Non-Cytosolic 


234 









BNSDOCID: <WO 02083876A2. 1 _> 



WO 02/083876 



PCT/US02/09921 



SEQDNO: 


Template ID 


527 


LG:3732 1 9. 1 3 :200 1 JUN22 


527 


LG:373219.13;2001JUN22 


527 


LG:373219.13:2001JUN22 


527 


LG:373219.13:2001JUN22 


527 


LG:373219.13:2001JUN22 


527 


LG:373219.13:2001JUN22 


527 


LG:373219.13:2001JUN22 


527 


LG:373219.13:2001JUN22 


527 


LG:373219.13:2001JUN22 


527 


LG:373219.13:2001JUN22 


527 


LG:373219.13:2001JUN22 


527 


LG:373219.13:2001JUN22 


527 


LG:373219.13:2001JUN22 


527 


LG:3732 1 9. 1 3 :200 1 JUN22 


527 


LG:373219.13:2001JUN22 


527 


LG:373219. 13:2001 JUN22 


527 


LG:373219.13:2001JUN22 


527 


LG:373219.13:2001JUN22 


527 


LG:373219.13:2001JUN22 


527 


LG:373219.13:2001JUN22 


527 


LG:373219.13:2001JUN22 


527 


LG:373219.13:2001JUN22 


527 


LG:373219.13:2001JUN22 


527 


LG:373219.13:2001JUN22 


527 


LG:373219.13:2001JUN22 


527 


r 1X3:373219.13:2001 JUN22 



527 LG:373219.13:2001JUN22 

527 LG:373219.13:2001JUN22 

527 LG:373219.13:2001JUN22 

527 LG:373219.13:2001JUN22 

527 LG:373219.13:2001JUN22 

527 LG:373219.13:2001JUN22 

527 LG:373219.13:2001JUN22 

527 LG:373219. 13:2001 JUN22 

527 LG:373219.13:2001JUN22 

527 LG:373219.13:2001JUN22 

527 LG:373219.13:2001JUN22 

527 LG:373219.13:2001JUN22 

527 LG:373219.13:2001JUN22 

527 LG:373219. 13:2001 JUN22 

527 LG:373219.13:2001JUN22 

527 LG:373219. 13:200 1JUN22 

527 LG:373219.13:2001JUN22 

527 LG:373219.13:2001JUN22 

527 LG:373219.13:2001JUN22 

527 LG:373219.13:2001JUN22 

527 LG:373219.13:2001JUN22 

527 LG :3732 19.13 :200 1JUN22 

527 LG:373219.13:2001JUN22 

527 LG:373219.13:2001JUN22 

527 LG:373219.13:2001JUN22 

527 LG:373219.13:2001JUN22 

527 LG:373219.13:2001JUN22 

527 LG:373219.13:2001JUN22 



TABLE 2 



Start Stop Frame Domain Type 



24 


46 forward 1 


TM 


47 


100 forward 1 


TM 


101 

XV/ 1 


120 forward 1 


TM 


171 
l z i 


244 forward 1 


TM 


9 A 5 


967 forward 1 


TM 


9AR 


"^S^ forward 1 


TM 


I^A 


T76. forward 1 


TM 


D i 1 


A1S forward 1 


TM 


Al A 


A^fi forward 1 

VJ 1U1 VV4UU X 


TM 


All 


AAl fnrwnrd 1 
*tUl xVJxwoxd 1 


TM 


AA9 
40Z. 


ARA fnrward 1 


TM 


AR^ 

4oJ 


QRA forward 1 


TM 


1 


1 Q forward 9 


TM 


on 


A 9 forward 9 


TM 


43 


990 forward 9 
lUl Well LI it 


TM 


Tin 


9^9 fnru/arH 9 

zdz iorwdiu z. 


TM 


ZD d 


9 RO forward 9 
ZoU iUlwfllU Z, 


TM 


z.o 1 


*Xt\ f X forward 9 

jv/j iorwdiu z. 


TM 

X ivx 


jU4 


44U iorwdiu z. 


TM 


AA 1 

441 


A An fnr\x/ard 9 

40U iorwaru zv 


TM 

xxvx 


/I A1 

401 


AAA forward 9 
404 iorwdi L* Z. 


TM 


4tD 


4o4 iorwaru z. 


TM 

X ivx 


AQS 

4cO 


OjO 1 orwd.ru z, 


TM 

xxvx 


A*27 


• A^G ■Fo-rui/cird 9 

ooy iorwdiu z. 


TM 

x xvx 


aao 
oou 


7n^l forward 9 

/U3 iorwdiu Z. 


TM 


/U4 


79^ forward 9 

/ Zj iorwaxu zv 


TM 


T)A 
/Z4 


7**^ forward 9 

/ iorwdiu ^ 


TM 


7"*A 
/DO 


7^R forward 9 

/JO lUlWaiu Z 


TM 


7^Q 


R7^ forward 9 
o/»> iorwdiu z 


TM 


R7A 


ROR forward 9 


TM 


RQQ 


Q 1 H forward 9 


TM 


01 1 


forward 9 


TM 


Q^A 


OR ft forward 9. 


TM 


i 
1 


10 forward ^ 


TM 


ZU 


aQ forward ^ 


TM 


A(\ 


A^ forward ^ 

HJ 1U1 WalU J 


TM 


AA 


AA forward 3 


TM 


A7 


99^ forward ^ 


TM 


99A 
ZZ4 


9AA fnrward *^ 


TM 


9A7 

Z.H 1 


97*? forward ^ 


TM 


z / u 


90 R forward 3 


TM 


900 


^97 forward 3 

J I X V/X VT CIX VJ _^ 


TM 




^4-7 forward 3 

J*T l i VV CXX w* 


TM 




^f»1 forward 3 

JU 1 W CXI 


TM 


^69 


^R4 forward 3 

jot IV/l WOXU -J 


TM 


jOj 


AC\A forward 3 

tvJ'T liJl VV CXX VX *J 


TM 


AO^ 


A99 forward 3 


TM 


423 


426 forward 3 


TM 


427 


449 forward 3 


TM 


450 


461 forward 3 


TM 


462 


484 forward 3 


TM 


485 


488 forward 3 


TM 


489 


511 forward 3 


TM 


512 


515 forward 3 


TM 



235 



Topology 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 
Cytosolic 



BNSDOCID: <WO 02083876A2 J ..> 



WO 02/083876 



PCT/US02/09921 



SEQ D NO: Template ID 


527 


LG:373219.13:2001JUN22 


527 


LG:3732 1 9. 1 3:200 1 JUN22 


527 


LG:373219.13:2001JUN22 


527 


LG:373219.13:2001JUN22 


527 


LG:373219.13:2001JUN22 


527 


LG:373219.13:2001JUN22 


527 


LG:373219.13:2001JUN22 


527 


LG:373219.13:2001JUN22 


527 


LG:373219. 13:2001 JUN22 


527 


LG:373219. 13:2001 JUN22 


527 


LG:373219.13:2001JUN22 


527 


LG:373219.13:2001JUN22 


528 


LG:375048. 15:2001 JUN22 


528 


LG:375048.15:2001JUN22 


528 


LG:375048.15:2001JUN22 


528 


LG:375048. 15:2001 JUN22 


528 


LG:375048. 15:2001 JUN22 


528 


LG:375048.15:2001JUN22 


528 


LG:375048. 15:2001 JUN22 


528 


LG:375048. 15:2001 JUN22 


528 


LG:375M8.15:2001JTJN22 


528 


LG:375048. 15:2001 JUN22 


528 


LG:375048.15:2001JUN22 


528 


LG:375048.15:2001JUN22 


528 


LG:375048, 15:2001 JUN22 


528 


LG:375048.15:2001JUN22 


528 


LG:375048. 15:2001 JUN22 


528 


LG:375048. 15:2001 JUN22 


529 


LG:4001 14.3:2001 JUN22 


529 


LG:4001 14.3:2001 JUN22 


6 529 


LG:4001 14.3:2001JUN22 


529 


LG:4001 14.3:2001JUN22 


529 


LG:4001 143:2001 JUN22 


529 


LG:4001 14.3:2001 JUN22 


529 


LG:4001 14.3:2001 JUN22 


529 


LG400114 3-2001 JUN22 


529 


LG:4001 14.3:2001 JUN22 


530 


LG:400652.1 :2001 JUN22 


530 


LG :400652. 1 :200 1 JUN22 


530 


LG:400652.1 :2001 JUN22 


530 


LG:400652.1:2001JUN22 


530 


LG:400652.1:2001JUN22 


530 


LG:400652.1:2001JUN22 


530 


T n./inn^^o 1 .nnm tttntoo 


530 


LG:400652. 1 :2001 JUN22 


530 


LG:400652. 1 :2001 JUN22 


530 


LG:400652. 1 :2001 JUN22 


530 


LG :400652. 1 :200 1 JUN22 


530 


LG:400652.1:2001JUN22 


530 


LG :400652. 1 :2001 JUN22 


530 


LG : 400652. 1 :200 1 JUN22 


530 


LG :400652. 1 :200 1 JUN22 


530 


LG :400652. 1 :2001 JUN22 


530 


LG:400652. 1:2001 JUN22 



TABLE 2 








Start 


Stop 


Frame 


Domain Type 


Topology 


516 


538 


forward 3 


TM 


Transmembrane 


539 


577 


forward 3 


TM 


Non-Cytosolic 


578 


600 


forward 3 


TM 


Transmembrane 


601 


709 


forward 3 


TM 


Cytosolic 


710 


732 


forward 3 


• TM 


Transmembrane 


733 


741 


forward 3 


TM 


Non-Cytosolic 


742 


764 


forward 3 


TM 


Transmembrane 


765 


873 


forward 3 


TM 


Cytosolic 


874 


891 


forward 3 


TM 


Transmembrane 


892 


910 


forward 3 


TM 


Non-Cytosolic 


911 


933 


forward 3 


TM 


Transmembrane 


934 


985 


forward 3 


TM 


Cytosolic 


1 


891 


forward 2 


TM 


Non-Cytosolic 


892 


909 


forward 2 


TM 


Transmembrane 


910 


913 


forward 2 


TM 


Cytosolic 


914 


936 


forward 2 


TM 


Transmembrane 


937 


1309 


forward 2 


TM 


Non-Cytosolic 


1 


117 


forward 3 


TM 


Cytosolic 


118 


135 


forward 3 


TM 


Transmembrane 


136 


175 


forward 3 


TM 


Non-Cytosolic 


176 


198 


forward 3 


TM 


Transmembrane 


199 


292 


forward 3 


TM 


Cytosolic 


293 


315 


forward 3 


TM 


Transmembrane 


' 316 


334 


forward 3 


TM 


Non-Cytosolic 


335 


357 


forward 3 


TM 


Transmembrane 


358 


403 


forward 3 


TM 


Cytosolic 


404 


423 


forward 3 


TM 


Transmembrane 


424 


1309 


forward 3 


TM 


Non-Cytosolic 


1 


541 


forward 1 


TM 


Cytosolic 


542 


564 


forward 1 


TM 


Transmembrane 


565 


597 


forward 1 


TM 


Non-Cytosolic 


598 


617 


forward 1 


TM 


Transmembrane 


618 


838 


forward 1 


TM 


Cytosolic 


S39 


858 


forward 1 


TM 


Transmembrane 


859 


909 


forward 1 


TM 


Non-Cytosolic 


910 


932 


forward 1 


TM 


Transmembrane 


933 


1083 


forward 1 


TM 


Cytosolic 


1 


1115 


forward 1 


TM 


Non-Cytosolic 


1116 


1138 


forward 1 


TM 


Transmembrane 


1139 


1264 


forward 1 


TM 


Cytosolic 


1265 


1287 


forward 1 


TM 


Transmembrane 


1288 


1301 


forward 1 


TM 


Non-Cytosolic 


1302 


1324 


forward 1 


TM 


Transmembrane 


1 ns\tr 

1 JiJ 


1351 


forward 1 


TM 


Cytosolic 


1 


494 


forward 2 


TM 


Non-Cytosolic 


495 


517 


forward 2 


TM 


Transmembrane 


518 


613 


forward 2 


TM 


Cytosolic 


614 


636 


forward 2 


TM 


Transmembrane 


637 


1350 


forward 2 


TM 


Non-Cvtnsolie 


1 


1098 


forward 3 


TM 


Non-Cytosolic 


1099 


1116 


forward 3 


TM 


Transmembrane 


1117 


1320 


forward 3 


TM 


Cytosolic 


1121 


1143 


forward 3 


TM 


Transmembrane 


1144 


1157 


forward 3 


TM 


Non-Cytosolic 


236 









WO 02/083876 



PCT/US02/09921 



SEQ D NO: Template ID 

530 LG :400652. 1 :200 1 JUN22 

530 LG:400652.1:2001JUN22 

530 LG:400652.1 :2001 JUN22 

530 LG:400652. 1 :2001 JTJN22 

531 LG:401313.10:2001JUN22 
531 LG:401313.10:2001JUN22 
53 1 LG:4013 1 3. 1 0:2001 JUN22 
531 LG : 40 1 3 1 3 . 1 0: 200 1 JUN22 
531 LG:401313.10:2001JUN22 
531 LG:401313.10:2001JUN22 

531 LG:40131 3. 10:2001 JUN22 

532 LG:406389. 1 :2001 JUN22 
532 LG:406389.1:2001JUN22 
532 LG:406389. 1 :2001 JUN22 
532 LG:406389.1:2001JUN22 
532 LG:406389. 1 :2001 JUN22 
532 LG:406389. 1 :2001 JUN22 

532 LG:406389. 1 :2001 JUN22 

533 LG:406595.2:2001JUN22 
533 LG:406595.2:2001JUN22 
533 LG:406595.2:2001JUN22 
533 LG:406595.2:2001JUN22 
533 LG:406595.2:2001JUN22 
533 LG:406595.2:2001JUN22 • 
533 LG:406595.2:2001JUN22 
533 LG:406595.2:2001JUN22 
533 LG:406595.2:2001JUN22 
533 LG:4O6595.2:2001JUN22 
533 LG:406595.2:2001JUN22 
533 LG:406595.2:2001JUN22 
533 LG:406595.2:2001JUN22 
533 LG:406595.2:2001JUN22 
533 LG:406595.2:2001JUN22 
533 LG:406595.2:2001JUN22 
533 LG:406595.2:2001JUN22 
533 LG:406595.2:2001JUN22 
533 LG:406595.2:2001JUN22 
533 LG:406595.2:2001JUN22 
533 LG:406595.2:2001JUN22 
533 LG:406595.2:2001JUN22 
533 LG:406595.2:2001JUN22 
533 LG:406595.2:2001JUN22 
533 LG:406595.2:2001JUN22 
533 LG:406595.2:2001JUN22 
533 LG:406595.2:2001JUN22 
533 LG:406595.2:2001JUN22 
533 LG :406595.2:200 1 JUN22 
533 LG:406595.2:2001JUN22 
533 LG:406595.2:2001JUN22 
533 LG:406595.2:2001JUN22 
533 LG:406595.2:2001JUN22 
533 LG:406595.2:2001JUN22 
533 LG:406595.2:2001JUN22 
533 LG:406595.2:2001JUN22 



TABLE 2 
Start Stop 



1158 
1181 
1193 
1216 
1 

380 
403 
409 
432 
441 
464 
1 

38 
61 
161 
184 
200 
223 

1 

5 

28 
42 
65 
100 
.123 
137 
160 
171 
194 
251 
274 
444 
467 
486 
509 
727 
750 
764 
787 
895 
918 
1 

95 
118 
443 
466 
634 
654 
1065 
1088 
1121 
1144 
1153 
1173 
237 



1180 
1192 
1215 
1350 
379 
402 
408 
431 
440 
463 
474 
37 
60 
160 
183 
199 
222 
739 
4 
27 
41 
64 
99 
122 
136 
159 
170 
193 
250 
273 
443 
466 
485 
508 
726 
749 
763 
786 
894 
917 
1341 
94 
117 
442 
465 
633 
653 
1064 
1087 
1120 
1143 
1152 
1172 
1304 



Frame 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward! 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 



Domain Type 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 



TM 

TM 

TM 

TM 

TM 

TM 

TM 

TM 

TM 

TM 

TM 

TM 

TM 

TM 

TM 

TM 

TM 

TM 

TM 

TM 



Topology 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 
Cytosolic 
Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 
Cytosolic 



BNSDOCID: <WO 02083876A2..I_> 



WO 02/083876 



PCT/US02/09921 



SEQ D NO: 


Template ID 


Start 


533 


LG:406595.2:2001JUN22 


1305 


533 


. LG:406595.2:2001 JUN22 


1328 


533 


LG:406595.2:2001JUN22 


1 


533 


LG:406595.2:2001JUN22 


337 


533 


LG:406595.2:2001JUN22 


• 360 


533 


LG:406595.2:2001JUN22 


379 


533 


LG:406595.2:2001JUN22 


399 


533 


LG:406595.2:2001JUN22 


451 


533 


LG:406595 .2:200 1 JUN22 


474 


533 


LG:406595.2:2001JUN22 


480 


533 


LG:406595.2:2001JUN22 


503 


533 


LG:406595.2:2001JUN22 


544 


533 


LG:406595 .2:2001 JUN22 


567 


533 


LG:406595.2:2001JUN22 


839 


533 


LG:406595.2:2001JUN22 


862 


534 


LG:410628.21:2001JUN22 


1 


534 


LG:410628.21:2001JUN22 


162 


534 


LG:410628.21:2001JUN22 


185 


534 


LG:410628.21:2001JUN22 


1 


534 


LG:410628.21:2001JUN22 


9 


534 


LG :4 1 0628.2 1 :200 1 JUN22 


32 


534 


LG:410628.21:2001JUN22 


1 


534 


LG:4 10628.21 :2001JUN22 


22 


534 


LG:4 10628.2 1:2001 JUN22 . 


. 45 


534 


LG:410628.21:2001JUN22 . 


65 


534 


LGr410628.21:2001JUN22- 


88' 


534 


LG:410628.21:2001JUN22 


92 


534 


LG:41 0628.21 :2001JUN22 


115 


535 


LG:413583.15:2001JUN22 


1 


535 


LG:4 1 3583. 1 5 :200 1 JUN22 


778 


535 


LG:4 1 3583. 1 5:2001 JUN22 


801 


535 


LG:413583.15:2001JUN22 


835 


535 


LG:413583.15:2001JUN22 


858 


535 


LG:413583.15:2001JUN22 


867 


535 


LG:4 1 3583. 15:2001 JUN22 


890 


535 


LG:413583.15:2001JUN22 


1121 




T f\-A\io.vi tc.onm TTTVTOO 
LAj.h I jDoj.13:zUU1JUN22 


1144 


535 


LG:4 13583.1 5:2001 JUN22 


1 


535 


LG:4 13583. 15:200 1JUN22 


838 


535 


LG:413583.15:2001JUN22 


861 


535 


LG:413583.15:2001JUN22 


872 


535 


LG:413583.15:2001JUN22 


895 


535 


LG:413583.15:2001JUN22 


1 








~r ~J ~J 


i-VJ.-r a JJOJ.iJ.^UUU KJiy^jC 


OJO 


535 


LG:4 13583. 15:2001 JUN22 


658 


535 


LG:4 1 3583. 15:2001JUN22 


719 


535 


LG:413583.15:2001JUN22 


742 


535 


LG:41 3583.15:2001 JUN22 


756 


535 


LG:4 1 3583. 15:2001 JUN22 


779 


535 


LG:413583.15:2001JUN22 


832 


535 


LG:4 13583.1 5:2001 JUN22 


855 


. 535 


LG:4 13583. 15:2001 JUN22 


869 


535 


LG:41 3583.15:2001 JUN22 


892 


536 


LG:419641.35:2001JUN22 


1 



238 



2 



Stop 


Frame 


Domain Type 


Topology 


1327 


forward 2 


TM 


Transmembrane 


1341 


forward 2 


TM 


Non-Cytosolic 


336 


forward 3 


TM 


Non-Cytosolic 


359 


forward 3 


TM 


Transmembrane 


378 


forward 3 


TM 


Cytosolic 


398 


forward 3 


TM 


Transmembrane 


450 


forward 3 


TM 


Non-Cytosolic 


473 


forward 3 


TM 


Transmembrane 


479 


forward 3 


TM 


Cytosolic 


502 


forward 3 


TM 


Transmembrane 


543 


forward 3 


TM 


Non-Cytosolic 


566 


forward 3 


TM 


Transmembrane 


838 


forward 3 


TM 


Cytosolic 


861 


forward 3 


TM 


Transmembrane 


1340 


forward 3 


TM 


Non-Cytosolic 


161 


forward 1 


TM 


Cytosolic 


184 


forward 1 


TM 


Transmembrane 


203 


forward 1 


TM 


Non-Cytosolic 


8 


forward 2 


TM 


Cytosolic 


31 


forward 2 


TM 


Transmembrane 


202 


forward 2 


TM 


Non-Cytosolic 


21 


forward 3 


TM 


Non-Cytosolic 


44 


forward 3 


TM 


Transmembrane* 


64. 


forward 3 


TM 


Cytosolic 


87 


, forward 3 


TM 


Transmembrane 


91 


forward 3 


TM 


Non-Cytosolic 


114 


forward 3 


TM 


Transmembrane 


202 


forward 3 


TM 


Cytosolic 


777 


forward 1 


TM 


Non-Cytosolic 


800 


forward 1 


TM 


Transmembrane 


834 


forward 1 


TM 


Cytosolic 


857 


forward 1 


TM 


Transmem brane 


866 


forward 1 


TM 


Non-Cytosolic 


889 


forward 1 


TM 


Transmembrane 


1120 


forward 1 


TM 


Cytosolic 


1143 


forward 1 


TM 


Transmembrane 


1145 


forward 1 


TM 


Non-Cytosolic 


837 


forward 2 


TM 


Non-Cytosolic 


860 


forward 2 


TM 


Transmembrane 


871 


forward 2 


TM 


Cytosolic 


894 


forward 2 


TM 


Transmembrane 


1145 


forward 2 


TM 


Non-Cytosolic 


637 


forward 3 


TM 


Non-Cytosolic 


O J / 


forward 3 


TM 


Transmembrane 


718 


forward 3 


TM 


Cytosolic 


741 


forward 3 


TM 


Transmembrane 


755 


forward 3 


TM 


Non-Cytosolic 


778 


forward 3 


TM 


Transmembrane 


831 


forward 3 


TM 


Cytosolic 


854 


forward 3 


TM 


Transmembrane 


868 


forward 3 


TM 


Non-Cytosolic 


891 


forward 3 


TM 


Transmembrane 


1145 


forward 3 


TM 


Cytosolic 


530 


forward 1 


TM 


Non-Cytosolic 



WO 02/083876 



PCT/US02/09921 



SEQ D NO: 


Template ID 


536 


LG:419641.35:2001JUN22 


536 


LG:41964L35:2001JUN22 


536 


LG:41964L35:2001JUN22 


536 


LG:419641. 35:2001 JUN22 


536 


LG:419641.35:2001JUN22 


536 


LG:419641.35:2001JUN22 


536 


LG:419641. 35:2001 JUN22 


536 


LG:419641.35:2001JUN22 


536 


LG:419641.35:2001JUN22 


536 


LG:419641.35:2001JUN22 


536 


LG:419641.35:2001JUN22 


536 


LG:419641.35:2001JUN22 


'536 


LG:419641.35:2001JUN22 


536 


LG:419641.35:2001JUN22 


536 


LG:419641.35:2001JUN22 


536 


LG:41964L35:2001JUN22 


537 


LG:420759.4:2001JUN22 


537 


LG:420759.4:2001JUN22 


537 


LG:420759.4:2001JUN22 


538 


LG:425448. 1 8:2001 JUN22 


538 


LG:425448.18:2001JUN22 


538 


LG:425448.18:2001JUN22 


539 


LG:435717.5:2001JUN22 


539 


LG:435717.5:2001JUN22 


539 


LG:435717.5:2001JUN22 


539 


LG :4357 1 7.5 :2001 JUN22 


539 


LG:435717.5:2001JUN22 


539 


LG:435717.5:2001JUN22 


539 


LG:4357 17.5:2001 JUN22 


539 


LG:4357 17.5 :2001 JUN22 


539 


LG:4357 1 7.5 :2001 JUN22 


539 


LG:435717.5:2001JUN22 


539 


LG:435717.5:2001JUN22 


539 


LG:4357 17.5:2001 JUN22 


539 


LG:435717.5:2001JUN22 


539 


LG:4357 17.5:2001 JUN22 


539 


LG:435717.5:2001JUN22 


539 


LG:435717.5:2001JUN22 


539 


LG:435717.5:2001JUN22 


539 


LG:435717.5:2001JUN22 


539 


LG:4357 17.5:2001 JUN22 


539 


LG:435717.5:2001JUN22 


539 


LG:4357 17.5:2001 JUN22 


539 


LG:435717.5:2001JUN22 


539 


LG:43571 7.5:2001 JUN22 


539 


LG :4357 1 7 .5 :2001 JUN22 


539 


LG:435717.5:2001JUN22 


539 


LG:435717.5:2001JUN22 


539 


LG:435717.5:2001JUN22 


539 


LG :4357 1 7 .5 :200 1 JUN22 


539 


LG:4357 17.5:2001 JUN22 


539 


LG:435717.5:2001JUN22 


539 


LG:435717.5:2001JUN22 


540 


LG:441 159.3 1:2001 JUN22 



TABLE 2 

Start Stop Frame Domain Type 

531 548 forward 1 TM 

549 668 forward 1 TM 

669 688 forward 1 TM 

689 1100 forward 1 TM 

1 1002 forward 2 TM 

1003 1020 forward 2 TM 

1021 1032 forward 2 TM 

1033 1055 forward 2 TM . 

1056 1074 forward 2 TM 

1075 1097 forward 2 TM 

1098 1100 forward 2 TM 

1 93 forward 3 TM 

94 116 forward 3 TM 

117 996 forward 3 TM 

997 1019 forward 3 TM 

1020 1099 forward 3 TM 



1 


100 


forward 3 


TM 


101 


123 


forward 3 


TM 


124 


125 


forward 3 


TM 


1 


355 


forward 1 


TM 


356 


378 


forward 1 


TM 


379 


1500 


forward 1 


TM 


1 


20 


forward 1 


TM 


21 


43. 


forward 1 


TM 


44 


688 


forward 1 


TM 


689 


706 


forward 1 


TM 


707 


712 


forward 1 


.-TM 


713 


732 


forward 1 


TM 


733 


746 


forward 1 


TM 


747 


769 


forward 1 


TM 


770 


789 


forward 1 


TM 


1 


14 


forward 2 


TM 


15 


34 


forward 2 


TM 


35 


71 


forward 2 


TM 


72 


94 


forward 2 


TM 


95 


113 


forward 2 


TM 


114 


136 


forward 2 


TM 


137 


190 


forward 2 


TM 


191 


213 


forward 2 


TM 


214 


401 


forward 2 


TM 


402 


424 


forward 2 


TM 


425 


753 


forward 2 


TM 


754 


776 


forward 2 


TM 


777 


789 


forward 2 


TM 


1 


405 


forward 3 


TM 


406 


428 


forward 3 


TM 


429 


480 


forward 3 


TM 


481 


503 


forward 3 


TM 


504 


720 


forward 3 


TM 


721 


743 


forward 3 


TM 


744 


749 


forward 3 


TM 


750 


769 


forward 3 


TM 


770 


788 


forward 3 


TM 


1 


725 


forward 1 


TM 



239 



Topology 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 
Cytosolic 
Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 
Cytosolic 
Cytosolic 
Transmembrane 
Non-Cytosolic 

Cytosolic 
Transmembrane 
Non-Cytosolic 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Non-Cytosolic 



BNSDOCID: <WO 02083876A2_I_ > 



WO 02/083876 



PCT/US02/09921 



SEQ D NO: 


Template ID 


Start 


540 


LG:441 159.3 1 :2001 JUN22 


726 


540 


LG:441 159.3 1:2001 JUN22 


749 


540 


LG:441159.31:2001JUN22 


768 


540 


LG:441 159.3 1:2001 JUN22 


788 


540 


LG:44 1 159.3 1 :2001 JUN22 


811 


540 


LG:441159.31:2001JUN22 


834 


540 


LG:441159.31:2001JUN22 


1 


540 


LG:441 159.3 1:2001 JUN22 


243 


540 


LG:441159.31:2001JUN22 


266 


540 


LG:441 159.31:2001JUN22 


619 


540 


LG:44 1 159.3 1 :200 1 JUN22 


642 


540 


LG:441 159.3 1:2001 JUN22 


726 


540 


LG:44 1159.3 1:2001 JUN22 


749 


540 


LG:441 159.3 1:2001 JUN22 


769 


540 


LG:441 159.3 1 :2001 JUN22 


789 


540 


LG:441 159.3 1:2001 JUN22 


] 


540 


LG:441 159.31:2001JUN22 


460 


540 


LG:44 1 159.3 1 :200 1JUN22 


483 


540 


LG:441 159.31:2001JUN22 


487 


540 


LG:441159.31:2001JUN22 


510 


540 


LG:441 159.3 1:2001JUN22 


723 


540 


LG:44 1 159.3 1 :2001 JUN22 


746 


540 


LG:44 1159.31 :200 1JUN22 


766 


540 


LG:44 1 159.3 1 :2001 JUN22 


789 


541 


LG:461375.2:2001JUN22 


1 


541 


LG:461375.2:2001JUN22 


1415 


541 


LG:461375.2:2001JUN22 


1438 


541 


LG:461375.2:2001JUN22 


1439 


541 


LG:461375.2:2001JUN22 


1462 


541 


LG:461375.2:2001JUN22 


1 


541 


LG:461 375.2:2001 JUN22 


261 


541 


LG:461 375.2:2001 JUN22 


284 


541 


LG:461 375.2:2001 JUN22 


304 


541 


LG:461375.2:2001JUN22 


327 


541 


LG:461375.2:2001JUN22 


336 


541 


LG:461375.2:2001JUN22 


359 


541 


LG:461375.2:2001JUN22 


424 


541 


LG:461 375.2:2001 JUN22 


447 


541 


LG:461375.2:2001JUN22 


1358 


541 


LG:461375.2:2001JUN22 


1381 


541 


LG:461 375.2:2001 JUN22 


1435 


541 


LG:461375.2:2001JUN22 


1458 


541 


LG:461375.2:2001JUN22 


1548 


541 


LG :46 1 375 .2:200 1 TT JN22 


1571 


541 


LG:461375.2:2001JUN22 


1583 


541 


LG:461375.2:2001JUN22 


1606 


541 


LG:461375.2:2001JUN22 


1 


541 


LG:461 375.2:2001 JUN22 


1319 


541 


LG:461 375.2:2001 JUN22 


1342 


541 


LG:461 375.2:2001 JUN22 


1441 


541 


LG:46 1 375.2:2001 JUN22 


1464 


541 


LG:461 375.2:2001 JUN22 


1478 


541 


LG:461 375.2:2001 JUN22 


1501 


541 


LG:461 375.2:2001 JUN22 


1579 
240 



2 



Stop 


Frame 


Domain Type 


Topology 


, 748 


forward 1 


TM 


Transmembrane 


767 


forward 1 


TM 


Cytosolic 


787 


forward 1 


TM 


Transmembrane 


810 


forward 1 


TM 


Non-Cytosolic 


833 


forward 1 


TM 


Transmembrane 


835 


forward 1 


TM 


Cytosolic 


242 


forward 2 


TM 


Non-Cytosolic 


265 


forward 2 


TM 


Transmembrane 


618 


forward 2 


TM 


Cytosolic 


641 


forward 2 


TM 


Transmembrane 


725 


forward 2 


TM 


Non-Cytosolic 


748 


forward 2 


TM 


Transmembrane 


768 


forward 2 


TM 


Cytosolic 


788 


forward 2 


TM 


Transmembrane 


834 


forward 2 


TM 


Non-Cytosolic 


459 


forward 3 


TM 


Non-Cytosolic 


482 


forward 3 


TM 


Transmembrane 


486 


forward 3 


TM 


Cytosolic 


509 


forward 3 


TM 


Transmembrane 


722 


forward 3 


TM 


Non-Cytosolic 


745 


forward 3 


TM 


Transmembrane 


765 


forward 3 


TM 


Cytosolic 


788 


forward 3 


TM 


Transmembrane 


834 . 


forward 3 


TM 


Non-Cytosolic 


1414 


forward 1 


TM 


Non-Cytosolic 


1437 


forward 1 


TM 


Transmembrane 


1438 


forward 1 


TM 


Cytosolic 


1461 


forward 1 


TM 


Transmembrane 


1613 


forward 1 


TM 


Non-Cytosolic 


260 


forward 2 


TM 


Non-Cytosolic 


283 


forward 2 


TM 


Transmembrane 


303 


forward 2 


TM 


Cytosolic 


326 


forward 2 


TM 


Transmembrane 


335 


forward 2 


TM 


Non-Cytosolic 


358 


forward 2 


TM 


Transmembrane 


423 


forward 2 


TM 


Cytosolic 


446 


forward 2 


TM 


Transmembrane 


1357 


forward 2 


TM 


Non-Cytosolic 


1380 


forward 2 


TM 


Transmembrane 


1434 


forward 2 


TM 


Cytosolic 


1457 


forward 2 


TM 


Transmembrane 


1547 


forward 2 


TM 


Non-Cytosolic 


1570 


forward 2 


TM 


Transmembrane 


!582 


fnr\ygT-H O 


TM 


1:_ 


1605 


forward 2 


TM 


Transmembrane 


1613 


forward 2 


TM 


Non-Cytosolic 


1318 


forward 3 


TM 


Non-Cytosolic 


1341 


forward 3 


TM 


Transmembrane 


1440 


forward 3 


TM 


Cytosolic 


1463 


forward 3 


TM 


Transmembrane 


1477 


forward 3 


TM 


Non-Cytosolic 


1500 


forward 3 


TM 


Transmembrane 


1578 


forward 3 


TM 


Cytosolic 


1598 


forward 3 


TM 


Transmembrane 



WO 02/083876 PCT/US02/09921 



SEQ D NO: Template ID 

541 LG:461375.2:2001JUN22 

542 LG:474674.34:2001JUN22 
542 LG:474674.34:2001JUN22 
542 LG:474674.34:2001JUN22 
542 LG:474674.34:2001JUN22 
542 LG:474674.34:2001JUN22 
542 LG:474674.34:2001JUN22 
542 LG:474674.34:2001JUN22 

542 LG:474674.34:2001JUN22 

543 LG:481414.8:2001JUN22 
543 LG:481414.8:2001JUN22 
543 LG:481414.8:2001JUN22 
543 LG:481414.8:2001JUN22 
543 LG:481414.8:2001JUN22 
543 LG:481414.8:2001JUN22 
543 LG:4S1414.8:2001JUN22 
543 LG:481414.8:2001JUN22 
543 LG:481414.8:2001JUN22 

543 LG:481414.8:2001JUN22 

544 LG:7 669276. 1 :200 1 JUN22 
544 LG:7669276. 1 :200 1JUN22 

544 LG:7669276.1:2001JUN22 

545 LG:7677848.1:2001JUN22 
545 LG:7677848.1:2001JUN22 
545 LG:7677848. 1:2001 JTJN22 
545 LG:7677848.1:2001JUN22 

545 LG:7677848.1:2001JUN22 

546 LG:7684981. 3:2001 JUN22 
546 LG:7684981. 3:2001 JUN22 
546 LG:7684981.3:2001JUN22 
546 LG:768498 1.3:200 1JUN22 
546 LG:7684981. 3:2001 JUN22 
546 LG:768498 1 .3:2001 JUN22 
546 LG:7684981.3:2001JUN22 
546 LG:7684981.3:2001JUN22 
546 LG:7684981.3:2001JUN22 
546 LG:7684981.3:2001JUN22 
546 LG:7684981. 3:2001 JUN22 
546 LG:7684981. 3:2001 JUN22 
546 LG:7684981.3:2001JUN22 
546 LG:7684981. 3:2001 JUN22 
546 LG:7684981. 3:2001 JUN22 
546 LG:768498 1 .3:2001 JUN22 
546 LG:7684981. 3:2001 JUN22 
546 LG:7684981. 3:2001 JUN22 

546 LG:7684981. 3:2001 JUN22 

547 LG:7685048.6:2001JUN22 
547 LG:7685048.6:2001JUN22 
547 LG:7685048.6:2001JUN22 
547 LG:7685048.6:2001JUN22 
547 LG:7685048.6:2001JUN22 

547 LG:76S5048.6:2001JUN22 

548 LG:7688302.1:2001JUN22 
548 LG:7688302.1:2001JUN22 



TABLE 2 
Start Stop 



1599 
1 
5 

28 
126 
149 
1 

15 
34 
1 

858 
881 
887 
907 
1 

481 
504 
636 
659 
1 

175 
198 
1 

10 

33 
63 
86 
1 

26 
49 
129 
152 
472 
495' 
1 

129 
152 
485 
508 
1 

21 
44 
129 
152 
172 
192 

1 
21 
44 

1 

21 
44 
1 

246 
241 



1613 
4 

27 
125 
148 
284 
14 
33 
283 
857 
880 
886 
906 
982 
480 
503 
635 
658 
981 
174 
197 
202 
9 

32 
62 
85 
109 
25 
48 
128 
151 
471 
494 
718 
128 
151 
484 
507 
718 
20 
43 
128 
151 
171 
191 
717 
20 



43 
180 
20 
43 
179 
245 
268 



Frame 
forward 3 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 3 
forward 3 
forward 3 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 1 
forward 1 
forward 1 
forward 1 • 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 1 
forward 1 
forward 1 
forward 3 
forward 3 
forward 3 
forward 1 
forward 1 



Domain Type 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM' 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 



Topology 
Non-Cytosolic 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 

Cytosolic 
Transmembrane 
Non-Cytosolic 

Cytosolic 
Transmembrane 
Non-Cytosolic 

Cytosolic 
Transmembrane 



BNSDOCID: <WO 02083876A2J . > 



WO 02/083876 



PCT/US02/09921 



TABLE 2 



ccn r\ ma. 
5bQ D NO: 


Template ID 


Start 


Stop 


Frame 


Domain Type 


Topology 


548 


LG:76S8302. 1 :2001 JUN22 


269 


282 


forward 1 


TM 


Non-Cytosolic 


C /i o 

54b 


LG:7688302. 1 :200l JUN22 


283 


305 


forward 1 


TM 


Transmembrane 


548 


LG:7688302. 1 :2001 JUN22 


306 


309 


forward 1 


TM 


Cytosolic 


548 


LG:7688302. 1 :2001 JUN22 


1 


244 


forward 3 


TM 


Non-Cytosolic 


548 


LG:7688302. 1:2001 JUN22 


245 


267 


forward 3 


TM 


Transmembrane 


548 


LG:7688302. 1:2001 JUN22 


268 


273 


forward 3 


TM 


Cytosoiic 


548 


LG:7688302. 1 :2001 JUN22 


274 


296 


forward 3 


TM 


Transmembrane 


548 


LG:7688302. 1 :2001 JUN22 


297 


308 


forward 3 


TM 


Non-Cytosolic 


549 


LG:7690463.3:2001JUN22 


1 


337 


forward 1 


TM 


Non-Cytosolic 


549 


LG:7690463.3:2001JUN22 


338 


360 


forward 1 


TM 


Transmembrane 


549 


LG:7690463.3:2001JUN22 


361 


401 


forward 1 


TM 


Cytosolic 


549 


LG:7690463.3:2001JUN22 


1 


338 


forward 3 


TM 


Non-Cytosolic 


549 


LG:7690463.3:2001JUN22 


339 


361 


forward 3 


TM 


Transmembrane 


549 


LG:7690463.3:2001JUN22 


362 


400 


forward 3 


TM 


Cytosolic 


550 


LG:7691479.5:2001JUN22 


1 


19 


forward 1 


TM 


Non-Cytosolic 


550 


LG:7691 479.5:2001 JUN22 


20 


42 


forward 1 


TM 


Transmembrane 


550 


LG:7691479.5:2001JUN22 


43 


94 


forward 1 


TM 


Cytosolic 


550 


LG:769 1479.5:2001 JUN22 


95 


117 


forward 1 


TM 


Transmembrane 


550 


LG:7691479.5:2001JUN22 


118 


199 


forward 1 


TM 


Non-Cytosolic 


551 


LG:769 1527.4:2001 JUN22 


1 


38 


forward 1 


TM 


Cytosolic 


551 


LG:769 1527 .4:2001 JUN22 


39 


56 


forward 1 


TM 


Transmembrane 


551 


LG:769 1527 .4:2001 JUN22 


57 


95 


forward 1 


TM 


Non-Cytosolic 


551 


LG:7691527.4:2001JUN22 


96 


115 


forward 1 


TM 


Transmembrane 


551 


LG:769 1527 .4:2001 JUN22 


116 


192 


forward 1 


TM 


Cytosolic 


551 


LG:769 1527.4:2001 JUN22 


1 


79 


forward 3 


TM 


Cytosolic 


551 


LG:7691527.4:2001JUN22 


80 


102 


forward 3 


. TM 


Transmembrane 


551 


LG:7691527.4:2001JUN22 


103 


191 


forward 3 


TM 


Non-Cytosolic 


552 


LG:7691663.1:2001JUN22 


1 


213 


forward 1 


TM 


Non-Cytosolic 


552 


LG:769 3 663. 1 :2001 JUN22 


214 


236 


forward 1 


TM 


Transmembrane 


552 


LG:7691 663.1 :2001JUN22 


237 


265 


forward 1 


TM 


Cytosolic 


552 


LG:7691663.1:2001JUN22 


1 


207 


forward 3 


TM 


Cytosolic 


552 


LG:7691663.1:2001JUN22 


208 


230 


forward 3 


TM 


Transmembrane 


552 


LG : 7 69 1 663 . 1 :200 1 JUN22 


231 


264 


forward 3 


TM 


Non-Cytosolic 


553 


LG.-769 1 854. 1 :2001 JUN22 


1 


258 


forward 1 


TM 


Cytosolic 


553 


LG : 7 69 1 854. 1 :200 1 JUN22 


259 


281 


forward 1 


TM 


Transmembrane 


553 


LG:769 1 854. 1 :2001 JUN22 


282 


298 


forward 1 


TM 


Non-Cytosolic 


553 


LG:7691 854. 1:2001 JUN22 


1 


269 


forward 2 


TM 


Non-Cytosolic 


553 


LG:769 1 854. 1 :2001 JUN22 


270 


292 


forward 2 


TM 


Transmembrane 


553 


LG : 7 69 1 854 . 1 :200 1 JUN22 


293 


298 


forward 2 


TM 


Cytosolic 


553 


LG:769 1 854. 1 :200 1 JUN22 


1 


269 


forward 3 


TM 


Non-Cytosolic 


553 


LG : 769 1 8 54 . 1 :200 1 JUN22 


270 


292 


forward 3 


TM 


Transmembrane 


553 


LG:769 1 854. 1 :2001 JUN22 


293 


298 


forward 3 


TM 


Cytosolic 


554 


LG:7692235.2:2001JUN22 


1 


134 


forward 2 


TM 


Cytosolic 


554 


LG:7692235.2:2001JUN22 


135 


154 


forward 2 


TM 


Transrnp.rnbrBne 


554 


LG :7692235 .2:2001 JUN22 


155 


163 


forward 2 


TM 


Non-Cytosolic 


554 


LG:7692235.2:2001JUN22 


164 


186 


forward 2 


TM 


Transmembrane 


554 


LG:7692235.2:2001JUN22 


187 


190 


forward 2 


TM 


Cytosolic 


CCA 

554 


LG:7692235.2:2001JUN22 


191 


213 


forward 2 


TM 


Transmembrane 


554 


LG:7692235.2:2001JUN22 


214 


232 


forward 2 


TM 


Non-Cytosolic 


554 


LG:7692235.2:2001JUN22 


233 


252 


forward 2 


TM 


Transmembrane 


554 


LG:7692235.2:2001JUN22 


253 


259 


forward 2 


TM 


Cytosolic 


555 


LG:7692239. 1:2001 JUN22 


1 


431 


forward 1 


TM 


Non-Cytosolic 


555 


LG:7692239.1:2001JUN22 


432 


454 


forward 1 


TM 


Transmembrane 


555 


LG :7692239. 1 :200 1 JUN22 


455 


474 


forward 1 


TM 


Cytosolic 



242 



WO 02/083876 



PCT/US02/09921 



SEQ D NO: Template ID 

555 LG:7692239.1:2001JUN22 

555 LG:7692239. 1 :2001 JUN22 

555 LG:7692239.1:2001JUN22 

555 LG:7692239. 1:2001 JUN22 • 

555 LG:7692239. 1:2001 JUN22 

555 LG:7692239.1:2001JUN22 

555 LG:7692239. 1:2001 JUN22 

555 LG:7692239.1:2001JUN22 

555 LG:7692239. 1:2001 JUN22 

555 LG:7692239. 1:2001 JUN22 

555 LG:7692239. 1:2001 JUN22 

556 LG:7692575.1:2001JUN22 
556 LG:7692575.1:2001JUN22 
556 LG:7692575.1:2001JUN22 
556 LG:7692575.1:2001JUN22 
556 LG:7692575.1:2001JUN22 
556 LG:7692575.1:2001JUN22 
556 LG:7692575.1:2001JUN22 
556 LG:7692575.1:2001JUN22 
556 LG:7692575. 1:2001 JUN22 
556 LG:7 692575.1 :2001JUN22 
556 LG:7692575.1:2001JUN22 
556 LG:7692575-.1:2001JUN22 
556 LG:7 692575.1 :2001JUN22 
556 LG:7692575.1 :2001 JUN22 
556 LG:7692575.1:2001JUN22 
556 LG:7692575.1:2001JUN22 
556 LG:7692575.1 :2001JUN22 
556 LG:7692575.1:2001JUN22 
556 LG:7692575.1:2001JUN22 
556 LG:7692575.1:2001JUN22 
556 LG:7692575. 1 :2001JUN22 
556 LG:7692575.1:2001JUN22 
556 LG:7692575.1:2001JUN22 
556 LG:7692575. 1:2001 JUN22 
556 LG:7 692575.1 :2001JUN22 
556 LG:7692575.1:2001JUN22 

556 LG:7692575.1:2001JUN22 

557 LG:7692742.1:2001JUN22 
557 LG:7692742.1 :2001JUN22 
557 LG:7692742. 1 :2001 JUN22 
557 LG:7692742. 1:2001 JUN22 
557 LG:7692742.1:2001JUN22 
557 LG:7692742. 1:2001 JUN22 
557 LG:7692742.1 :2001 JUN22 

557 LG :7692742. 1 :2001 JUN22 

558 LG:7693942.1:2001JUN22 
558 LG:7693942. 1 :2001 JUN22 
558 LG -.7693942. 1:2001 JUN22 
558 LG :7693942. 1 :200 1 JUN22 
558 LG:7693942.1 :2001 JUN22 
558 LG:7693942. 1:2001 JUN22 
558 LG :7 693942. 1:2001 JUN22 
558 LG :7693942.1 :2001 JUN22 



TABLE 2 
Start Stop 



475 
498 
520 
543 
1 

382 
405 
486 
509 
521 
544 
1 

155 
178 
208 
231 
376 
396 
444 
467 
473 
496 
499 
522 
1 

523 
546 
1 

21 
44 
197 
220 
320 
343 
426 
449 
483 
506 
1 

26 
46 
57 
80 
1 

31 
54 

1 

7 

27 
1 

20 
43 
373 
396 
243 



497 
519 
542 
553 
381 
404 
485 
508 
520 
543 
553 
154 
177 
207 
230 
375 
395 
443 
466 
472 
495 
498 
521 
658 
522 
545 
658 
20 
43 
196 
219 
319 
342 
425 
448 
482 
505 
657 
25 
45 
56 
79 
227 
30 
53 
226 
6 

26 
787 
19 



42 
372 
395 
473 



Frame 
forward 1 
forward 1 
forward 1 
forward 1 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 2 
forward 2 
forward 2 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 3 
forward 1 
forward 1 
forward 1 
forward 1 
forward 1 
forward 3 
forward 3 
forward 3 
forward 1 
forward 1 
forward 1 
forward 2 
forward 2 
forward 2 
forward 2 
forward 2 



Domain Type 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 
TM 



TM 

TM 

TM 

TM 

TM 

TM 

TM 

TM 

TM 

TM 

TM 

TM 

TM 

TM 

TM 

TM 

TM 

TM 

TM 

TM 

TM 

TM 

TM 

TM 



Topology 
Transmembrane 
Non-Cytosolic 
Transmembrane 
Cytosolic 
Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Non-Cytosolic 
Transmembrane 
Cytosolic 
Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 

Cytosolic 
Transmembrane 
Non-Cytosolic 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 



BNSDOCID: <WO 02083876A2 l_> 



WO 02/083876 



PCT/US02/09921 



SEQ D NO: Template ID 


558 


LG:7693942. 1:2001 JUN22 


558 


LG:7693942.1:2001JUN22 


558 


LG:7693942. 1:2001 JUN22 


558 


LG:7693942. 1 :200 1 JUN22 


558 


LG:7693942. 1:2001 JUN22 


558 


LG:7693942. 1:200 1JUN22 


559 


LG:899248.22:2001JUN22 


559 


LG:899248.22:2001JUN22 


559 


LG:899248.22:2001JUN22 


560 


LG:97905 1. 25:2001 JUN22 


560 


LG:97905 1 .25:2001 JUN22 


560 


LG:97905 1 .25:200 1JUN22 


560 


LG:97905 1. 25:2001 JUN22 


560 


LG:97905 1 .25:200 1JUN22 


560 


LG:97905 1. 25:2001 JUN22 


560 


LG:97905 1 .25:200 1JUN22 


560 


LG:97905 1.25:2001 JUN22 


560 


LG:97905 1 .25:2001 JUN22 


560 


LG:979051.25:2001JUN22 


560 


LG:97905 1 .25 :200 1 JUN22 


560 


LG:97905 L25:2001JUN22 


560 


LG:979051.25:2001JUN22 


560 


LG:97905 1 .25:2001 JUN22 


560 


LG:97905 1 .25:2001 JUN22 


560 


LG:97905 1. 25:2001 JUN22 


561 


LG:979054. 1 8:2001 JUN22 


561 


LG:979054.18:2001JUN22 


561 


LG:979054. 1 8:2001 JUN22 


561 


LG:979054.18:2001JUN22 


561 


LG:979054. 1 8:2001 JUN22 


561 


LG:979054.1 8:2001 JUN22 


561 


LG:979054. 1 8:2001 JUN22 


561 


LG:979054.1 8:200 1JUN22 


561 


LG:979054. 1 8:2001 JUN22 


561 


LG:979054.18:2001JUN22 


562 


LG:979415. 1:2001 JUN22 


562 


LG:979415.1:2001JUN22 


562 


LG:9794 15. 1:2001 JUN22 


562 


LG:979415.1:2001JUN22 


562 


LG:979415.1:2001JUN22 


562 


LG:979415.1:2001JUN22 


562 


LG:979415.1:2001JUN22 


562 


LG:979415.1:2001JUN22 


562 


T .G:97941 5. 1 :200I JUN22 


562 


LG:97941 5. 1:2001 JUN22 


562 


LG:979415. 1 :2001 JUN22 


562 


LG:979415. 1:2001 JUN22 


562 


LG:979415. 1:2001 JUN22 


562 


LG:979415.1:2001JUN22 


562 


LG:979415.1:2001JUN22 


562 


LG:979415. 1:2001 JUN22 


562 


LG:979415.1:2001JUN22 


562 


LG:979415.1:2001JUN22 


562 


LG:9794 15. 1 :2001 JUN22 



TABLE 2 



Start 


Stop 


Frame 


Domain Type 


Topology 


474 


. 496 


forward 2 


TM 


Transmembrane 


497 


507 


forward 2 


TM 


Cytosolic 


508 


' 530 


forward 2 


TM 


Transmembrane 


531 


556 


forward 2 


TM 


Non-Cytosolic 


557 


579 


forward 2 


TM 


Transmembrane 


580 


787 


forward 2 


TM 


Cytosolic 


1 


72 


forward 1 


TM 


Cytosolic 


73 


95 


forward 1 


TM 


Transmembrane 


96 


986 


forward 1 


TM 


Non-Cytosolic 


1 


867 


forward 1 


TM 


Non-Cytosolic 


868 


890 


forward 1 


TM 


Transmembrane 


891 


1143 


forward 1 


TM 


Cytosolic 


1344 


1166 


forward 1 


TM 


Transmembrane 


1167 


1703 


forward 1 


TM 


Non-Cytosolic 


1 


40 


forward 2 


TM 


Cytosolic 


41 


63 


forward 2 


TM 


Transmembrane 


64 


77 


forward 2 


TM 


Non-Cytosolic 


78 


100 


forward 2 


TM 


Transmembrane 


101 


120 


forward 2 


TM 


Cytosolic 


121 


143 


forward 2 


TM 


Transmembrane 


144 


911 


forward 2 


TM 


Non-Cytosolic 


912 


931 


forward 2 


TM 


Transmembrane 


932 


1143 


forward 2 


TM 


Cytosolic 


1144 


1166 


forward 2 


TM 


Transmembrane 


1167 


1703 


forward 2 


TM 


Non-Cytosolic 


1 


388 


forward 1 


TM 


Non-Cytosolic 


389 


411 


forward 1 


TM 


Transmembrane 


412 


412 


forward 1 


TM 


Cytosolic 


413 


435 


forward 1 


TM 


Transmem brane 


436 ; 


1047 


forward 1 


TM 


Non-Cytosolic 


1 


388 


forward 2 


TM 


Non-Cytosolic 


389 


411 


forward 2 


TM 


Transmembrane 


412 


417 


forward 2 


TM 


Cytosolic 


418 


440 


forward 2 


TM 


Transmembrane 


441 


1047 


forward 2 


TM 


Non-Cytosolic 


1 


63 


forward 1 


TM 


Cytosolic 


64 


86 


forward 1 


TM 


Transmembrane 


87 


95 


forward 1 


TM 


Non-Cytosolic 


96 


118 


forward 1 


TM 


Transmembrane 


119 


278 


forward 1 


TM 


Cytosolic 


279 


301 


forward 1 


TM 


Transmembrane 


302 


371 


forward 1 


TM 


Non-Cytosolic 


372 


394 


forward 1 


TM 


Transmembrane 


395 


406 


*V 1 T 

IUI WOiU A 


11V1 


Cytosoiic 


407 


429 


forward 1 


TM 


Transmembrane 


430 


452 


forward 1 


TM 


Non-Cytosolic 


453 


472 


forward 1 


TM 


Transmembrane 


473 


569 


forward 1 


TM 


Cytosolic 


570 


592 


forward 1 


TM 


Transmembrane 


593 


1665 


forward 1 


TM 


Non-Cytosolic 


1 


20 


forward 2 


TM 


Cytosolic 


21 


43 


forward 2 


TM 


Transmembrane 


44 


108 


forward 2 


TM 


Non-Cytosoiic 


109 


128 


forward 2 


TM 


Transmembrane 



244 
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SEQ D NO: 


Template ID 


562 


LG :9794 15.1 :2001 JUN22 


562 


LG : 9794 1 5 . 1 :200 1 JUN22 


562 


LG :9794 1 5 . 1 :200 1 JUN22 


562 


LG:9794 15.1 :2001 JUN22 


562 


LG:9794 15 . 1 :2001 JUN22 


562 


LG :9794 15.1 :200 1 JUN22 


562 


LG:9794 15.1 :2001 JUN22 


562 


LG:979415. 1:2001 JUN22 


562 


LG:979415.1:2001JUN22 


562 


LG.9794 15. 1 :2001 JUN22 


563 


LG:980685.1:2001JUN22 


563 


LG:980685.1 :2001 JUN22 


563 


LG:980685.1:2001JCJN22 


563 


LG:980685. 1 :2001 JUN22 


563 


LG:980685. 1 :2001 JUN22 


563 


LG:980685.1:2001JUN22 


563 


LG:980685. 1:2001 JUN22 


563 


LG:980685.1:2001JUN22 


563 


LG:980685.1:2001JUN22 


563 


LG:980685.1:2001JUN22 


563 


LG:980685.1:2001JUN22 


563 


LG:980685. 1:2001 JUN22 


564 


LG:981272.6:2001JUN22 


564 


LG:981 272.6:2001 JUN22 


564 


LG:981272.6:2001JUN22 


564 


LG:981272.6:2001JUN22 


564 


LG:981272.6:2001JUN22 



564 LG:981272.6:2001JUN22 

564 LG:98 1272.6:2001 JUN22 . 

564 LG:98 1272.6:2001 JUN22 

* 564 LG:981272.6:2001JUN22 

564 LG:98 1 272.6:200 1 JUN22 

564 LG:98 1 272.6:2001 JUN22 

564 LG:981272.6:2001JUN22 

564 LG:981272.6:2001JUN22 

564 LG:981272.6:2001JUN22 

564 LG:98 1272.6:2001 JUN22 

564 LG:981272.6:2001JUN22 

564 LG:981272.6:2001JUN22 

564 LG:981272.6:2001JUN22 

564 LG:981272.6:2001JUN22 

564 LG:981272.6:2001JUN22 

564 LG:98 1272.6:2001 JUN22 
564 LG:98 1272.6:2001 JUN22 

564 LG:981272.6:2001JUN22 

565 LG:982723.4:2001JUN22 
565 LG:982723.4:2001JUN22 
565 LG:982723.4:2001JUN22 
565 LG:982723.4:2001JUN22 
565 LG:982723.4:2001JUN22 
565 LG:982723.4:2001JUN22 
565 LG:982723.4:2001JUN22 
565 LG:982723.4:2001JUN22 
565 LG:982723.4:2001JUN22 



TABLE 2 

Start Stop Frame Domain Type 

129 453 forward 2 TM 

454 476 forward 2 TM 

477 1665 forward 2 TM 

1 20 forward 3 TM 

21 43 forward 3 TM 

44 71 forward 3 TM 

72 91 forward 3 TM 

92 157 forward 3 TM 

158 177 forward 3 TM 

178 1665 forward 3 TM 

1 1193 forward 2 TM 

1194 1216 forward 2 TM 

1217 1228 forward 2 TM 

1229 1251 forward 2 TM 

1252 1286 forward 2 TM 

1287 1309 forward 2 TM 

1310 1390 forward 2 TM 

1 587 forward 3 TM 

588 610 forward 3 TM 

611 616 forward 3 TM 

617 639 forward 3 TM 



640 


1389 


forward 3 


TM 


1 


25 


forward 1 


TM 


26 


48 


forward 1 


TM 


49 


115 


forward 1 


TM 


116 


138 


forward 1 


TM 


139 


157 


forward 1 


* TM 


158 


177 


forward 1 


TM 


178 


448 


forward 1 


TM 


449 


471 


forward 1 


TM 


472 


504 


forward 1 


TM 


1 


36 


forward 2 


TM 


37 


59 


forward 2 


TM 


60 


133 


forward 2 


TM 


134 


156 


forward 2 


TM 


157 


504 


forward 2 


TM 


1 


40 


forward 3 


TM 


41 


63 


forward 3 


TM 


64 


114 


forward 3 


TM 


115 


137 


forward 3 


TM 


138 


182 


forward 3 


TM 


183 


205 


forward 3 


TM 



206 442 forward 3 TM 

443 465 forward 3 TM 

466 504 forward 3 TM 

] 118 forward 1 TM 

119 141 forward 1 TM 

142 185 forward 1 TM 

186 208 forward 1 TM 

209 363 forward 1 TM 

364 386 forward 1 TM 

387 769 forward 1 TM 

1 116 forward 2 TM 

117 139 forward 2 TM 

245 



Topology 
Cytosolic 
Transmembrane 
Non-Cytosolic 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 

Cytosolic 
Transmembrane 
Non-Cytosolic 
Transmembrane 

Cytosolic 
Transmembrane 
Non-Cytosolic 

Cytosolic 
Transmembrane 



BNSDOCID: <WO 02083876A2_I_> 



WO 02/083876 



PCT/US02/09921 



SEQ D NO: Template ID 


Start 


565 


LG:982723.4:2001JUN22 


140 


565 


LG:982723.4:2001JUN22 


187 


565 


LG:982723.4;2001JUN22 


210 


565 


LG:982723.4:2001JUN22 


305 


565 


LG:982723.4:2001JUN22 


328 


565 


LG:982723.4:2001JUN22 


363 


565 


LG:982723.4:2001JUN22 


386 


565 


LG:982723,4:2001JUN22 


478 


565 


LG:982723.4:2001JUN22 


498 


565 


LG:982723.4:2001JUN22 


1 


565 


LG:982723.4:2001JUN22 


185 


565 


LG:982723.4:2001JUN22 . 


208 


566 


LG:982915.8:2001JUN22 


1 


566 


LG:982915.8:2001JUN22 


2392 


566 


LG:982915.8:2001JUN22 


2415 


566 


LG:982915.8:2001JUN22 


2421 


566 


LG:982915.8:2001JUN22 


2444 


566 


LG:9S2915.8:2001JUN22 


2463 


566 


LG:982915.8:2001JUN22 


2486 


566 


LG:9S2915.8:2001JUN22 


2494 


566 


LG:982915.8:2001JUN22 


2517 


567 


LG:987785.10:2001JUN22 


407 


567 


LG:987785.10:2001JUN22 


407 


567 


LG:987785.10:2001JUN22 • 


. 1 • 


567 


LG:987785. 1 0:2001JUN22 


467 


567 


LG:987785.10:200UUN22 


490 


567 


LG:987785;10:2001JUN22 


688 


567 


LG:987785.10:2001JUN22 


711 


567 


LG:987785. 1 0:2001JUN22 


1 


567 


LG:987785. 10:2001 JUN22 


339 


567 


LG:987785.10:2001JUN22 


362 


567 


LG:987785.1 0:2001 JUN22 


477 


567 


LG:987785.10:2001JUN22 


500 


567 


LG:987785.1 0:2001 JUN22 


1 


567 


LG:987785.10:2001JTJN22 


467 


567 


LG:987785.10:2001JUN22 


490 


567 


LG:987785.1 0:2001 JUN22 


604 


567 


LG:987785. 1 0:2001 JUN22 


627 


567 


LG:987785. 1 0:2001 JUN22 


688 


567 


LG:987785.10:2001JUN22 


711 


567 


LG:987785.10:2001JUN22 


770 


567 


LG:987785.10:2001JUN22 


793 



2 



Stop 


Frame 


Domain Type 


Topology 


186 


forward 2 


TM 


Non-Cytosolic 


209 


forward 2 


TM 


Transmembrane 


304 


forward 2 


TM 


Cytosolic 


327 


forward 2 


TM 


Transmembrane 


362 


forward 2 


TM 


Non-Cytosolic 


385 


forward 2 


TM 


Transmem brane 


477 


forward 2 


TM 


Cytosolic 


497 


forward 2 


TM 


Transmembrane 


769 


forward 2 


TM 


Non-Cytosolic 


184 


forward 3 


TM 


Cytosolic 


207 


forward 3 


TM 


Transmembrane 


769 


forward 3 


TM 


Non-Cytosolic 


2391 


forward 2 


TM 


Non-Cytosolic 


2414 


forward 2 


TM 


Transmembrane 


2420 


forward 2 


TM 


CvtnQolir* 


2443 


forward 2 


TM 


Tran^mpmhranp 

-*■ * uiiotiiuinuiallt- 


2462 


forward 2 


TM 


Non-Cytosolic 


2485 


forward 2 


TM 


Transmembrane 


2493 


forward 2 


TM 


Cytosolic 


2516 


forward 2 


TM 


Transmembrane 


2527 


forward 2 


TM 


Non-Cytosolic 


499 


forward 2 


SP 


499 


forward 2 


SP 




466 


forward 1 


TM 


Non-Cytosolic 


489 


forward 1 


TM 


Tran sm em brane 


687 


forward 1 


TM 


Cytosolic 


710 


forward 1 


TM 


Transmembrane 


911 


forward 1 


TM 


Non-Cytosolic 


338 


forward 2 


TM 


Non-Cytosolic 


361 


forward 2 


TM 


Transmembrane 


476 


forward 2 


TM 


Cytosolic 


499 


forward 2 


TM 


Transmembrane 


911 


forward 2 


TM 


Non-Cytosolic 


466 


forward 3 


TM 


Non-Cytosolic 


489 


forward 3 


TM 


Transmembrane 


603 


forward 3 


TM 


Cytosolic 


626 


forward 3 


TM 


Transmembrane 


687 


forward 3 


TM 


Non-Cytosolic 


710 


forward 3 


TM 


Transmembrane 


769 


forward 3 


TM 


Cytosolic 


792 


forward 3 


TM 


Transmembrane 


910 


forward 3 


. TM 


Non-Cytosolic 



246 
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Table 3 

1/LG : 1041015. 22 :2001MAR30 || 394-871; 341-519; 1-520; 204-497; 325-377; 

253-374 , „ „„„ 

2/LG: 106877. 10 :2001MAR30 || 1-326; 1-240; 11-536; 11-449; 17-379; 18-590; 
70-207; 70-214; 185-764; 225-499; 285-490; 319-788; 319-565; 319-948; 375- 
628- 379-908; 475-948; 505-1066; 519-635; 587-1038; 587-727; 620-840; 620- 
84l'; 637-884; 638-1252; 688-1146; 706-1206; 772-1216; 776-1037; 778-910; 
797-1089- 797-1229; 803-1090; 834-1459; 847-1139; 847-1107; 855-1057; 943- 
1150- 951-1245; 959-1153; 988-1214; 1003-1354; 1008-1263; 1036-1309; 1042- 
1305; 1045-1293; 1077-1339; 1084-1279; 1099-1744; 1127-1401; 1133-1698; 
1133-1381; 1172-1402; 1196-1445; 1204-1742; 1207-1365; 1212-1525; 1247- 
1775; 1232-1451; 1275-1381; 1305-1534; 1306-1917; 1309-1694; 1331-1582; 
1356-1599; 1370-1640; 1433-1761; 1446-1930; 1456-1797; 1446-1669; 1468- 
1777; 1516-2044; 1552-1766; 1555-1713; 1590-1933; 1618-2115; 1598-1732; 
1624-2097; 1616-1901; 1681-1929; 1683-2221; 1683-1862; 1760-2250; 1790- 
?069- 1797-2047; 1807-2060; 1831-2112; 1843-2112; 1848-2071; 1856-2108; 
1884-2139; 1912-2208; 1916-2210; 1930-2169; 1938-2209; 1938-2204; 1944- 
2063- 1945-2215; 1948-2157; 1957-2269; 1957-2170; 1973-2534; 1986-2235; 
1997-2497; 1997-2406; 1997-2229; 1997-2221; 2003-2185; 2012-2284; 2012- 
2186- 2031-2274; 2031-2258; 2033-2342; 2044-2258; 2048-2325; 2048-2289; 
2050-2331; 2062-2296; 2063-2470; 2073-2627; 2073-2318; 2072-2315; 2073- 
2317; 2075-2434; 2075-2280; 2075-2274; 2097-2635; 2098-2650; 2101-2716; 
2112-2722; 2116-2350; 2137-2649; 2130-2702; 2145-2715; 2145-2381; 2159- 
2385; 2172-2409; 2189-2442; 2190-2364; 2195-2807; 2215-2693; 2215-2707; 
2215-2614; 2215-2432; 2215-2402; 2217-2466; 2220-2467; 2235-2660; 2225- 
2708; 2227-2709; 2232-2712; 2243-2713; 2245-2548; 2254-2704; 2254-2574; 
2261-2711; 2263-2520; 2275-2760; 2280-2722; 2283-2529; 2288-2751; 2288- 
2755- 2293-2516; 2295-2756; 2294-2751; 2301-2540; 2302-2558; 2301-2550; 
2305-2760;- 2306-2750; 2322-2754;. 2323-2765; 2323-2571; 2324-2751; 2331- 
2743-' 2332-2750; 2334-2562; 2338-2750; 2341-2753; 2341-2750,- 2342-2750; 
2344-2747; 2346-2753; 2347-2752; ,2346-2748; 2351-2751; 2352-2750; 2356-r 
-2750; 2366-2753; 2367-2666; 2374-2743; 2379-2750; 2386-2749,- 2389-2628; 
2392-2750; 2394-2751; 2397-2750; '2401-2743; 2405-2657 ;• 2429-2742 ; 2430- " 
2858; 2432-2575; 2437-2750; 2437.-2818; .2452-2750; 2456-2743; 2459-2754; • 
• 2485-2750; 2485-2703; 2491-2708? 2495-2798; 2496-2747; 2502-2748; 2528- : 
2750; 2536-2742; 2556-2750; 2567-2743; 2570-2754; 2589-2750; 2634-2755; 
2637-2750; 2646-2743; 2663-2750; 2662-2776; 2673-2753; 2679-2765; ■ 2701-2761- 
3/LG:1138554.16:2001MAR30 || 1-263; 37-270; 90-515; 95-524;- 96-307 ,- 95-526;* 
101-567; 107-591; 112-582; 113-296; 136-385; 144-515; 152-412; 159-513; 
167-517; 183-499; 185-518; 218-486; 218-824; 220-470; 242-859; 253-653; 
269-457; 321-511; 320-568; 343-899; 359-515; 390-654; 441-960; 478-732; 
501-746; 541-999; 560-1003; 667-998; 423-862 

4/LG: 1383277. 7 :2001MAR30 || 1-94; 10-252; 22-639; 35-636; 85-657; 169-433; 
174-632; 190-463; 266-604; 266-555; 269-567; 336-664; 570-771 
5/LG:1397614.15:2001MAR30 || 1-469; 25-475; 65-327; 142-380; 146-432; 152- 
721; 234-464; 241-461; 268-646; 271-558; 295-549; 331-456; 335-604; 348- 
652; 367-771; 376-654 ;. 393-625 ; 394-654; 423-490; 430-681; 443-707; 454- 
728; 488-694; 498-771; 504-772; 532-803; 575-825; 578-749; 617-833; 632- 
877; 632-946; 639-892; 639-1074; 644-1157; 647-916; 651-902; 660-925; 660- 
1214; 660-948; 683-913; 683-992; 702-917; 702-939; 714-1114; 714-1060; 734- 
1191; 736-1013; 752-1270; 752-954; 754-874; 769-981; 774-907; 793-1256; 
810-1176; 824-1078; 833-1130; 836-1073; 843-1109; 867-1031; 874-1380; 886- 
1142; 890-1173; 892-1158; 901-1133; 906-1117; 917-1173; 920-1520; 920-1060; 
938-1157; 946-1218; 951-1218; 988-1248; 988-1256; 990-1551; 993-1263; 997- 
1233; 996-1521; 996-1510; 996-1236; 1000-1211; 1014-1299; 1020-1473; 1031- 
1538; 1043-1289; 1046-1199; 1047-1317; 1051-1237; 1058-1304; 1064-1312; 
1064-1304; 1068-1266; 1088-1351; 1103-1602; 1103-1366; 1131-1368; 1139- 
1405; 1173-1389; 1182-1504; 1193-1814; 1195-1408; 1198-1431; 1198-1429; 
1218-1750; 1221-1425; 1228-1488; 1240-1745; 1240-1407; 1242-1744; 1249- 
1581; 1250-1513; 1252-1491; 1268-1878; 1270-1540; 1271-1546; 1315-1578; 
1323-1898; 1325-1590; 1326-1571; 1328-1882; 1332-1896; 1335-1594; 1338- 
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1940; 1342-1592; 1345-1490; 1373-1590; 1375-1594; 1377-1782; 1380-1651- 
1381-1656; 1382-1656; 1385-1624; 1389-1633; 1390-1889; 1400-1623- 1400- 
1624; 1400-1640; 1401-1590; 1401-1611; 1412-1683; 1411-1693- 1421-1927- 
1425-1707; 1431-1873; 1442-1703; 1443-1571; 1443-1676; 1444-1885- 1446- 
1706; 1453-1678; 1451-1925; 1465-1744; 1466-1715; 1465-1921- 1482-1926- 
1488-1935; 1491-1757; 1497-1921; 1505-1772; 1514-1921; 1522-1913- 1525- 
1781; 1526-1860; 1527-1921; 1529-1930; 1532-1785; 1532-1782- 1537-1929- 
1541-1919; 1543-1879; 1547-1899; 1551-1929; 1577-1950; 1587-1819- 1590- 
1822; 1593-1865; 1606-1871; 1608-1785; 1619-1931; 1619-1782; 1623-1883- 
1624-1924; 1623-1885; 1622-1808; 1632-1886; 1647-1921; 1649-1920- 1658- 
1913; 1676-1928; 1688-1915; 1693-1904; 1694-1931; 1699-1921; 1715-1852- 
1719-1934; 1719-1921; 1721-1897; 1746-1924; 1770-1925; 1794-1899 
6/LG:1399315.8:2001MAR30 || 1-245; 142-220; 157-557; 226-649; 299-738- 302- 
595; 325-521; 345-521; 359-728; 367-889; 409-926; 448-533; 472-708- 537- 
1033; 540-1056; 595-1052; 633-1092; 638-1095; 643-1093; 654-988; 663-1030- 
677-1092; 681-1057; 685-1092; 685-937; 685-932; 704-998; 766-1086- 797-938- 
915-1464; 920-1086; 1364-1706; 1547-1827; 1586-1827; 1586-2147; 1754-2296 •' 
1829-2188; 2033-2553; 2044-2592; 2119-2337; 2153-2575; 2204-2661- 2272- ' 
2656; 2312-2680; 2324-2661; 2433-2946; 2526-2664; 2548-2794; 2645-2823- 
2722-2962 

7/LG:198782.1:2001MAR30 || 1-571; 1-480; 132-595; 161-433; 248-812; 271- 
796; 273-831; 300-838; 324-633; 331-852; 331-591; 331-566; 348-809; 397- 
849; 462-547; 469-1150; 478-723; 510-1035; 566-859; 609-997; 624-870- 693- 
1189; 694-921; 713-991; 727-1292; 765-1013; 771-1056; 788-1035; 789-1072- 
796-1140; 791-1395; 801-1337; 823-1319; 888-1153; 890-1145; 894-1153- 975- 
1643; 988-1189; 1046-1296; 1054-1258; 1076-1305; 1086-1642; 1091-1360- 
1133-1643; 1133-1376; 1150-1439; 1190-1419; 1209-1515; 1213-1506; 1213- 
1409; 1228-1454; 1241-1537; 1266-1792; 1320-1502; 1320-1501; 1320-1461- 
1320-1906; 1323-1590; 1364-1635; 1391-1907; 1423-1817; 1446-1691; 1459^ 
1595; 1461-1614; 1493-1733; 1496-1671; 1530-1906; 1545-1745; 1551-1717- 
1563-1807; 1572-1845; 1591-2256; 1599-1851; 1603-1860; 1605-1882; 1616- 
2157; 1626-1922; 1656-2197; 1656-1882; 1675-2149; 1676-2104; 1699-2261- 
1699-1974; 1720-2308; 1721-2018; 1777-2018; 1788-1965; 1810-1938- 1821^ 
1937; 1830-2320; 1830-1980; 1848-2068; 1869-2167; 1880-2146; 1882-2138- 
1885-2151; 1908-2508; 1916-2121; 1937-2121; 1945-2519; 1985-2253- 1992- 
2511; 1992-2391; 1992-2247; 1992-2232; 1995-2210; 2015-2345; 2014-2246- 
2032-2324; 2062-2316; 2069-2547; 2070-2546; 2079-2546; 2105-2546- 2107^ 
2546; 2108-2395; 2111-2547; 2112-2545; 2115-2546; 2119-2389; 2120-2499- 
2125-2549; 212-6-2546; 2127-2551; 2129-2507; 2139-2546; 2146-2425- 2167- 
2546; 2176-2508; 2179-2553; 2192-2452; 2195-2546; 2209-2511; 2211-2546- 
2229-2482; 2251-2547; 2265-2553; 2269-2539; 2339-2546; 2336-2543; 2369^ 
2546; 2404-2547; 2405-2546; 2433-2548; 2445-2546; 2492-2546 
8/LG:236046.1:2001MAR30 || 1-271; 1-162; 31-356; 34-526; 43-322- 45-223- 
45-163; 44-180; 44-142; 45-174; 44-158; 44-237; 45-353; 45-349 • 45-214 •' 45- 
271; 45-115; 45-280; 45-102; 76-308; 89-695; 144-356; 269-350 ;' 324-589!- 
372-944; 442-735; 522-1063,- 551-1100; 556-814; 567-827; 605-851; 618-1139- 
641-851; 663-851; 670-851; 686-851; 739-1149; 743-851; 745-1013- 751-1007- 
791-1023; 801-1153; 813-1108; 867-1110; 872-1461; 870-1089; 878-1145- 8861 
1148; 886-1146; 936-1148; 941-1146; 943-1146; 944-1118; 965-1148; 966-1123- 
977-1146: 994-1147- QOn.1 K~>G . micii/ic. i no i«ri . 

1471-1645; 1627-2211; 1723-1952; 1787-2076; 1815-2076; 2108-2546; 2139- 
2546; 2170-2546 

9/LG:332122.6:2001MAR30 |j 1-271; 1-285; 26-677; 131-687; 154-387- 165-418- 
178-759; 189-441; 193-764; 255-716; 256-457; 278-676; 284-718- 334-580- 
349-543; 410-661; 421-657; 429-690; 433-723; 433-734; 433-689- 447-715- 
448-726; 521-720; 526-705; 530-642; 536-696; 557-853; 556-753; 573-860,' 
574-810; 585-832; 592-1024; 592-861; 592-848; 592-847; 592-831; 593-829- 
602-866; 621-886; 634-914; 651-718; 664-840; 669-963; 670-988; 688-1184- 
700-1172; 720-1204; 755-1260; 800-1340; 802-1342; 843-1052; 858-1103; 878- 
1158; 895-1322; 908-1205; 939-1194; 946-1378; 972-1385; 970-1386; 985-1403; 
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988-1279; 1022-1247; 1038-1330; 1054-1321; 1093-1330; 1100-1368; 1111-1542; 
1125-1326- 1134-1330; 1141-1378; 1160-1385; 1181-1464; 1182-1378; 1188- 
1339- 1197-1553; 1248-1535; 1252-1468; 1318-1553; 1379-1556; 1382-1551; 
1463ll952; 1463-1737; 1524-1737; 1552-1837; 1586-1737; 1762-1977; 1779- 
2116- 1838-2029; 1838-2110; 1880-2146; 1881-2321; 1885-2397; 1888-2062; 
188812031- 2005-2439; 2005-2245; 2014-2281; 2033-2368; 2076-2505; 2122- 
2392- 2154-2505; 2173-2434; 2283-2434; 2292-2434; 2323-2434; 2417-2512 
10/LG:345320.16:2001MAR30 || 1-211; 63-371; 82-237; 228-459; 315-906; 322- 
583; 322-527; 344-481; 361-607; 363-639; 385-778; 385-545; 390-637; 434- 
989; 472-687; 489-989; 496-1159; 499-715; 512-692; 522-760; 566-907; 585- 
947- 608-945; 619-947; 630-888; 647-918; 691-1149; 691-930; 692-845; 712- 
1021- 714-1020; 718-969; 744-1038; 760-903; 799-1060; 805-1061; 823-1083; 
858-1103- 859-938; 869-1127; 877-1152; 886-1144; 936-1164; 1011-1419; 1019- 
1424; 1022-1334; 1045-1318; 1061-1364; 1061-1265; 1064-1368; 1082-1591; 
110 3 ll414; 1106-1360; 1106-1348; 1106-1380; 1107-1354; 1107-1341; 1128- 
1369; 1146-1413; 1159-1451; 1160-1368; 1173-1634; 1176-1260; 11"-1433; 
1179ll640- 1180-1628; 1181-1324; 1188-1632; 1196-1636; 1204-1627; 1202- 
1578-1221-1467; 1239-1588; 1237-1366; 1238-1625; 1244-1626; 1244-1581; 
1256ll369; 1259-1630; 1302-1589; 1325-1628; 1342-1636; 1344-1628; 1344- 
1560-1373-1616; 1389-1625; 1407-1636; 1422-1626; 1461-1628; 1470-1626; 
1489ll636; 1497-1711; 1498-1993; 1607-1813; 1628-1738; 1647-1870; 1647- 
1885- 1707-1864; 1736-2027; 1735-2011; 1809-2217; 1844-2294; 1903-2273; 
1912-2238- 1912-2276; 1912-2167; 1923-2276; 1930-2161; 1950-2276; 1953- 
2291; 1956-2273; 1966-2190; 2018-2273; 2023-2249; 2030-2287; 2033-2287; 

ll/LG^SO^^lO^OOlMARSO || 1-666; 193-598; 245-442; 259-513; 261-509 
262-508; 264-477; 265-559; 275-690; 272-427; 273-822; 275-475; 263-374 
275-797- 276-841; 275-441; 278-790; 267-340; 267-373; 280-439; 280-611 
280-466; 279-501; 280-705; 267-347; 302-399; 302-354; 280-805; 267-359 
280-418; 280-421; 280-523; 267-351; 280-457; 280-427; 283-498; 282-480 
288-888; 288-570; 289-498; 290-566; 293-538; 293-758; 294-570; 303-497 
303-546- 304-839; 311-629; 323-839; 342-594; 351-607; 357-622; 359-834 
371-842- 372-835; 375-834; 381-846; 381-840; 381-831; 384-671; 384-570 
385-826;- 392-630; 393-502; 395-617; 401-875; 402-841; 405-839; 407-791 
410-834; 412-627; 417-834; 418-834; 420-839; 426-834; 429-839; 433-779 
435-834- 436-835; 441-730; 441-678; 443-831; 445-796; 445-686; 445-702 
445-648; 445-862; 453-840; 463-798; 475-841; 475-847; 477-830; 482-726 
488-750; 489-845; 496-767; 496-733; 498-754; 502-728; 502-756; 517-622 
517-734; 518-836; 520-773; 522-834; 529-831; 564-769; 573-829; 591-839 
596-699; 596-822; 596-761; 614-802; 614-855; 614-868; 614-728; 615-833 
649-839; 652-885; 654-1010; 655-834; 663-1005; 671-971; 676-829; 682-835; 
701-831; 704-980; 729-839; 739-833; 741-834; 741-797; 744-968; 748-943; 
773-971; 776-836; 779-831; 781-856; 787-1007; 815-1057; 821-949; 838-1007; 
841-996; 845-1007; 845-970; 849-955; 856-979; 914-1010 

12/LG:399901.5:2001MAR30 |1 1-243; 25-569; 25-235; 33-573; 41-495; 83-398; 
106-358; 110-477; 124-619; 124-340; 168-667; 179-291; 203-383; 235-613; 
234-511; 235-793; 235-441; 253-497; 258-815; 259-505; 300-452; 361-574; 
376-623; 382-671; 393-652; 425-641; 427-806; 479-872; 479-1041; 484-755; 
491-1089; 490-962; 503-763; 530-764; 546-763; 548-762; 582-666; 589-1090; 
595-836; 645-1125; 645-1025; 664-1088; 676-1128; 680-1080; 686-941; 708- 
1127- 724-1125- 732-1120; 732-927; 736-1129; 739-1125; 744-1029; 747-1120; 
767-1125; 770-1129; 776-1129; 784-1106; 794-1108; 792-1125; 797-1125; 798- 
1125- 804-1120- 80^-1039; 804-1129; 818-1088; 821-1125; 827-1125; 833-922; 
834-960; 847-1120; 864-1118; 874-1118; 894-1129; 987-1121; 987-1129 
13/LG:404563.1:2001MAR30 || 1-528; 10-307; 336-729; 625-1133; 915-1290; 
1000-1259; 1004-1257; 1161-1524; 1235-1570; 1269-1709; 1278-1602; 1310- 
1680; 1324-1850; 1337-1935; 1348-1643; 1372-1709; 1426-1711; 1433-1680; 
1732-1864; 1732-1993; 1735-1998; 1735-1960; 1735-1977; 1735-1968; 1735- 
1971- 1735-2001; 1735-2003; 1766-1957; 1774-2087; 1774-2026; 1815-2242; 
1845-2405; 1933-2432; 1947-2181; 1972-2203; 1972-2123; 1972-2202; 1973- 
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2074; 1979-2175; 1979-2487; 1999-2392; 2065-2272; 2132-2356; 2151-2503- 
2148-2534; 2152-2534; 2162-2392; 2169-2642; 2173-2537; 2237-2794- 2274^ 
2864; 2302-2578; 2311-2578; 2313-2799; 2316-2609; 2319-2524- 2378-2692- 
2383-2866; 2412-2638; 2414-2463; 2442-2534; 2506-2964; 250412631- 2518- 
3050; 2523-2972; 2528-2969; 2585-2827; 2702-2966; 2714-3270- 2889-3313- 
2908-3307; 2909-3309; 2968-3270; 2991-3309; 2991-3244; 299ll 3 260- 2991- 
3208; 3045-3309; 3193-3309 

14/LG: 977812. 15 :2001MAR3O || 1-263; 144-238; 145-641; 153-443- 162-324- 
lll'HV 171 - 460 ' 171-438; 181-324; 220-508; 250-539; 355-566,- 362-827,' 
,11 JtV 375 " 637; 375-554; 427-869; 432-656; 432-678; 432-872; 433-828; 
453-866; 471-825; 481-865; 481-699; 482-826; 524-793; 531-863; 539-843- 
554-866; 573-857; 575-867; 664-927; 725-940 ;. 806-1390; 888-1410; 898-1417- 
956-1428; 983-1446; 985-1234; 989-1424; 1037-1234; 1051-1368; 1066-1348- ' 
1066-1441; 1066-1399 

15/LG: 983810. 1:2001MAR30 || 1-337; 1-340; 1-468; 75-651; 80-282; 175-669- 
175-445; 261-887; 270-712; 361-722; 404-684; 407-727; 529-800; 582-756- ' 
605-686; 638-1215; 681-1220; 701-1243; 704-804; 766-1215; 795-1251- 796- 
1126; 860-1283; 874-1081; 965-1319; 978-1316; 982-1316; 984-1316; 991-1243- 
1002-1278; 1002-1256; 1002-1322; 1037-1558; 1370-1473; 1387-1925- 1467- 
1936; 1478-1974; 1487-1797; 1490-1693; 1499-1923; 1502-1845; 1505-1965- 
1522-1660; 1560-1796; 1562-1815; 1562-1814; 1564-1966; 1565-1968; 1566- 
1968; 1719-1946; 1732-2287; 1753-1966; 1758-2140; 1758-2052; 1760-2037- 
1762-2067; 1770-2049; 1775-2184; 1966-2196; 1966-2317; 1966-2254; 1966- 
2216; 1966-2272; 2124-2306; 2124-2266; 2124-2308; 2175-2319; 2180-2314 
16/LG:984488.1:2001MAR30 || 1-467; 1-491; 14-234; 20-150; 20-224; 21-381- 
20-148; 20-70; 21-155; 32-498; 34-510; 42-335; 46-228; 52-465; 57-503- 57- 
448; 130-443; 147-509; 147-508; 181-656; 194-506; 217-511- 255-498 
17/LG:011606.1:2O01MAR30 || 1-65; 16-394; 16-76; 16-137; 16-281; 155-428- 
270-495; 371-773; 371-636; 518-773; 542-701; 629-773; 667-1187;' 
1048-1441; 1048-1182; 1068-1127; 1068-1196; 1079-1202; 1105-1187; 1110- 
1202; 1127-1187; 1127-1182 

18/LG:025465.5:2001MAR30 || 1-255; 13-572; 20-272; 21-277; 23-268; 25-271- 
25-153; 37-271; 42-226; 61-509; 61-276; 66-536; 277-876; 496-985; 496-745- 
496-729; 514-867; 642-1073; 667-1123; 777-1215; 780-1066; 781-918 - ~793- ' 
1090; 791-1171; 857-1091; 912-1431; 919-1124; 918-1479; 1017-1485; 1031- 
1482; 1049-1300; 1071-1490; 1120-1479; 1145-1612; 1258-1567- 1313ll553- 
1384-1752; 1397-1714; 1464-1646; 1464-1655; 1474-1938; 1475-1658- 1520- 
1935; 1522-2035; 1682-1971; 1741-1986; 1812-1883; 1820-1945- 1836-1922 
19/LG: 025724. 10 :2001MAR30 || 1-583; 5-527; 385-849; 439-596; 441-894- 507- 
971; 507-712; 507-709; 515-956; 517-955; 535-748; 549-824; 574-1080 -' 619- 
J??4 6 oc; 877 ^ 626 " 903 '" 678 - 1250 <- 707-872; 754-981; 777-1133; 801-903; 827- 
1111; 857-1212; 868-1157; 901-1408; 908-1298; 916-1184; 921-1069- 921-1021- 
ff!; 1 ??^ 9 1 5 ?- 1274; 950-1199; 972-1275; 1021-1228; 10 2 i-12437 1131-1562° ' 
1147-1600; 1171-1297; 1268-1463; 1275-1601; 1275-1517; 1279-1504- 1281- 
1470; 1282-1558; 1293-1542; 1314-1603; 1406-1601; 1437-1601- 1485-1987 
1485-1601; 1487-1601; 1545-1601; 1905-2170; 1907-2041; 1907-2226; 1907- 
2180; 1907-1995; 1907-1968; 1907-1964; 1907-2045; 1917-2192- 1917-2175' 
1923-2155; 1927-2189; 1936-2199; 1940-2158; 1949-2041; 2088-2290; 2088- 
o?I!'\^^°"o 345; 2114 - 2319 '- 2114-2282; 2125-2359; 2130-2479; 2140-2480; 

2146-2313: ?1SQ_0OQa. Tl CO H1C. *>-./rr> 0,1-,-, ' 

■■ - < -■- , iiu^-iuj; ZXOJ —4./. tSZ ; 2Xl»y-i!367 • 9 9 fil . 

2720; 2264-2484; 2287-2532; 2290-2531; 2310-2588; 2312-2558; 2313-2587 
IIY^IXV* llll'^tl 2324 -2880; 2336-2803; 2336-2458; 2341-2851; 2341- 
ltlV\lH I 3; 2351 - 2605 -- 2355-2632; 2366-2673; 2380-2793; 2378-2606; 
lilt %VL\ 2397-2645; 2400-2630; 2404-2884; 2409-2558; 2413-2699; 2446- 
ll.V^Hl 1- " 34; 2491-2803; 2502-2558; 2552-2694; 2598-2876; 2607-3078; 
2610-2856; 2614-2831; 2659-2917; 2741-3192; 2743-3189; 2743-2959- 2756- 
3026; 2802-3244; 2826-3246; 2827-3233; 2828-3302; 2829-3402; 2849-3245- 
lllo~ 3 ?lV* mi~ 3 lHi 2898 " 3158 '- 2903-3160; 2904-3295; 2915-3244; 291 5 1 
39; 2966-3247; 2969-3331; 2980-3245; 2993-3226; 2994-3386; 
3024-3244; 3027-3385; 3028-3277; 3044-3244; 3046-3244; .3054-3244; 3065- 
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3242; 3065-3236; 3072-3244; 3083-3307; 3088-3377; 3085-3380; 3092-3444; 
3118-3357; 3158-3280; 3153-3455; 3186-3380; 3196-3308; 3204-3416; 3204- 
3402; 3205-3432 

20/LG: 1095426. 1:2001MAR30 || 1-590; 326-790; 335-418; 394-632; 394-900; 
445-724; 500-906; 527-737; 542-1132; 542-701; 548-1153; 1024-1206; 1107- 
1723; 1129-1722; 1137-1370; 1168-1426; 1182-1387; 1182-1395; 1196-1247; 
1236-1528; 1236-1405; 1290-1562; 1302-18.20; 1360-1526; 1395-1739; 1395- 
1738; 1435-1625; 1437-2019; 1481-1961; 1561-2040; 1561-1814; 1577-1759; 
1634-1897; 1640-2221; 1648-2004; 1656-2258; 1704-1952; 1719-2054; 1766- 
2017; 1822-2219; 1941-2531; 1947-2532; 2154-2399; 2173-2548; 2180-2566; 
2181-2585; 2215-2585; 2215-2589; 2251-2589; 2273-2593; 2277-2584; 2299- 
2497; 2314-2559; 2324-2650; 2326-2642; 2435-2491; 2472-2589; 2495-2549; 
2495-2585; 2497-2585; 2510-2567 

21/LG:1132418.1:2001MAR30 |j 184-784; 323-724; 1-378 
22/LG:1377900.14:2001MAR30 j| 1-597; 15-466; 14-536; 15-418; 
386; 20-573; 21-433; 24-280; 24-301; 33-455; 29-308; 33-345; 
262; 66-654; 109-367; 128-398; 183-687; 186-386; 186-395; 190-432; 193-531; 
206-456; 222-425; 224-364; 226-690; 230-464; 246-493; 300-621; 368-690; 
390-619 

23/LG:1383812.1:200lMAR30 || 1-335; 70-565; 443-1011; 500-1062; 500-998; 
500-1228; 653-1102; 762-1343; 822-1252; 822-1076; 926-1467; 926-1319; 929- 
1140; 1083-1629; 1241-1700; 1526-2116; 1538-2105; 1612-1873; 1717-2119; 
1728-2194; 1812-2199; 1849-2197; 1879-2196; 1905-2185; 1953-2188; 1953- 
2184; 1955-2063; 1999-2190; 2093-2184 
24/LG:1468687 .1:2001MAR30 || 1-457 

25/LG:1505513.1:200lMAR30 || 1-415; 1-382; 1-394; 63-213; 180-628; 205-700; 
474-675; 534-1032 

26/LG:178823.9:2001MAR30 || 1-427; 4-258; 15-612; 23-149; 19-186; 25-682; 
25-275; 24-679; 27-238; 34-345; 39-228; 45-267; 47-197; 62-570; 52-295; 52- 
184; 53-612; 53-311; 53-285; 54-340; 56-326; 57-330; 58-506; 58-328; 59- 



15-121; 16- 
38-277; 56- 



57-168; 
71-308; 



62-624; 
71-217; 



79-283; 79-339; 
81-335; 82-329; 



87- 407; 

88- 382; 
90-287; 



85-517; 
88-286; 
91-366; 



93-227; 92-370; 
98-375; 98-339; 



64-314; 

74- 324; 
79-334; 
82-332; 

87- 301; 

88- 361; 
90-428; 

75- 304; 
99-370; 



63-542; 
77-556; 



65-289; 66-339; 
78-370; 79-325; 



66-208; 
79-3 00; 



79-277; 80-356; 81-218; 78-497; 
82-399; 88-376; 84-308; 85-336; 



87-329; 
87-328; 
91-331; 
75-311; 



87- 234; 87-316; 87-270; 

88- 310; 87-363; 89-377; 
91-372; 



94-674; 
75-280; 95-290; 



92-571; 
96-328; 



67-362; 
79-317; 
81-195; 
85-288; 
87-336; 
89-355; 
92-585; 
94-531; 



70- 
79- 
81- 
85- 
87- 
88- 
92- 
96- 



100-341; 102-342; 102-352; 102-309; 103-346; 



344; 
330; 
400; 
378; 
329; 
339; 
473; 
350; 
341; 

103-362; 
113-396; 
125-493; 
135-360; 
137-455; 
176-457; 
234-687; 
234-683; 
281-688; 
298-641; 
316-417; 
335-637; 
378-688; 
395-681; 
478-645; 
547-678; 
624-892; 
1187; 1023-1188 

27/LG:198342.3:2001MAR30 || 1-579; 37-610; 69-269; 94-462; 116-317; 116- 
444; 122-255; 124-652; 158-401; 172-403; 173-404; 235-467; 279-523; 334- 
912; 338-643; 340-720; 340-556; 370-633; 383-654; 387-608; 406-1007; 417- 



87-343; 


87-326; 87-261; 106 


-211; 52 


-178; 112 


-611; 


93- 


-343; 


111- 


114 


-376; 


114- 


373; 


115 


-399; 


114 


-399; 


117 


-438; 


119- 


688; 


103- 


372; 


128 


-625; 


130- 


682; 


131 


-389; 


132 


-391; 


13 6 


-469; 


135- 


249; 


135- 


382; 


117 


-627; 


139- 


411; 


141 


-372; 


142 


-467; 


156 


-376; 


154- 


427; 


136- 


681; 


158 


-395; 


164- 


682; 


164 


-323; 


168 


-681; 


167 


-333; 


170-430; 


171- 


681; 


181 


-445; 


172- 


582; 


172 


-561; 


196 


-401; 


221 


-466; 


223- 


682; 


225- 


681; 


234 


-694; 


236- 


635; 


240 


-537; 


244 


-465; 


248 


-681; 


252- 


681; 


248- 


559; 


236 


-492; 


241- 


685; 


245 


-683; 


264 


-535; 


250 


-684; 


267- 


531; 


276- 


682; 


282 


-609; 


284- 


688; 


272 


-681; 


273 


-680; 


274 


-519; 


278- 


554; 


279- 


681; 


298 


-545; 


284- 


681; 


313 


-583; 


309 


-653; 


311 


-681; 


310- 


549; 


310- 


597; 


331 


-681; 


335- 


681; 


322 


-681; 


337 


-681; 


350 


-584; 


337- 


686; 


335- 


619; 


355 


-687, 


355- 


634; 


337 


-583; 


355 


-681; 


351 


-681; 


373- 


681, 


355- 


586; 


366 


-581, 


394- 


667; 


375 


-681; 


403 


-534; 


405 


-686; 


379- 


-556, 


• 389- 


•682; 


460 


-681, 


461- 


688; 


469 


-681; 


468 


-679; 


468 


-681; 


.451- 


•681 


• 472- 


•681; 


484 


-678, 


504- 


684; 


508 


-683; 


512 


-681; 


542 


-681; 


528- 


-682, 


■ 528- 


•684; 


548 


-679, 


• 581- 


682; 


599 


-685; 


581 


-644; 


602 


-688; 


613- 


-681 


• 599- 


•682; 


637 


-1038; 645 


-784 


; 648-1099; 938-1190; 


941-1191; 


973- 


-1195; 


973 
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587; 483-735; 488-756; 492-1042; 500-579; 508-769; 527-1017; 531-790- 574- 
1097; 574-814; 656-933; 656-849; 668-1117; 688-1125; 689-1326; 690-1125- 
691-1115; 699-1126; 699-923; 705-1122; 705-1125; 710-1125; 720-1128- 731- 
978; 734-1122; 735-1266; 743-1090; 748-1122; 753-1129; 771-1126; 771-1063- 
784-1405; 788-1033; 792-1129; 799-1127 ; '828-1126 ; 848-1086; 873-1135; 877^ 
1126; 977-1645; 979-1669; 1040-1547; 1043-1263; 1053-1304; 1168-1775; 1186- 
1483; 1212-1767; 1286-1776; 1306-1814; 1387-1932; 1433-1536; 1470-1707; 
1478-2032; 1494-1768; 1533-2092; 1563-2075; 1611-2236; 1638-1964; 1638- 
1882; 1647-1733; 1649-1890; 1649-1906; 1670-1931; 1678-2139; 1683-1948; 
1703-1972; 1711-2254; 1718-2260; 1722-1884; 1726-1981; 1728-1967; 1752- 
2294; 1836-2046; 1910-2169; 1919-2175; 1932-2172; 1934-2169; 1995-2226; 
2013-2288; 2083-2423; 2082-2688; 2085-2416; 2095-2439; 2106-2351; 2106- 
2587; 2106-2363; 2130-2543; 2131-2375; 2133-2469; 2145-2474; 2145-2369; 
2155-2510; 2211-2829; 2243-2788; 2282-2600; 2393-2847; 2393-2635; 2407- 
2707; 2428-3052; 2430-3057; 2463-2935; 2468-2750; 2481-2720; 2489-2678; 
2489-2677; 2497-2634; 2527-3058; 2540-3152; 2549-2887; 2566-2796; 2569- 
2864; 2579-2652; 2590-2852; 2594-2879; 2596-3180; 2596-2863; 2652-2822- 
2681-3023; 2685-2944; 2694-3265; 2698-2957; 2711-2973; 2713-2942- 2723- 
2944; 2731-2932; 2734-2947; 2744-2994; 2750-2978; 2767-3390; 2773-3029- 
2779-3052; 2795-3352; 2795-2955; 2803-3368; 2811-3020; 2808-2958; 2810- 
3151; 2816-3054; 2820-3005; 2828-3092; 2859-3104; 2874-3478; 2945-3506- 
2979-3592; 2985-3276; 3000-3523; 3006-3058; 3006-3227; 3020-3253; 3060- 
3272; 3060-3299; 3070-3330; 3083-3609; 3107-3609; 3109-3574; 3136-3421; 
3134-3369; 3138-3317; 3155-3710; 3160-3414; 3159-3559; 3166-3597; 3179- 
3482; 3178-3458; 3178-3609; 3187-3419; 3187-3364; 3191-3730; 3196-3578; 
3231-3505; 3235-3835; 3239-3803; 3246-3502; 3247-3804; 3252-3486; 3261- 
3532; 3261-3734; 3265-3722; 3268-3483; 3286-3812; 3289-3548; 3290-3523; 
3292-3484; 3295-3514; 3300-3862; 3324-3584; 3328-3587; 3332-3603; 3332- 
3514; 3338-3505; 3357-3609.; 3362-3600; 3389-3940; 3397-3609; 3405-3609- 
3416-3622; 3422-3609; 3429-3997; 3433-3751; 3438-3727; 3444-3968; 3446- 
3993; 3452-3815; 3450-3609; 3450-3555; 3456-3627; 3479-3996; 3457-3609; 
3463-3514; 3461-3851; 3467-3750; 3467-3812; 3481-3755; 3484-3995; 3487- 
3767; 3501-3744; 3510-3609; 3497-3945; 3502-3779; 3502-3566; 3518-3753- 
3513-4001; 3529-3945; 3525-3945; 3537-3945; 3521-3789; 3542-3945; 3549- 
3945; 3540-3965; 3553-4001; 3543-3945; 3551-3986; 3560-3986; 3611-4003- 
3624-3945; 3630-3997; 3644-3945; 3649-3945; 3650-3945; 3650-4007; 3650- 
3959; 3651-3995; 3655-3945; 3658-3866; 3658-3749; 3648-4009; 3650-4005- 
3667-3993; 3666-3911; 3661-3945; 3679-4005; 3665-4005; 3680-3945; 3706- 
3986; 3706-3945; 3710-3945; 3727-3979; 3798-4102; 3762-4193; 3756-3972; 
3756-3995; 3794-3946; 3796-3995; 3802-4261; 3816-3945; 3819-3995; 3929- 
4190; 3984-4322; 3967-4254; 3997-4426; 3997-4499; 3997-4246; 3997-4498- 
3997-4485; 3998-4390; 3998-4187; 3997-4385; 4006-4435; 4005-4590; 4008- 
4553; 4015-4471; 4018-4484; 4024-4483; 4024-4304; 4023-4394; 4024-4424; 
4024-4461; 4024-4453; 4024-4396; 4024-4383; 4024-4412; 4029-4460; 4029- 
4487; 4028-4498; 4038-4420; 4039-4245; 4039-4511; 4041-4229; 4042-4499- 
4042-4255; 4046-4389; 4051-4612; 4054-4228; 4055-4499; 4060-4380; 4063- 
4331; 4063-4283; 4063-4190; 4064-4356; 4065-4345; 4068-4631; 4067-4264- 
4071-4190; 4070-4344; 4071-4224; 4083-4322; 4085-4267; 4103-4711; 4140- 
4406; 4145-4728; 4174-4572; 4191-4762; 4212-4443; 4213-4460; 4218-4763; 
4218-4782; 4220-4463; 4248-4501; 4254-4538; 4264-4483; 4283-4749; 4276- 
4611; 4284-4510; 4291-4766; 4294-4546; 4303-4543; 4304-4730; 4313-4609; 
4313-4753; 4323-4664; 4326-4487; 4336-4763; 4344-4595; 4347-4770; 4358- 
4593; 4368-4771; 4375-4771; 4375-4772; 4380-4762; 4381-4662; 4381-4763; 
4388-4616; 4420-4762; 4437-4692; 4437-4680; 4439-4669; 4441-4695; 4447- 
4708; 4451-4696; 4467-4640; 4482-4771; 4488-4751; 4488-4761; 4487-4763; 
4499-4761; 4505-4793; 4507-4660; 4507-4704; 4516-4711; 4520-4676; 4522- 
4756; 4527-4763; 4534-4766; 4535-4771; 4547-4762; 4548-4780; 4548-4731; 
4549-4768; 4551-4763; 4551-4766; 4555-4710; 4555-4748; 4563-4771; 4582- 
4730; 4601-4763; 4605-4773; 4605-4762; 4612-4756; 4613-4763; 4661-4761; 
864-1125; 871-1129; 3770-3945 
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28/LG-210672 1-.2001MAR30 l| 1-266; 16-487; 16-305; 16-309; 16-228; 16-212; 
27-214 123-645; 125-395; 154-788; 154-320; 191-359; 338-877; 391-919; 464- 
893; 566 -1102; 588-836; 606-855; 1047-1194; 1145-1650; 1145-1253; 1462- 

2^4:2 4 12 9 823! 5 8!2001MAR30 | | 2067-2506; 2213-2506; 1869-2477; 2220-2452; 
1688-2121; 1666-1960; 1875-1945; 220-1804; 1236-1755; 1182-1728, 914 1544. 

S?^oJiS1"io^^|'£«6, 8-656; 582-816; 582-941; 653-916; 656- 
854 688-1032 808-1057; 808-1059; 897-1498; 958-1213; 960-1368; 975-1547; 
?054-1569 i057-J602; lio5-1248, 1105-1515; 1127-1539; H«-1565, 1169- 
^"Jm-WTO; 1217-1675; 1256-1530; 1279-1711; 1281-171 ' 12 «7; 
•i-^nn 1310-1679- 1344-1718; 1380-1643; 1382-1583, 1339 is/J, 

llll llsB-llll; ?399-1669; 1406-1676; 1498-1712; 1540-1660; 1575-1707; 
,eQ7'm?7. 1628-1833; 1640-2091; 1748-1961; 1890-2213 

\\V^ 238262 1 2001M^R30 || l-ei7; 292-773; 318-678; 337-1081; 470-726; 

49 -?064 498-683; SS-720 501-812; 501-788; 507-897; 508-579, 510-800; 

5lS-780 515-748; 525-755; 525-792; 530-890; 530-856; 530-702; 530-670; 

l\l III'- 530-668- 530-659 530-658; 530-637; 530-605; 530-589; 530-636; 

KSilfi 530-686- 530-648 530-646 531-690; 531-669; 542-800; 547-708; 

I 30 J n V lln 751 111 720 547-766- 556-711; 561-1052; 560-735; 559-782; 

lll'toil 570-836- 574-^039; 590-li43; 595-735; 598-1180; 599-1021; 601- 
I : 10 6 7 0 1846 lll-SlU 624-815; 620-913; 630 1159; 642-1125; 643-907; 657 

863; 679-1143; 689-914; 689-944; 693-961; 694-1155; "J" 1 "^. "J" 8 !^ 710 . 

1144- 71?-957- 715-1135; 727-961; 735-1184; 744-962; 745-1185; 753-1001, 

77? 1023 77511182- 78llll80; 781-1139; 781-1050; 784-1184; 795-1182; 795- 

II38 ?95-Io37 I06-II8O; 826-1197; 826-1182; 826-1180; 834-1185; 839-1135; 

HI n 848-l046 874-illl; 880-1180; 882-1173; 885-1108; 899-1137; 902- 

Al'l 9^5-1^7 919^112. 929-1185; 938-1180; 944-1187; 945-1184; 954-1112; 

Si-ii?" 969-il78; 1003lll82; 1024-1182; 1029-1184; 1047-1111; 1048-1180; 

10^8 1179- 1048-1141; 1050-1183; 1108-1183; 1126-1182; 1136-1215 

3 %G:239410°2 8 l:200^0 || 1-587; 29-569^33-310, 48-589; 187-433; 210- 
«1. ,qq qfiB . 500-792- 517-758; 524-1099; 532-984; 554-1091; 654-918; 692- 
927- Ill-Ill'- 161-lolk; 774-1043; 777-1066; 790-1057; 803-1326; 803-1010; 
819ll049- 855-1402; 858-1441; 877-1116; 879-1103; 882-1090; 882-1425; 905- 
!504; 944-1118; 953-1240; 959-1208; 988-1466; ^-1238, 1001-1205; 1003- 
1561 1024-1233; 1041-1127; 1043-1241; 1049-1310; 1054-1636; 1071-1337; 
107711534* lO80ll290; 1083-1599; 1083-1691; 1085-1299; UOJ-1241, 1103- 
Teii 1196 1601- 1138-1623; 1145-1437; 1147-1726; 1157-1721; 1168-1474; 
1192ll369f lloi-llil; SSllXi, 1216-1719; 1224-1385; 1223-1455; 1228- 
1619-1240-1634; 1240-1501; 1240-1736; 1246-1492; 1250-1457; 1263-1483; 
^7G'l537 1286ll381; 1306-1492; 1327-1539; 1331-1611; 1363-1633; 1382- 
llll 1407-1622; 1425-1692; 1459-1952; 1565-1805; 15 67-1942; 1567-1805; 
1678 1908 1684-1807; 1773-2020; 1773-2030; 1818-2025; 1882-2025; 1889- 
2- ; 2334-2602; 2334-2532; 2334-2780; 2348-2475; 2348-2478; 
234812510; 235 7 l2580; 2434-2590; 2434-2650; 2434-2884; 2442-2643; 2522- 
2818-2566-2805; 2633-2890; 2639-2816; 2705-2884; 2724-2884; 2727-2884; 
273212884; 277ll2884; 2804-2870; 2811-2884; 2812-2884; 2816-2884; 2823- 

3?/LG:2l5854 8 7t 2 001M A R30 || 1-571; 13-465; 7-429; 8-255; 18-215; 15-3037, 
17-323- 31-650; 32-624; 321393; 32-608; 32-538; 32-435; 32-596; 32-258; 33- 
219 53-316; 62-219; 55-335; 57-167; 59-628; 62-305; 62-654; 62-628; 62- 
lli; 62-323 62-538; 62-586; 62-294; 105-696; 111-741; «*-750; 131-7J5, 
133l 6 66- 137-381; 168-397; 169-395; 170-423; 171-734; 189-389; 215-465; 
223-5"'; 231-802 247-809 266-925; 271-508; 272-517; 309-579; 314-861; 
331-781 348-849; 363-685; 299-778; 376-960; 309-552; 423-799; 446-668; 
444-683 465-1071; 464-1097; 482-967; 507-1048; 527-1098, 531-1183; 532- 

c 37 _1052- 547-818- 547-871; 547-802; 550-1194; 556-1095; 563-800; 576- 
924; 5 9-881;'617-895!'617-998;'627-1053; 639-1270; 643-793; 660-906; 674- 
813 679-973- 684-1293; 696-1277; 695-1152; 736-1238; 775-1021; 819-1068, 
840ll396; 842-l!llt 865-1135; 867-1187; 869-1187; 874-1114; 877-1022; 884- 
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1444; 897-1156; 912-1300; 911-1447; 909-1366; 928-1066; 931-1183; 935-1229- 
935-1208; 956-1239; 979-1439; 999-1270; 1007-1233; 1026-1488; 1028-1269- 
1029-1266; 1036-1512; 1068-1243; 1068-1479; 1082-1484; 1095-1478; 1095-' 
1480; 1096-1281; 1099-1326; 1108-1389; 1113-1366; 1151-1357; 1160-1574- 
1176-1429; 1207-1488; 1212-1731; 1223-1484; 1227-1516; 1228-1451; 1227- 
1480; 1235-1409; 1248-1864; 1253-1426; 1271-1455; 1277-1388; 1287-1493- 
1289-1714; 1291-1513; 1296-1572; 1308-1478; 1310-1543; 1311-1825; 1313^ 
1564; 1317-1825; 1317-1769; 1319-1580; 1340-1615; 1342-1545; 1349-1575- 
1361-1591; 1371-1623; 1383-1936; 1388-1713; 1403-1655; 1408-1583; 1408- 
2155; 1426-2023; 1429-1765; 1433-1753; 1434-1575; 1439-1839; 1440-1709- 
1446-1682; 1458-1720; 1459-1745; 1484-1743; 1494-1806; 1501-1747; 1506- 
2096; 1522-1797; 1526-1997; 1535-1864; 1558-2133; 1563-1804; 1566-1779- 
1579-1880; 1585-1845; 1589-2186; 1589-2126; 1600-2193; 1601-2039; 1608- 
1821; 1610-1799; 1617-1932; 1617-2121; 1629-2186; 1631-1871; 1639-1926; 
1646-1838; 1653-1864; 1658-1917; 1668-1864; 1681-2145; 1696-2018; 1699- 
2009; 1703-1864; 1705-1974; 1705-1864; 1718-1853; 1728-1973; 1731-1843; 
1734-2053; 1739-1972; 1742-2004; 1746-1986; 1771-2032; 1775-2017; 1791- 
2073; 1804-2039; 1804-2108; 1808-2109; 1812-2088; 1874-2181; 1874-2159- 
1881-2070; 1881-2134; 1881-2431; 1881-2119; 1881-2133; 1886-2304; 1887^ 
2171; 1889-2142; 1893-2330; 1899-2334; 1899-2157; 1905-2164; 1924-2332- 
1933-2357; 1941-2138; 1947-2193; 1957-2227; 1959-2150 ;" 1959-2237 ; 1967- 
2206; 1967-2205; 1968-2225; 1979-2235; 1985-2586; 1987-2581; 1989-2209; 
1994-2250; 1996-2193; 2010-2513; 2015-2244; 2017-2252; 2018-2277; 2037- 
2303; 2054-2664; 2060-2426; 2061-2652; 2067-2482; 2079-2159; 2081-2346- 
2081-2331; 2104-2354; 2109-2312; 2123-2377; 2123-2414 ;' 2126-2390 ; 2137- 
2369; 2139-2238; 2146-2400; 2146-2409; 2149-2379; 2158-2725; 2168-2423- 
2166-2419; 2166-2395; 2180-2721; 2204-2436; 2204-2414; 2206-2464; 2206- 
2455; 2216-2484; 2216-2428; 2220-2475; 2220-2667; 2222-2361; 2223-2743; 
2229-2626; 2223-2678; 2225-2656; 2225-2666; 2226-2463; 2241-2501; 2241- 
2526; 2259-2558; 2259-2493; 2261-2524; 2260-2480; 2264-2708; 2266-2820- 
2270-2893; 2271-2829; 2280-2493; 2282-2584; 2286-2811; 2287-2549; 2295- 
2581; 2299-2544; 2304-2576; 2306-2881; 2308-2611; 2315-2613; 2317-2701- 
2320-2518; 2321-2563; 2331-2582; 2333-2607; 2335-2879; 2342-2920; 2342- 
2751; 2344-2610; 2344-2547; 2349-2924; 2350-2811; 2357-2612; 2357-2548; 
2359-2912; 2359-2623; 2359-2707; 2360-2929; 2362-2568; 2362-2579; 2364- 
2601; 2364-2543; 2366-2625; 2373-2638; 2376-2631; 2380-2626; 2383-2621- 
2383-2639; 2401-2959; 2413-2813; 2413-2667; 2413-2701; 2415-2663; 2420- 
3023; 2424-2.686; 2441-2619; 2442-2570; 2448-2680; 2451-2700; 2453-2694- 
2456-2700; 2458-2669; 2461-2664; 2463-2709; 2467-2719; 2471-3014- 2471- 
2696; 2473-3035; 2480-2739; 2495-2883; 2490-2728; 2491-2708; 2494-2746- 
2494-2700; 2503-2708; 2509-2899; 2507-2992; 2509-2850; 2510-2864; 2510- 
3000; 2510-2698; 2512-2713; 2519-2662; 2520-3037; 2527-2708; 2536-2708; 
2541-3032; 2541-2992; 2549-2807; 2557-2708; 2557-2849; 2558-2800; 2561- 
3040; 2566-2922; 2573-3044; 2575-3040; 2576-3036; 2577-2840; 2580-3037- 
2581-3032; 2582-3037; 2583-2837; 2583-2971; 2584-2853; 2584-3037; 2584- 
2834; 2587-3036; 2587-2833; 2587-2978; 2588-2847; 2589-3148; 2593-3036- 
2596-2881; 2596-2858; 2597-3036; 2602-3041; 2603-3037; 2603-3040; 2606-1 
3042; 2605-3041; 2609-3037; 2616-3040; 2615-3044; 2606-3043; 2617-2886- 
2619-3045; 2618-3037; 2620-3037; 2622-3043; 2622-3036; 2624-2902; 2627- 
30^7; 2627-3032; 2628-3037; 2631-3039; 2631-3037; 2632-3041; 2633-3037- 
2634-3043; 2634-3037; 2636-3039; 2636-3041; 2638-3040; 2638-3039; 2639^ 
3035; 2640-3037; 2643-3035; 2643-2878; 2647-3037; 2647-3035; 2649-2987- 
2649-3000; 2650-3035; 2653-3037; 2653-2864; 2654-3041; 2654-3040- 2655- 
3037; 2656-2901; 2661-3037; 2653-3043; 2714-2934; 2714-2943; 2716-2996; 
2724-2940; 2729-3037; 2739-3037; 2738-3039; 2744-3037; 2748-2896; 2748- 
2985; 2748-3037; 2748-2887; 2748-3040; 2748-2922; 2749-3039; 2749-3042; 
2750-2988; 2750-3001; 2750-3037; 2752-3019; 2753-3039; 2756-3039; 2763- 
3044; 2765-3037; 2767-3018; 2777-3027; 2783-3039; 2778-2857; 2789-3036; 
2794-3035; 2920-3037; 1-96; 1-94; 2938-3109; 2987-3582; 3356-3838; 3418- 
3909; 3417-4042; 3651-3912; 2359-2631; 2341-2614; 2555-2831; 2261-2537; 
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2270-2547- 2369-2648; 2348-2634; 2363-2497; 2401-2694; 2359-2674; 2378- 
2627; 2276-2522; 2466-2707; 2285-2519; 2384-2618; 2661-2875; 2661-2866; 
2450^2644; 1973-2115; 2413-2531; 2035-2152 
34/LG:294697.1:2001MAR30 || 1-387; 1-150; 2-278; 63-675 

35/LG- 345884. 1:2001MAR30 || 1-315; 7-392; 9-261; 59-265; 192-650; 214-576 
36/LG: 400095. 15 :2001MAR30 || 1-482; 2-494; 11-627; 10-544; 11-577; 11-515; 
15-626- 30-405; 35-529; 45-605; 47-557; 58-361; 59-329; 100-376; 107-604; 
138-685- 274-529; 284-680; 315-960; 325-723; 423-938; 496-723; 587-861; 
672-1251- 694-1262; 746-986; 805-954; 808-1410; 978-1326; 1141-1671; 1155- 
1396- 1172-1440; 1259-1725; 1316-1567; 1580-2008; 1623-2034; 1625-1880; 
1625ll878; 1684-2200; 1721-2148; 1779-2041; 1823-2453; 1823-2033; 1902- 
2082- 1904-2285; 1940-2379; 1941-2167; 2004-2574; 2074-2425; 2098-2700; 
212912561; 2177-2748; 2227-2751; 2287-2629; 2310-2693; 2362-2799; 2362- 
2638- 2378-2692; 2392-2628; 2458-2698; 2550-3123; 2668-3104; 2686-2931; 
2711-3151; 2734-3123; 2742-3188; 2789-3187; 2801-3188; 2811-2948; 2861- 
3127- 2866-3188; 2911-3172; 2921-3187; 2941-3187; 3025-3187; 3025-3153; 
3035-3187; 3041-3187; 3047-3187; 3047-3141; 3047-3134; 3055-3187; 3074- 

^/Ig-^IB^I^OOIMARSO II 1-567; 1-538; 1-684; 188-780; 427-860; 784-936; 
784-1075- 793-978; 798-1142; 832-995; 832-988; 845-1351; 915-1351; 953- 
1351; 1041-1177; 1285-1941; 1640-1975; 1647-1917; 1654-1929; 1654-1968; 
1654 — 18 93 

38/LG:403401.1:2001MAR30 || 717-1052; 592-1050; 630-1049; 729-1049; 848- 
1045- 598-1043; 596-1041; 577-1041; 593-1041; 679-1038; 606-1039; 622-1037; 
609-1037; 830-1037; 594-1036; 729-1035; 836-1027; 720-1021; 689-999; 729- 
998- 608-979; 431-944; 507-926; 442-932; 481-895; 390-868; 444-717; 433- 
709- 470-705; 390-704; 478-704; 367-704; 189-679; 187-648; 113-579; 380- 
573; 390-555; 390-499; 378-479; 90-262; 92-262; 1-187 

39/LG:411327.29:2001MAR30 H 1-450; 9-363; 11-630; 9-545; 11-614; 13-461; 
20-386; 48-355; 76-463; 78-630; 92-270; 101-356; 127-591; 164-585; 166-426; 
221-579- 239-383; 235-646; 282-630; 268-637; 268-582; 288-670; 300-576; 
327-599- 328-527; 335-439; 326-555; 343-576; 343-805; 369-603; 358-630; 
378-653- 393-665; 404-862; 417-631; 446-664; 448-716; 451-646; 451-664; 
453-962! 456-663; 458-959; 506-922; 520-961; 541-967; 551-925; 559-956; 
564-791- 599-961; 637-838; 687-952; 697-961; 699-961; 704-966; 711-963; 
712-925- 722-963; 722-968; 722-925; 725-965; 743-963; 748-963; 840-955; 
841-929; 846-964; 848-1113; 849-963; 859-959; 871-951; 880-966 
40/LG-417464.10-.2001MAR30 || 1-343; 6-330; 169-665; 160-729; 235-539; 244- 
613- 245-689; 353-768; 349-720; 462-681; 462-934; 711-957; 711-948; 727- 
1104; 750-1112; 810-1093; 823-1110; 840-1078; 868-1149; 903-1108; 903-1070; 
911-1175; 999-1255; 1039-1108 

41/LG: 481997. 1:2001MAR30 || 1-649; 341-703; 378-710; 378-739; 379-698; 445- 
855; 466-776; 541-973; 581-687; 592-929; 609-840; 609-839; 685-1141; 696- 
1149- 797-1145 

42/LG: 979304. 7 :2001MAR30 || 1-479; 51-244; 51-494; 55-708; 129-464; 232- 
638; 234-366; 316-574; 348-629; 353-467; 353-440; 358-991; 366-606; 4 55- 
725- 526-778; 538-1084; 568-876; 587-1099; 620-1162; 646-883; 652-976; 678- 
1157; 736-1197; 750-1157; 755-1245; 832-1281; 833-1161; 868-1200; 867-1207; 
867-1177; 878-1206; 886-1268; 903-1211; 934-1122; 976-1205; 1018-1200; 
11161226 

43/1X3:997964. 1:2001MAR30 || 1-544; 29-1292; 135-718; 200-439; 311-407; 457- 
962- 532-1044; 713-979; 950-1321; 1024-1253; 1041-1608; 1097-1718; 1186- 
1477; 1209-1546; 1308-1680; 1316-1746; 1338-1427; 1396-1740; 1472-2119; 
1545-1737; 1553-1740; 1567-1740; 1597-1723; 1597-1725; 1603-1718; 1640- 
1729; 1640-1725; 1643-1725; 1944-2406; 1979-2399; 1979-2049; 1979-2402; 
1987-2621; 1989-2409; 2001-2230; 2003-2273; 2003-2230; 2003-2182; 2006- 
2206; 2006-2220; 2012-2237; 2012-2081; 2013-2193; 2017-2112; 2018-2487; 
2033-2367; 2033-2157; 2033-2133; 2033-2179; 2033-2131; 2033-2147; 2049- 
2551; 2053-2530; 2067-2277; 2088-2261; 2191-2539; 2210-2439; 2214-2474; 
2215-2494; 2216-2435; 2220-2476; 2220-2482; 2222-2422; 2222-2503; 2234- 
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2357; 2234-2312; 2234-2309; 2234-2556; 2234-2412; 2234-2400; 2234-2438- 
2234-2397; 2234-2366; 2234-2291; 2234-2420; 2234-2338; 2240-2520; 224ll 
2661; 2246-2460; 2246-2490; 2259-2521; 2263-2454; 2269-2496; 2280-2524- 
2303-2684; 2303-2536; 2309-2570; 2319-2442; 2322-2574; 2372-2568; 2382- 
2610; 2390-2955; 2392-2641; 2393-2638; 2399-3013; 2406-2778; 2424-3023; 
2435-2616; 2434-2963; 2457-2758; 2446-3021; 2497-2984; 2499-2996; 2545- 
2835; 2547-2770; 2555-2767; 2578-3020; 2578-2985; 2587-3091; 2591-3023- 
2606-3067; 2607-3065; 2609-3066; 2611-3062; 2612-3069; 2622-3066; 2628- 
3063; 2628-3025; 2633-2721; 2633-2817; 2633-2932; 2633-2901; 2633-3063; 
2640-3064; 2645-3179; 2646-3203; 2645-2862; 2645-2795; 2646-3056; 2654- 
3069; 2667-3063; 2685-3061; 2687-2946; 2688-3063; 2691-2937; 2711-3063- 
2716-2951; 2721-3065; 2721-2994; 2734-2968; 2740-3069; 2742-3009; 2744- 
3064; 2747-3199; 2757-3056; 2761-3066; 2763-3057; 2764-3063; 2766-3063; 
2767-3064; 2776-3042; 2782-3064; 2789-3070; 2790-3063; 2793-3021; 2801- 
3066; 2803-3066; 2829-3063; 2834-3063; 2842-3067; 2844-3063; 2864-2981- 
2864-3063; 2865-3069; 2865-3070; 2872-3063; 2891-3063; 2920-3060; 2919^ 
3066; 2919-3187; 2920-3063; 2921-3167; 2923-3063; 2937-3057; 2970-3215- 
2984-3063; 3001-3249; 3028-3217; 3049-3137; 3065-3221; 3113-3224; 313713655 
44/LG: 998845. 1:2001MAR30 || 1-391; 1-291; 17-474; 251-759; 285-730- 311- 
585; 317-411; 586-845 

45/LG: 000014. 1:2001MAR30 || 1-595; 4-286; 23-593; 336-621; 537-1004; 538- 
595; 741-1091 

46/LG: 000290. 9 :2001MAR30 || 1-524; 28-512; 30-318; 60-515; 106-551; 264- 
670; 300-461; 300-453; 346-640; 442-964; 687-1331; 775-1211; 819-1024; 870- 
1488; 877-1155; 925-1361; 970-1473; 1027-1646; 1091-1662; 1281-1784; 1301- 
1772; 1318-1812; 1327-1757; 1387-1769; 1391-1853; 1415-1760; 1478-1846- 
1494-1848; 1544-1638 

47/LG: 001923. 1:2001MAR3 0 || 1-235; 14-568; 17-235; 310-436; 335-832; 339- 
831; 349-507; 365-643; 365-683; 365-484; 369-616; 457-871; 470-908; 485- 
753; 489-908; 492-913; 500-826; 510-909; 555-897; 561-820; 566-1071; 572- 
949; 581-824; 601-913; 615-1197; 629-912,- 677-908; 696-1101; 738-1197- 777- 
863; 920-1416; 923-1204; 947-1287; 1187-1379; 1314-1437; 1314-1745; 1423- 
1667; 1454-1623; 1632-1771 

48/LG: 008606. 21:2001MAR30 || 1670-2261; 1767-2004; 1555-2004; 1478-1994- 
1737-1995; 1746-1995; 1514-1995; 1567-1994; 1889-1972; 1852-1972; 1579-' 
1972; 1602-1967; 1501-1965; 1857-1965; 1800-1965; 1817-1965; 1879-1965- 
1710-1957; 1905-1959; 1696-1951; 1685-1934; 1424-1928; 1658-1925; 1666^ 
1925; 1589-1912; 1514-1891; 1641-1891; 1596-1854; 1613-1846; 1589-1844- 
1570-1832; 1670-1729; 1461-1717; 1361-1717; 1466-1708; 1444-1699- I333I 
1694; 1373-1670; 1412-1654; 1402-1652; 1403-1649; 1063-1614; 1451-1609; 
1470-1601; 1358-1597; 1347-1597; 1286-1571; 1306-1570; 1318-1556; 1302- 
1534; 1389-1519; 1073-1505; 1071-1488; 1026-1487; 1033-1477; 1033-1465; 
1168-1462; 1207-1462; 1152-1458; 1026-1457; 1022-1449; 1033-1435; 1034^ 
1421; 1062-1419; 1032-1418; 1235-1412; 1034-1412; 1072-1392; 1030-1384- 
1033-1373; 1065-1349; 1033-1344; 880-1334; 1042-1333; 1033-1301; 1225-1298- 
926-1286; 1029-1257; 1034-1256; 1065-1257; 824-1232; 929-1225; 960-1221; 
932-1220; 763-1216; 755-1215; 1026-1213; 935-1212; 657-1189; 742-1182- 710- 
1175; 774-1168; 804-1168; 1070-1168; 733-1166; 758-1163; 846-1161- 875- 
1161; 940-1161; 745-1161; 770-1161; 927-1161; 767-1159; 1033-1143; 695- 
--—'-> j-j-ju , -w-.-j.j.^.i. ; ou-ii^o; oo»-j.xz/; /Jb-1114; 883-1089 ; 836- 

1086; 802-1083; 540-1045; 955-1019; 639-1019; 737-1012; 748-1005; 456-974- 
746-951; 441-930; 347-916; 601-918; 840-910; 410-882; 617-880; 642-859; 
549-848; 625-846; 547-800; 473-768; 531-765; 524-734; 471-733; 439-712; 
175-709; 266-670; 439-665; 316-625; 435-605; 303-602; 271-591; 395-579- 
306-579; 379-579; 303-569; 318-555; 299-529; 1-526; 400-504; 303-495; 303- 
452; 1-418; 303-380; 303-381; 299-378; 63-173; 1-173; 75-173 
49/LG:009699.32:2001MAR30 || 200-544; 6-542; 426-542; 234-537; 187-542; 
226-543; 93-541; 133-541; 139-542; 88-541; 74-541; 198-540; 165-539; 228- 
540; 260-538; 91-539; 101-539; 314-538; 108-539; 83-538; 150-539; 63-539; 
320-536; 285-536; 113-536; 158-537; 127-537; 80-536; 208-537; 115-537; 75- 
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537- 149-537; 89-536; 81-536; 155-536; 122-536; 124-536; 118-536; 154-536; 
316-536- 97-536; 107-536; 103-536; 450-536; 425-536; 366-536; 385-536; 149- 
536; 413-536; 129-536; 428-536; 82-536; 293-535; 94-534; 78-533; 254-530; 
363-529- 65-529; 90-529; 246-527; 75-527; 426-525; 162-508; 95-505; 97-504; 
162-499; 137-497; 186-497; 316-497; 167-495; 309-493; 208-464; 172-424; 
316-423; 132-400; 134-392; 162-386; 1-383; 97-379; 141-379; 129-378; 100- 
374- 124-360; 119-357; 4-191; 267-533; 2.51-537; 244-537; 240-537; 227-537; 
215-536; 199-537; 196-536; 200-540; 199-541; 203-533; 181-536; 177-537; 
165-507; 166-536; 159-536; 205-541; 185-520; 203-511; 228-537; 333-536; 
343-536; 346-538; 354-538; 347-527; 406-538; 346-456; 484-536 
50/LG: 016723. 6 :2001MAR30 || 537-828; 701-814; 523-810; 519-812; 560-813; 
426-812; 398-812; 735-812; 494-812; 736-812; 417-812; 380-810; 580-811; 
507-810- 465-810; 542-810; 721-810; 548-810; 453-810; 530-810; 727-810; 
536-810; 366-810; 566-810; 667-810; 434-810; 580-810; 584-810; 590-810; 
545-787- 545-778; 507-763; 422-751; 480-752; 465-711; 397-669; 398-671; 
477-653; 1-633; 289-599; 282-599; 377-599; 470-592; 1-569; 230-496; 172- 
475; 1-429; 1-425; 207-423; 144-419; 1-368; 94-333; 57-313; 141-274; 158- 
268; 158-257; 143-249; 31-100 

51/LG-017126.5:2001MAR30 || 1-323; 1-275; 44-560; 71-290; 123-415; 299-672; 
325-749- 391-749; 403-746; 448-1071; 485-748; 653-1195; 786-1379; 798-1198; 
826-1198; 874-1178; 925-1395; 989-1152; 1029-1530; 1032-1598; 1104-1293; 
1222-1434; 1223-1598; 1285-1598; 1309-1845; 1358-1471; 1502-1619; 1502- 
1725- 1660-1895; 1660-2172; 1883-2300; 1883-2135; 1919-2150; 2053-2497; 
2048-2459; 2131-2497; 2155-2498; 2155-2500; 2190-2584; 2190-2473; 2195- 
2602; 2198-2470; 2409-2842; 2435-2667; 2523-2857; 2562-2857; 2578-2774; 
2748-2857 

52/LG-019362.10:2001MAR30 || 1-274; 1-239; 1-227; 89-523; 109-624; 166-586; 
211-508; 225-742; 235-805; 235-778; 235-712; 236-805; 235-681; 250-522; 
264-573; 268-574; 285-550; 293-534; 293-523; 311-569; 313-561; 318-579; 
333-577; 377-513; 388-653; 388-602; 388-578; 392-653; 394-846; 404-1004; 
432-1050; 432-518; 457-702; 459-550; 460-655; 467-973; 470-745; 473-784; 
481-843- 481-703; 482-1043; 482-731; 488-754; 490-943; 489-778; 491-721; 
496-684; 496-654; 500-706; 503-776; 503-744; 511-744; 512-1095; 512-754; 
513-756; 513-1055; 513-746; 518-771; 531-778; 543-778; 543-688; 545-946; 
546,792; 550-1086; 550-832; 552-800; 559-711; 563-806; 570-771; 576-772; 
578-887; 588-993; 594-795; 594-790; 610-935; 612-864; 615-827; 619-877; 
623-933; 627-892; 629-886; 632-909; 634-952; 634-866; 668-1166; 668-1154; 
668-978; 671-869; 673-1167; 681-981; 686-896; 695-904; 697-938; 699-936; 
700-871; 705-913; 704-975; 721-991; 723-889; 739-1099; 741-851; 742-911; 
759-966; 781-1047; 783-968; 787-984; 796-1029; 797-1071; 819-1159; 841- 
1080; 849-1161; 850-1143; 852-1129; 866-1413; 898-1453; 898-1152; 899-1171; 
902-1150; 915-1166; 915-1156; 915-1119; 927-1168; 934-1117; 944-1104; 955- 
1162; 957-1169; 957-1096; 963-1166; 984-1532; 973-1163; 975-1150; 982-1150; 
983-1162; 986-1222; 991-1150; 998-1171; 998-1150; 998-1146; 1001-1543; 
1008-1531; 1008-1150; 1027-1150; 1054-1564; 1064-1373; 1130-1213; 1253- 
1716; 1272-1711; 1273-1718; 1273-1596; 1283-1661; 1292-1557; 1297-1711; 
1298-1536; 1302-1711; 1301-1586; 1306-1709; 1305-1596; 1303-1572; 1305- 
1716; 1305-1709; 1305-1711; 1305-1712; 1305-1665; 1305-1613; 1305-1599; 
1305-1455; 1307-1572; 1305-1437; 1305-1442; 1305-1398; 1305-1386; 1305- 
1367; 1305-1359; 1305-1668; 1305-1677; 1305-1588; 1305-1503; 1305-1512; 
1307-1711; 1308-1596; 1307-1575; 1307-1484; 1309-1711; 1308-1583; 1308- 
1578; 1316-1684; 1316-1491; 1318-1711; 1322-1713; 1321-1543; 1322-1446; 
1323-1711; 1322-1584; 1322-1571; 1322-1591; 1327-1666; 1327-1601; 1327- 
1540; 1331-1714; 1332-1709; 1337-1711; 1340-1601; 1345-1699; 1345-1689; 
1345-1582; 1350-1704; 1351-1667; 1356-1616; 1360-1596; 1372-1711; 1374- 
1716; 1384-1610; 1387-1699; 1388-1662; 1396-1711; 1395-1596; 1395-1512; 
1400-1662; 1404-1674; 1417-1711; 1417-1712; 1419-1711; 1423-1687; 1426- 
1711; 1430-1699; 1433-1714; 1436-1715; 1449-1708; 1449-1712; 1455-1685; 
1453-1712; 1455-1711; 1466-1711; 1467-1716; 1467-1732; 1468-1676; 1478- 
1711; 1479-1717; 1479-1711; 1481-1710; 1488-1711; 1495-1711; 1524-1711; 
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1532-1711; 1533-1586; 1542-1712; 1544-1699; 1560-1711; 1564-1699; 1565- 
1712; 1589-1711; 1594-1711; 1601-1711 

53/LG: 022183. 1:2001MAR30 || 600-1057; 586-820; 607-805; 598-804; 640-802; 
73-774; 498-747; 600-741; 600-739; 670-739; 595-644; 1-567; 1-162; 1-151* 
54/LG: 028493 .1:2001MAR3 0 || 1-400; 2-285; 1-301; 10-330; 14-438; 14-127; 
14-226; 14-405; 14-218; 16-255; 21-349; 22-262; 27-345; 32-321; 36-186; 36- 
163; 36-447; 36-486; 36-195; 36-203; 40-442; 51-423; 54-442; 74-451; 76- 
451; 79-440; 102-404; 115-239; 139-442; 146-401; 158-349; 166-442; 210-423; 
229-442; 292-359; 301-442; 310-962; 357-962; 384-451; 838-1007; 933-1263; 
961-1501; 1225-1424; 1225-1326; 1225-1292; 1230-1374; 1234-1599; 1263-1781; 
1377-1654; 1674-2044; 1674-2067; 1697-2057; 1751-1983; 1751-2057 
55/LG: 034197. 1:2001MAR30 || 1-549; 24-537; 38-571; 89-495; 89-421; 109-339; 
142-329; 182-410; 179-510; 182-578; 180-409; 193-420; 198-479; 226-579; 
224-510; 236-578; 261-578; 344-577 

56/LG:054096.31:2001MAR30 || 1-488; 384-654; 524-635; 560-1143; 560-1070; 
721-863; 730-1028; 799-1071; 809-1095; 848-1465; 872-1157; 897-1202; 920- 
1163; 1361-1895; 1434-1931; 1501-1841; 1525-1969; 1527-1767; 1529-1785; 
1535-2043; 1534-1795; 1534-1789; 1534-1761; 1545-1780; 1557-2073; 1573- 
1840; 1583-1845; 1587-184.8; 1595-2089; 1599-1822; 1601-1871; 1616-1742; 
1619-1881; 1621-1878; 1631-2176; 1631-2171; 1631-2147; 1631-1954; 1659- 
2228; 1658-1901; 1667-1849; 1672-1954; 1672-2099; 1687-1927; 1691-2015; 
1692-2286; 1696-1930; 1698-1986; 1698-1983; 1698-1837; 1698-1923; 1700- 
1981; 1709-1963; 1711-1983; 1721-2090; 1721-1976; 1721-1914; 1723-1973; 
1741-2033; 1743-1972; 1757-1998; 1764-1939; 1773-2014; 1780-2054; 1789- 
2414; 1798-2089; 1800-2383; 1800-2066; 1800-2005; 1801-2093; 1801-2415; 
1807-2084; 1816-2419; 1823-2354; 1821-2093; 1823-2074; 1825-2067; 1827- 
2025; 1827-1997; 1830-2400; 1838-2377; 1843-2087; 1848-2434; 1851-2090; 
1858-2124; 1861-2135; 1861-1935; 1870-2415; 1874-2407; 1873-2140; 1884- 
2458; 1883-2407; 1895-2373; 1895-2106; 1894-2370; 1906-2192; 1907-2155; 
1913-2412; 1920-2282; 1920-2133; 1925-2183; 1932-2177; 1936-2421; 1940- 
2207; 1942-2195; 1944-2247; 1955-2338; 1956-2176; 1957-2106; 1961-2243; 
1961-2223; 1961-2197; 1961-2186; 1962-2181; 1962-2198; 1967-2399; 1971- 
2231; 1971-2213; 1973-2247; 1976-2181; 1977-2391; 1980-2418; 1980-2404; 
1981-2455; 1983-2454; 1983-2452; 1986-2455; 1990-2456; 1993-2458; 1996- 
2455; 1999-2458; 2000-2249; 2001-2258; 2004-2464; 2004-2458; 2006-2460; 
2006-2209; 2006-2200; 2009-2458; 2011-2458; 2011-2421; 2014-2126; 2017- 
2460; 2018-2459; 2021-2464; 2022-2458; 2024-2458; 2025-2268; 2026-2234; 
2027-2272; 2028-2455; 2033-2456; 2033-2458; 2036-2459; 2037-2459; 2037- 
2328; 2037-2254; 2044-2461; 2044-2459; 2045-2456; 2044-2456; 2046-2458; 
2046-2330; 2049-2460; 2053-2458; 2054-2458; 2054-2463; 2054-2295; 2058- 
2455; 2061-2461; 2063-2459; 2067-2458; 2067-2403; 2067-2375; 2069-2452; 
2070-2458; 2070-2457; 2070-2420; 2070-2416; 2070-2312; 2074-2458; 2076- 
2458; 2078-2459; 2080-2461; 2089-2461; 2093-2455; 2095-2354; 2097-2460; 
2104-2532; 2106-2459; 2113-2459; 2114-2458; 2116-2458; 2121-2453; 2121- 
2458; 2124-2459; 2125-2284; 2126-2458; 2131-2458; 2135-2463; 2137-2382; 
2140-2462; 2147-2458; 2151-2458; 2152-2458; 2155-2462; 2158-2427; 2157- 
2371; 2158-2458; 2158-2389; 2161-2455; 2164-2458; 2166-2459; 2169-2429; 
2180-2460; 2180-2459; 2183-2453; 2184-2448; 2199-2458; 2201-2455; 2201- 
2409; 2207-2458; 2210-2455; 2212-2458; 2202-2419; 2224-2478; 2225-2462; 
2243-2458; 2258-2438; 2272-2458; 2265-2455; 22S4-2458; 23U3-245S; 2313- 
2458; 2339-2458; 2342-2459; 2368-2462 

57/LG: 054807. 3 :2001MAR30 || 1-2445; 106-442; 432-655; 441-718; 487-1013; 
490-761; 679-974; 680-927; 1030-1429; 1203-1363; 1252-1524; 1328-1740; 
1330-1564; 1461-1739; 1574-1734; 1576-1740; 1579-1734; 1637-2195; 2069- 
2310; 2072-2368; 2116-2445; 2158-2444; 2180-2445; 2192-2445; 2209-2342; 
2319-2445 

58/LG:065873.12:2001MAR30 || 1-610; 32-437; 36-678; 43-308; 43-279; 67-694; 
87-526; 117-729; 128-663; 156-436; 189-756; 193-526; 224-767; 256-715; 260- 
755; 297-418; 304-715; 413-526; 444-721; 477-693; 511-1140; 588-712; 614- 
707; 614-737; 614-715; 613-715; 630-1243; 629-744; 639-715; 665-715; 844- 
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1395- 911-1477; 962-1093; 964-1174; 974-1443; 993-1269; 993-1387; 993-1230; 
993-1210- 993-1107; 995-1093; 1005-1164; 1009-1205; 1022-1071; 1022-1399; 
1024-1503- 1025-1312; 1038-1298; 1042-1402; 1042-1257; 1058-1203; 1058- 
1281; 1069-1269; 1072-1303; 1102-1405; 1103-1414; 1121-1330; 1184-1820; 
1192-1820; 1223-1820; 1239-1344; 1246-1820; 1250-1820; 1272-1820; 1304- 
1840; 1313-1938; 1355-1820; 1368-1820; 1425-1873; 1432-2014; 1450-1681; 
1490-1758; 1497-1820; 1509-1700; 1521-2062; 1523-1757; 1551-1821; 1557- 
1830; 1561-2155; 1561-1796; 1569-1873; 1581-1823; 1587-1836; 1594-1816; 
1620-2253; 1629-1862; 1632-1887; 1674-2244; 1674-2174; 1674-1912; 1674- 
1836- 1678-2212; 1680-2257; 1743-2042; 1734-2002; 1743-1997; 1792-2354; 
1801-2337; 1811-2416; 1810-2324; 1819-2056; 1827-2431; 1846-1950; 1827- 
2372- 1850-2302; 1850-2273; 1853-2094; 1854-2153; 1862-2047; 1866-2080; 
1880-2306; 1882-2160; 1884-2157; 1886-2140; 1902-2455; 1908-2220; 1951- 
2199- 1951-2219; 1952-2514; 1953-2234; 1953-2152; 1953-2111; 1967-2168; 
1972-2026; 1974-2253; 1999-2204; 2011-2433; 2020-2308; 2027-2294; 2030- 
2218- 2058-2330; 2060-2314; 2031-2507; 2086-2670; 2086-2307; 2067-2772; 
2071-2363; 2071-2318; 2078-2380; 2085-2337; 2107-2669; 2108-2395; 2095- 
2354" 2134-2351; 2101-2307; 2106-2621; 2116-2357; 2119-2583; 2123-2633; 
2127-2585; 2127-2364; 2133-2690; 2140-2733; 2141-2263; 2169-2598; 2156- 
2748- 2156-2716; 2170-2429; 2170-2391; 2172-2625; 2189-2440; 2172-2338; 
2174-2715; 2184-2730; 2189-2560; 2188-2437; 2189-2455; 2197-2434; 2206- 
2490; 2205-2649; 2211-2752; 2213-2563; 2221-2759; 2258-2495; 2237-2726; 
2244-2846; 2251-2534; 2255-2726; 2257-2466; 2261-2716; 2268-2769; 2288- 
2644- 2310-2533; 2296-2724; 2304-2732; 2303-2668; 2303-2544; 2303-2447; 
2310-2760; 2310-2509; 2311-2731; 2312-2541; 2316-2769; 2316-2773; 2325- 
2515- 2326-2774; 2325-2731; 2331-2776; 2340-2769; 2351-2769; 2349-2541; 
235012602; 2351-2541; 2354-2771; 2353-2541; 2357-2770; 2359-2773; 2357- 
2541- 2361-2773; 2362-2541; 2367-2767; 2369-2770; 2376-2592; 2377-2541; 
2380-2770; 2382-2773; 2384-2541; 2390-2630; 2393-2651; 2396-2769; 2402- 
2772- 2411-2707; 2417-2596; 2438-2769; 2448-2768; 2452-2772; 2457-2770; 
245912768; 2461-2541; 2463-2773; 2473-2763; 2474-2769; 2473-2730; 2477- 
2735- 2483-2759; 2482-2769; 2499-2741; 2508-2769; 2517-2741; 2520-2697; 
2523-2769; 2538-2723; 2553-2768; 2555-2769; 2555-2770; 2571-2763; 2580- 
2730- 2577-2677; 2580-2769; 2584-2769; 2586-2740; 2587-2769; 2592-2769; 
2601-2860; 2623-2770; 2638-2727; 2652-2760; 2653-2769; 2704-2769; 2717- 
2775; 2718-2768 _ ^ n ___ 

59/LG:083814.6:2001MAR30 || 1-272; 69-309; 91-327; 116-352; 118-639; 327- 
597- 330-813- 441-777; 539-1086; 547-632; 608-848; 628-1064; 653-983; 663- 
892- 667-983; 668-902; 668-1172; 676-976; 682-807; 734-1157; 739-1023; 757- 
1000; 790-1045; 814-1061; 825-1189; 916-1429; 934-1211; 955-1093? 980-1365; 
980-1227- 1023-1297; 1071-1462; 1082-1333; 1130-1461; 1156-1424; 1156-1389; 
1156-1446; 1156-1467; 1192-1381; 1198-1528; 1200-1428; 1201-1406; 1217- 
1478- 1218-1537; 1262-1502; 1267-1532; 1306-1580; 1350-1661; 1385-1627; 
1392-1661; 1417-2109; 1463-1661; 1473-1674; 1506-1674; 1507-1661; 1515- 
1661- 1540-1661; 1570-1661; 1584-1661; 1586-1661; 1614-1673; 1936-2194; 
1942-2180; 1945-2178; 1952-2213; 1952-2219; 1963-2149; 1973-2204; 1973- 
2193- 1979-2183; 1980-2199; 1980-2043; 1980-2224; 1981-2200; 1983-2199; 
1985-2202; 1985-2179; 1985-2209; 2046-2207; 2051-2219 

60/LG: 093477. 1:2001MAR30 || 1-115; 1-619; 301-656; 387-775; 402-887; 402- 
808; 410-775; 601-876; 601-777; 601-831 

61/LG; 099572. 12 :2001MAR30 || 1-274; 32-119; 33-2610; 40-114; 46-302; 54- 
327- 59-312- 59-174; 61-391; 63-395; 63-346; 69-340; 70-2469; 75-300; 968- 
1397; 1283-1892; 1561-1837; 1561-1826; 1565-2164; 1584-1857; 1584-1790; 
1621-2023; 1621-1703; 1722-2018; 1728-2255; 1812-2132; 1819-2011; 1845- 
2123; 1925-2154; 1979-2240; 1980-2245; 1994-2392; 1999-2221; 2006-2577; 
2006-2532; 2026-2320; 2077-2252; 2173-2668; 2173-2761; 2196-2456; 2258- 
2509; 2259-2518; 2276-2674; 2304-2618; 2318-2764; 2341-2760; 2343-2761; 
2353-2552; 2369-2607; 2388-2724; 2410-2579; 2468-2752; 2468-2745; 2490- 
2769; 2492-2697; 2515-3089; 2550-2701; 2571-2665; 2571-2921; 2576-2761; 
2587-2759; 2618-2762; 2670-2911; 2672-2926; 2675-2759; 2800-3264; 2800- 
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3027; 2799-2986; 2821-3095; 2850-3119; 2962-3098; 2985-3236; 2985-3200; 
3011-3382; 3014-3400; 3014-3313; 3061-3459; 3061-3297; 3082-3349; 3110- 
3262; 3115-3361; 3128-3353; 3133-3404; 3150-3402; 3198-3424; 3224-3705; 
3241-3500; 3241-3475; 3244-3724; 3249-3531; 3302-3899; 3363-3943; 3387- 
3665; 3427-3623; 3428-4014; 3431-3960; 3446-3677; 3457-3527; 3467-3653; 
3473-3733; 3474-3745; 3494-3910; 3494-3734; 3500-3751; 3524-3788; 3598- 
3866; 3599-3857; 3603-4090; 3603-3750; 3625-3883; 3633-3919; 3666-4152; 
3688-3943; 3692-3915; 3708-3977; 3735-3983; 3746-4029; 3746-3988; 3761- 
4045; 3768-4101; 3768-3990; 3769-4235; 3777-4005; 3790-4014; 3799-4084; 
3802-4010; 3814-4041; 3820-4192; 3821-4068; 3842-4038; 3849-3920; 3856- 
4072; 3860-4101; 3882-4132; 3929-4185; 3947-4135; 3951-4219; 3965-4119; 
3953-4566; 3971-4569; 3983-4545; 4004-4600; 4003-4532; 4026-4279; 4014- 
4381; 4018-4602; 4037-4249; 4030-4383; 4072-4334; 4095-4640; 4111-4641; 
4139-4441; 4145-4600; 4148-4559; 4161-4408; 4157-4638; 4166-4631; 4171- 
4638; 4185-4509; 4175-4639; 4186-4638; 4188-4634; 4191-4640; 4195-4641; 
4196-4641; 4200-4643; 4211-4420; 4222-4640; 4228-4643; 4228-4642; 4228- 
4636; 4231-4642; 4231-4640; 4233-4638; 4235-4345; 4237-4639; 4248-4490; 
4251-4598; 4253-4522; 4274-4492; 4278-4638; 4282-4642; 4293-4598; 4313- 
4542; 4319-4592; 4320-4641; 4334-4590; 4372-4641; 4379-4595; 4386-4637; 
4389-4648; 4390-4576; 4409-4619; 4413-4638; 4423-4638; 4441-4640; 4452- 
4633; 4455-4630; 4455-4599; 4520-4645; 4528-4643; 4538-4630 

62/LG:100396.31:2001MAR30 || 1-175; 25-161; 43-326; 49-487; 49-174; 52-155; 
52-228; 61-177; 61-194; 64-489; 64-496; 150-424; 198-365; 244-706; 244-306; 
372-881; 393-897; 393-839; 393-896; 394-732; 408-872; 410-904; 411-862; 
411-736; 415-736; 438-856; 442-877; 443-871; 465-937; 482-883; 490-939; 
515-702; 547-905; 554-879; 564-932; 580-939; 605-933; 627-876; 678-879; 
678-921; 699-933; 753-929; 828-1129; 828-1183 

63/LG:1026903.5:200lMAR30 || 1-506; 38-428; 99-628; 132-635; 132-367; 136- 
634; 427-802; 427-753; 434-1056; 774-1357; 904-1357 

64/LG:1060168.6:2001MAR30 || 1-266; 36-285; 95-278; 242-443; 242-438; 242- 
336 

65/LG:1086906.41:200lMAR30 || 1-481; 1-123; 37-129; 67-158; 67-224; 77-135- 
77-213; 77-230; 83-265; 95-596; 118-701; 136-240; 328-616; 348-601; 350- 
604; 349-487; 355-576; 399-630; 419-777; 431-662; 431-953; 470-739; 473- 
681; 499-749; 498-875; 517-792; 523-1050; 528-633; 546-810; 616-874; 641- 
883; 658-1271; 676-920; 759-1277; 769-1002; 771-1335; 771-1010; 771-1276; 
777-1174; 852-940; 864-1095; 864-915; 864-1038; 864-1035; 864-977; 864- 
1340; 864-1137; 864-1056; 864-1102; 864-1065; 864-1084; 876-1098; 914-1095- 
921-1408; 936-1408; 956-1202; 1038-1655; 1107-1357; 1156-1408; 1156-1409; 
1156-1415; 1181-1345; 1211-1288; 1260-1408; 1262-1408; 1270-1408; 1277- 
1449; 1286-1408; 1306-1408; 1307-1408; 1338-1408; 1595-1655; 1604-1655; 
1604-1864 

66/LG:1089326.18:200lMAR30 )| 1-652; 110-724; 124-664; 140-291; 564-1203; 
696-1252; 1039-1300; 1050-1341; 1050-1343; 1125-1351; 1156-1702; 1176-1451; 
1178-1279; 1179-1482; 1196-1413; 1198-1479; 1209-1637; 1209-1452; 1238- 
1465; 1240-1472; 1368-1800; 1376-1926; 1400-1807; 1439-1722; 1491-2129; 
1512-1998; 1520-2128; 1595-1664; 1663-1897; 1667-2251; 1674-1924; 1703- 
2189; 1703-1864; 1714-2346; 1716-1988; 1727-2414; 1731-2099; 1783-2393; 
1788-2006; 1806-2341; 1871-2361; 1890-2304; 1890-2338; 1905-2377; 1963- 

, ~ ~ ' * / -^^-..-^^j.^, ^ ^ -i-aj-u , «6uu«±-^*±j.o ; ^uio-z^iid; ^ujo-z^xb; 

2046-2417; 2049-2416; 2049-2423; 2057-2420; 2070-2416; 2090-2416; 2114- 
2416; 2115-2419; 2127-2419; 2139-2416; 2158-2416; 2172-2420; 2181-2416; 
2210-2416; 2214-2416 

67/LG:1090862.32:2001MAR30 || 1-274; 1-212; 1-269; 141-218; 207-400; 209- 
614; 247-505; 487-936; 519-936; 705-1330; 793-1339; 819-919; 829-1106; 829- 
880; 979-1399; 1012-1500; 1037-1500; 1185-1302; 1293-1671; 1311-1671; 1347- 
1633; 1374-1706; 1477-1671; 1477-1683 

68/LG:1091941.41:200lMAR30 || 1-146; 8-263; 9-462; 31-243; 34-143; 39-180; 
43-186; 44-458; 44-537; 77-334; 82-652; 126-185; 126-464; 126-635; 188-643; 
232-643; 236-359; 263-464; 310-782 

260 



BNSDOCID: <WO. 



02083a76A2_l_> 



WO 02/083876 PCT/US02/09921 

Table 3 

69/LG: 1093386. 8 -.2001MAR30 || 1-178; 1-204; 1-221; 10-178; 20-214; 26-178; 
39-178- 56-178; 56-200; 56-195; 56-227; 58-174; 67-178; 71-178; 74-609; 75- 
609- 79-200; 88-178; 89-203; 89-200; 89-313; 89-217; 91-213; 91-223; 91- 
190- 91-200; 91-178; 91-202; 92-198; 115-178; 123-576; 148-197; 207-405; 
207-165; 209-490; 213-575; 213-438; 214-451; 216-465; 217-467; 220-476; 
227-320- 229-531; 229-514; 231-475; 233-591; 237-611; 241-481; 241-559; 

248- 611- 248-578; 248-408; 249-692; 249-730; 249-625; 248-380; 248-357; 

249- 377- 257-520; 258-555; 263-545; 259-346; 260-363; 263-535; 262-485; 
263-667; 263-668; 263-587; 263-539; 263-407; 263-382; 263-376; 263-365; 
263-363; 263-357; 263-342; 268-807; 268-625; 268-522; 271-559; 272-456; 
274-629- 27^-651; 276-533; 283-499; 283-520; 291-530; 291-725; 294-622; 
294-377- 314-600; 327-615; 340-575; 364-793; 366-629; 368-618; 378-575; 
384-633; 416-667; 429-479; 442-681; 453-595; 477-611; 574-812; 626-1016; 
628-894- 640-825; 711-928; 716-970; 758-1278; 786-1278; 786-1265; 906-1184; 
920-1173- 934-1070; 935-1188; 935-1110; 1008-1320; 1096-1427; 1105-1334; 
1140-1347; 1153-1274; 1216-1277; 1331-1615; 1367-1996; 1377-1620; 1379- 
1637- 1380-1657; 1381-1989; 1389-1681; 1395-1648; 1405-1856; 1427-1565; 
1428ll637; 1440-1586; 1449-2007; 1446-2031; 1451-1994; 1452-2020; 1453- 
1698- 1456-1756; 1457-1708; 1461-1822; 1488-1603; 1508-1752; 1514-1769; 
1524-1631; 1540-1993; 1551-1838; 1547-1845; 1549-1996; 1551-2031; 1550- 
1652- 1560-2032; 1556-2022; 1562-2031; 1564-2033; 1565-2031; 1565-2034; 
1565-2036; 1566-2031; 1567-2031; 1573-2033; 1574-1993; 1573-1816; 1573- 
1804; 1575-2032; 1578-1825; 1582-2036; 1583-2032; 1582-1759; 1595-2038; 
1600-2031; 1595-2032; 1606-1810; 1606-1838; 1609-2038; 1610-2031; 1610- 
1860- 1615-2032; 1613-2029; 1615-2033; 1615-2031; 1616-2015; 1617-1977; 
1616-1859; 1618-2031; 1618-1858; 1620-2037; 1622-2032; 1626-2031; 1628- 
2038- 1630-2031; 1629-1889; 1630-2036; 1638-2037; 1643-2029; 1644-2029; 
1645-2039; 1647-2031; 1649-2036; 1650-2029; 1652-1903; 1653-2025; 1653- 
1739- 1654-2029; 1658-2034; 1658-2031; 1658-1935; 1659-2031; 1665-1914; 
1667-2031; 1668-2031; 1670-1906; 1671-2050; 1673-1908; 1675-1903; 1676- 

2031- 1683-2035; 1680-1906; 1682-2032; 1682-2031; 1688-2015; 1696-2031; 
1707-2029; 1720-1935; 1704-2034; 1705-2029; 1705-1961; 1706-2046; 1706- 
2029; 1709-2036; 1708-2031; 1713-2034; 1716-2031; 1718-2031 ; 1721-2031; 
1720-1851; 1722-2036; 1724-2029; 1734-1987; 1733-2031; 1735-1902; 1743- 
2029; 1743-2031; 1743-2015; 1746-1968; 1747-2017; 1755-2031; 1756-1991; 
1755-2035; 1769-2016; 1780-1910; 1786-1985; 1786-1956; 1788-2012; 1790- 

2032- 1791-2031; 1793-2029; 1795-2030; 1796-2032; 1806-2011; 1813-2031; 
1814-2030; 1818-2031; 1820-2036; 1820-1976; 1821-2031; 1822-2040; 1828- 
2031- 1830-2031; 1831-2031; 1835-2021; 1836-2033; 1847-2031; 1864-2029; 
1874-1986; 1876-2031; 1899-2032; 1900-2012; 1905-2031; 1906-2034; 1906- 
2031; 1935-2037; 1938-2031; 1940-2031; 1940-2028; 1940-1995; 1943-2006; 

70/Kl094187 6 33^2001MAR30 || 1-594; 1-559; 16-370; 20-378; 77-370; 88-366; 
242-309; 284-563; 286-568; 302-553; 302-416; 364-638; 372-857; 372-617: 
390-634; 447-732; 447-742; 458-732; 458-717; 458-728; 458-679; 458-698 
459-731- 459-737; 459-719; 459-729; 460-754; 460-691; 460-564; 461-784; 
462-697; 462-645; 461-563; 462-737; 462-714; 462-718; 462-712; 462-699; 
462-701; 462-706; 462-682; 462-671; 462-661; 462-611; 465-651; 466-720; 
466-712- 466-706; 466-702; 466-701; 466-699; 466-679; 466-658; 466-596; 
468-765; 469-737; 470-688; 470-682; 471-720; 472-733; 472-707; 473-704; 
473-670; 475-704; 474-681; 475-731; 475-720; 475-706; 475-696; 475-624; 

476- 761; 476-739; 476-731; 476-720; 476-707; 476-688; 477-765; 477-690; 

477- 648; 477-644; 479-720; 483-607; 487-718; 498-820; 498-680; 498-657; 
497-783; 499-699; 500-735; 511-748; 515-763; 537-646; 554-762; 572-782^ 
581-851; 723-1241; 793-1416; 928-1416; 955-1194; 958-1416; 1093-1234; 1115- 
123 6 

71/LG:1098692.18:2001MAR30 || 1-598; 28-598; 41-310; 47-633; 70-329; 72- 
649; 77-603; 77-561; 77-324; 77-312; 77-306; 77-286; 77-204; 77-173; 77- 
333; 79-342; 83-670; 84-583; 83-201; 92-184; 94-293; 94-287; 94-230; 94- 
151; 95-442; 115-330; 204-262; 203-496; 204-479; 230-493; 233-474; 247-497; 
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272-548; 277-632; 282-569; 283-500; 290-539; 288-513; 339-595; 350-628- 
352-802; 405-518; 452-585; 471-693; 511-736; 516-823; 529-1030; 552-817- 
559-823; 575-846; 576-971; 576-814; 580-756; 582-1075; 598-657; 617-781- 
620-867; 639-912; 699-1000; 715-998; 732-920; 749-1136; 773-1055; 779-1186- 
784-1240; 796-1044; 805-1024; 810-1250; 814-1242; 818-1396; 829-1005- 837-' 
1105; 838-1019; 840-1250; 925-1136; 974-1439; 974-1185; 977-1444; 977-1124- 
978-1440; 989-1217; 997-1440; 1009-1440; 1031-1443; 1041-1270- 1043-1517- ' 
1056-1289; 1064-1370; 1070-1441; 1072-1271; 1076-1343; 1102-1443- 1112- ' 
1436; 1135-1373; 1153-1714; 1161-1440; 1166-1708; 1169-1440; 1175-1435- 
1176-1410; 1190-1621; 1196-1499; 1219-1440; 1226-1413; 1227-1440; 12371 
1491; 1268-1436; 1281-1556; 1282-1534; 1290-1754; 1291-1749- 1292-1750- 
1293-1749; 1306-1752; 1319-1750; 1326-1715; 1332-1752; 1336-1749; 1339^ 
1443; 1339-1710; 1347-1485; 1350-1606; 1357-1623; 1357-1736; 1527-1709- 
1548-1755; 1549-1749; 1561-1749; 1626-1749; 1626-1746; 1645-1749; 1681-1766 
72/LG: 1173104. 22 :2001MAR30 || 1-308 ; 1-274 ; 6-254; 6-368; 10-555; 30-483- 
48-298; 57-285; 64-457; 84-340; 100-535; 119-200; 127-375; 144-540; 145-' 
438; 190-440; 193-388; 193-511; 204-483; 221-537; 255-464; 257-486; 272- 
506; 275-872; 282-527; 293-649; 296-526; 303-540; 309-547- 315-537- 333- 
625; 345-551; 387-623; 424-540; 430-505; 435-623; 436-623; 512-623; 659- 
949-1166~ 8 368-529~ 956? 73 °" 984; 816 - 1165 <- 859-1165; 933-1163; 935-1168; 
73/LG.-1215335.7.-2001MAR30 || 1-565; 1-491; 1-597; 8-571; 13-100; 14-211- 
18-586; 18-211; 19-211; 24-211; 24-575; 43-318; 55-560; 68-565? 88-211; 
248-729; 287-546; 289-540; 294-691; 361-649; 391-646; 412-976; 434-1032; 
467-1055; 494-731; 551-989; 582-1040; 582-859; 600-841; 615-1255; 638-1242- 
652-1299; 682-1212; 705-1263; 732-1255; 736-979; 755-967; 804-1371; 815- ' 
lilt' 889 - 1221 ' 889-1097; 908-1112; 914-1169; 916-1018; 952-1224; 990-1203- 
1000-1466; 1172-1678; 1173-1387; 1173-1342; 1287-1488; 1288-1644- 1297- 
1892; 1383-1925; 1383-1934; 1394-1622; 1395-1917; 1400-1935; 1400-1627 
1400-1550; 1400-1559; 1400-1626; 1400-1608; 1403-1754; 1403-1599- 1409 
1683; 1413-1997; 1419-1711; 1419-1681; 1424-1708; 1427-1587; 1431-1707 
1455-1736; 1471-1675; 1472-1802; 1477-1691; 1507-1786; 1516-1941- 1542 
1784; 1548-1677; 1554-1681; 1556-1837; 1563-1766; 1570-2123; 1581-1784 
1586-2192; 1586-1784; 1587-1803; 1621-2159; 1650-2160; 1654-1933- 1670 
2017; 1678-2106; 1687-1895; 1689-1927; 1690-1976; 1693-1965- 1697-1936 
1698-2021; 1698-1929; 1705-2086; 1721-2007; 1721-1987; 1740-2021- 1741 
2013; 1743-2292; 1744-1980; 1746-2013; 1748-2004; 1750-2031; 1750-2027 
1750-1999; 1761-2264; 1761-2029; 1773-2053; 1817-2317; 1829-2294- 1831 
2364; 1835-2347; 1856-2393; 1878-2129; 1883-2295; 1887-2436; 1887-2132 
1917-2133; 1922-2188; 1922-2133; 1924-2163; 1924-2176; 1924-2082; 1944 
2069; 1940-2253; 1940-2138; 1948-2057; 1962-2567; 1962-2227; 1976-2403 
2000-2291; 2010-2251; 2024-2280; 2024-2269; 2028-2088; 2067-2406- 2069 
2403; 2071-2590; 2071-2340; 2073-2269; 2088-2138; 2089-2612; 2089-2300 
2093-2293; 2093-2268; 2096-2145; 2109-2570; 2113-2310; 2116-2382; 2119 
2648; 2119-2330; 2119-2405; 2120-2372; 2122-2681; 2122-2368; 2125-2371 
2126-2372; 2129-2378; 2130-2434; 2132-2371; 2133-2397; 2137-2403; 2135- 
2379; 2138-2396; 2138-2391; 2166-2446; 2168-2419; 2175-2407; 2176-2409 
2181-2447; 2184-2418; 2183-2373; 2192-2786; 2195-2469; 2203-2485- 2206 
2378; 2207-2766; 2207-2533; 2212-2355; 2213-2356; 2214-2741; 2214-2552 
2226-2502; 2226-2407; 2229-2456; 2236-2537; 2239-2492; 2262-2647; 2266 
2547; 2271-2526; 2288-2836; 2292-2586; 2296-2563; 2299-2585; 2303-2403 
2331-2609; 2335-2854; 2334-2615; 2341-2584; 2341-2519; 2356-2550; 2365 
2961; 2371-2589; 2374-2624; 2396-2667; 2395-2575; 2396-2648; 2403-2675 
2405-2644; 2405-2487; 2405-2742; 2405-2655; 2408-2987; 2408-2628; 2408 
2642; 2408-2615; 2408-2644; 2411-3009; 2418-2596; 2432-2660; 2437-2661 
2442-2685; 2445-2846; 2444-3047; 2445-2700; 2454-2735; 2454-2699- 2459 
3027; 2457-2736; 2465-2966; 2466-2966; 2467-2726; 2478-2713; 2491-2684 
2507-3093; 2521-3070; 2521-3045; 2521-2844; 2521-2780; 2521-2777- 2525 
3090; 2525-2769; 2533-2820; 2533-2811; 2532-2816; 2534-2626; 2533-3130; 
2533-2653; 2535-2822; 2537-2781; 2537-2768; 2546-2904 ;. 2546-2788 ; 2549- 
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2903* 2568-2806; 

3094; 2550-3068, 2^ 

2575-3090; 2577-3094; 2579 280 ^_ 3129; 2602-3070, 2608 3100^ ^ 
285 i, 2589-29B7- 2591-3097. m24j 2630-2834, 2630-2845 263 2683 . 285 8 ; 
2620-2867; 2622-287b. 2669 -3098; 2676-3138, -«o 134 270 3- 

3140; 2648-3087; 690 f£>_^ 2697-3152; 269 -2 2721-2892 = 
2689-3134; 2693 3"«- 4 27 i 8 -3134; 2."1-31M. • 2754 -2984; 2756- 
3134; 2714-3134; 2716 31^ 2744 -3134; 2750-3134, / 2768 -3135; 

2734-2968; 2735-3141; "38 3093^ ? 2759-3050; 2764-3125, ^ 

3134; 2757-3138; 2756-3125 2 2789 _ 3 044; 2792-3061 281 2833 _ 3099; 
2782-3049; ^f' 2 ^^, 2828-3128; 2833-3134; 2839 31 2846 _ 
2965; 2820-3067; 2825 3"*' 2 836-3112; 2836-30bb, 286 9-3131; 

283313137; 2833-3138; 283 3117.^. 2858 _308 , 2J« 30« W} 

^3^ 

3094; 2994-3134; 3021 3141, l49 _402; 179- 

3 7 °4 8 /Si256753.1:200i r 3C ^ ^) ^ 

621 187-428; 295-543; 299-845, J 431-643 ; 437-869 . 51 3; 685 _ 

552*. 348-725; 351-604; 389-501, 4 Z 637-1003; 650-921, 6« 110 . 

fso 561-1069; 597-858; 621-724. ?g5 _ 1033; 796-1037^800-1332^ 9i6 _ 
95 4 751-1212; 793-1034, 793 9 91Q5i; B79-1J28, 886 "37. 1183 „ 
818-1052; 819-1049; 826 10 ^' 2 _ 1455 . 1064-1299; 1085 1«^ l283 _ 172 5; 
1152 . 933-1185; S^lf 83 ^ 1242-1345; 1248-1345; 1259 13 : 1343 _ 
1345; 1220-1659; 1233-13«, x 9 _ 1906; 1338-1914, xs 1376 _ l6 16; 

SSllSOl, 1318-16 >5; 1326- 18^._ 1967; 1380-1968; 1376-1|13 : 
. 1585; 13*8-1638; 1354-1597 L 1435 _i 90 3; ^ ?559-1964; 1562-2006; 

1404-1816; 1419-19 1^ J«J \ 5 40-1967; 1548 -1906= 1559 1 1576 - 
1 7 83; 1537-1954; 1537 1"*; 1571-1B«» f^i^S-ieSS ; 1578-2006; 

1563-2006; 1570-2011, is 1575 _i 6 51; 1575-1633. 1^' _ 1598 _ 20 06; 1599- 
1843; 1575-1855; 1575-1938 1 1596 _ 200 6; 1596-2008, l62 i_i839; 
1590-2009; 1590-2006; . X „ . 2006; 1««-1873, 1619 200^ 

20 10; 1M2-2008, 160 1649-2006; "J^JJ^.SoS, 1680-2006. 
1632-2006; 1637-2011, lb 166 5-2002; 1675-2006, 1J» 2 _ 2006 . 172 5- 
9002- 1663-1898; l 66 4-20Ub, 1708 -1937; 1708-2001, x, 1758 _2006; 

632-1145; 657-1062; 76 1264 • 6; 1281-1550; 1280 16 - 2l7Q _ 

1589; 1089-1330; H™"^!? ' 23l7 . 20 72-4467; 2145-2537. zi 2546; 
SSUl538 S ^f- 2 f 2 5 00 _ 2 7 777 : 2 2203-2795; 2222-2479; 23*6-255 L» B8 , 2479- 
2463; 2194-2445; 2200-27//. 2454 _ 26 82; 2446-2702, * 2670 -3137; 

^L^SSe; 2390-2655; 243 -3022. 2559-3183; 2669-279^ 2 ^ 

27 10; 2510-3093; 2526-2702. 2698 . 3 259; 2699-2942. 2b 2855 _ 310 0; 

2681-3189; 2690-3277; 269 2 2780-3056; 2784 3040^ ^ 
2903; 2752-3016; 2769 3°^ 2970 -3419; 3 °20- 3 51^ 3139 _ 3 657; 

2 8 7 4-3117; 2931-3221; 2935 31 J • ^ 3084-3676; 3096 "i^ 3256 _ 
3263; 3033-3276; 3 g 9 """^ ; 3200-3447; 3254-3563; 3256 34 ^ 
31 72 -3396; 3177-3437; 3181 3«0. ? 3314-3776, 3321-3676. 

3563; 3266-3536; 3267-3384 3360 -3500; 3370-3896. 3527 _ 3 804; 

3695-3938; 3761-3950, 
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5539-5782; SSM^mMSJ ' " 15 -5'54 , 5520-6035- 55M tij!"*!" 5 '' 54 "- 
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6451; 6204-6453 . 620 ' SZ^" 6421 '' 6 170-6391 ; 6IK-.67II ti ll' 6149 -6424; 
6261-6395; mlietll 'tSV 6225 -^95 ; 6242-6735- 6247 SS"" 10 ' 6190 " 
6723; 6335-6743; tltLslie "i*" 6736 ' ^I'-etlt ''SS'J fj 6 " 65 "' 

6345-6560; 634816774 • SfZ '" isSi 1 " 6570 '" 6341 -«565; 634iJss?~ 6 «?; 6331 " 

6744; 6482-6762 648 7 f^" 6658 '- 6437^770^ 1^-674 I tilt ' 6435 ~^2 ; 
6525-6774- 65sr>'Jf 8 6?48; 6492-6764; 6507-677? Itll 6441 -6761; 6470- 
5323; 2879-3 6 3 5 5 5 5 °: 6 6 69 n 2 L 6 7 5 f 8 : 6 !!?: "OO^KJ VsllUtl^VA V J^'V^ 
^ilf 7239 • 15 '-200l M ^30^,|T4~3 b 2 77 °i fl?*"? 079 ' ^-"sT""" 46? °- 

533 7 : 2 2-1 J! JS'SJ' in 64 "" 9 ' l^ 227 " «1 Sl.^ 1 ^ 2 ' 98 - 319 ' 135 ~ 
584; 321-61?' ?J^~! 66; 300 -533; 300-678- 301 AV 251 " 420 '- 251-690; 258- 

663 390-5^8 Itl'llV 343 " 635; 34 7~570 3 4 7~^V JJ!"! 59 ' 312 ~ 44 8; 315- 
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768- 676-783; 681-984; 681-948; 693-886; 702-960; 704-1127; 706-1002; 722- 
1041- 723-1008- 728-918; 748-1024; 760-1021; 789-1041; 780-1372; 782-994; 
784-io01 784-i363; 79ell389; 784-1069; 799-1272; 800-1245; 800-1068; 800- 
llts] ^6-1092 840-1385; 840-1186; 856-935; 856-1104; 843-1055; 844-1386; 
846-944- 852-1077; 852-1088; 852-1068; 853-1155; 852-1368; 861-1115; 863- 
^64 864-1492 865-1151; 867-1109; 867-1197; 871-1111; 885-1036; 892-1158; 
894-il80 897-1353; 900-1174; 904-1492; 911-1139; 931-1492; 917-1152; 918- 
2 128-1374-934-1347; 937-1362; 941-1263; 940-1217; 946-1215; 949-1391; 
959-il08 963-1353; 973-1195; 987-1353; 988-1063; 988-1300; 996-1230; 996- 
13^ 996-1218; 999-1477; 999-1226; 1000-1282; 1002-1353; 1005-1217; 1009- 
llll' 1041-119i; 1027-1238; 1028-1486; 1029-1492; 1036-1312; 1037-1495; 
1039ll304; 104 0 ll496; 1043-1292; 1046-1493; 1043-1353; 1050-1492; 1051- 
1490; 1057-1311; 1058-1492; 1061-1492; 1064-1492; 1068-1490 ; 1078-1494 ; 
1083-1282; 1083-1354; ' 1084-1485 ; 1092-1311; 1094-1488; 1099-1488; 1095- 
"oO- 1099-1494; 1098-1485; 1101-1492; 1103-1488; 1104-1311; UH-lJlli 
I???ll355 1113ll491; 1120-1488; 1121-1311; 1123-1492; 1124-1488; 1124- 
1492-1128-1498; 1134-1513; 1141-1489; 1143-1399; 1150-1311; H54-1493- 
i?5?ll495; 1156ll311; 1164-1494; 1180-1486; 1178-1465; UB1-1J93; 1182 
1489-1192-1488; 1190-1497; 1191-1422; 1204-1477; 1206-1477; 1209-1491 
1206:1492; 1206^1475; 1210-1311; 1216-1311; 1243-1498; 1241-1492; 1240 
1311-1248-1492; 1255-1499; 1255-1492; 1258-1488; 1275-1467; 1281-1492 
1305ll492; 1373-1492; 1385-1459; 1395-1486; 1411-1494; 1411-1492; 1052- 

77/ii-1327867 8 !5-2oSl^30 H 1-376; 12-101; 48-687; 239-687; 334-905; 511- 
857 7^5-956; 759-1317; 102911688; 1277-1868; 1304-1688; 1323-1688; 1629- 
2082- 1788-2196; 1861-2124; 1895-2137; 1896-2166; 1909-2053; 1915-2253; 
1937l22o!! 196612303; 1966l 2 237; 2077-2282; 2117-2358; 2128-2521; 2170- 
2358- 2252-2319; 2300-2537; 2407-2679; 2448-2640; 2448-2639; 2454-2560; 
2471I273" 247ll2716; 2490-2733; 2492-2746; 2493-2742; 2498-2810; 2498- 
2679-2499-2888; 2503-2746; 2533-2780; 2534-2675; 2550-2955; 2563-2876; 
256812749; 2569-2733; 2580-2989; 2580-2937 ;' 2584-3113 ; 2580-2842; 2581- 
2877- 258^-2815 ; 2583-2821; 2612-3191; 2614-2893; 2619-2814; 2619-2712; 
262512896; 2641-2897; 2641-2898; 2647-2998; 2647-3024; 2658-2987; 2659- 
2880-2665-2940; 2667-2939; 2675-2882; 2676-3107; 2677-2967; 2677-3152; 
270412824; 2722-3184; 2730-2910; 2746-3218; 2743-3024; 2744-3036; 2748- 
2971- 2750-3005; 2756-3175; 2769-3398; 2788-2913; 2806-3108; 2811-3091; 
281713115; 2839-3356; 2838-3080; 2839-3075; 2842-3069; 2844-3223; 2852- 
3429- 2863-3410; 2860-3287; 2860-3147; 2861-3120; 2862-3309; 2863-3095; 
286413137; 2864-3059; 2868-3124; 2875-3110; 2883-3161; 2892-3159; 2900- 
3437; 2900-3486; 2903-3201; 2935-3113; 2936-3193; 2961-3517; 2961-3185; 
297213334; 2974-3583; 2976-3209; 2983-3437; 2982-3119; 2986-3247; 2987- 
3210; 2997-3262; 3014-3208; 3014-3529; 3016-3327; 3016-3188; 3015-3423; 
302213380- 3027-3254; 3035-3597; 3035-3300; 3038-3260; 3041-3254; 3043- 
3587; 3102-3569; 3132-3622; 3133-3577; 3135-3406; 3139-3602; 3139-3392; 
3140-3618; 3144-3615; 3154-3625; 3160-3602; 3166-3452; 3168-3409; 3171- 
3621- 3173-3620; 3175-3623; 3192-3622; 3193-3622; 3206-3618; 3210-3620; 
321ll3620; 3214-3464; 3216-3501; 3216-3416; 3216-3359; 3217-3485; 3223- 
3615- 3225-3616; 3225-3623; 3234-3498; 3235-3617; 3245-3514; 3246-3602; 
325213619- 3253-3619; 3271-3597; 3265-3622; 3267-3528; 3281-3591; 3274- 
3620- 3286-3620; 3290-3529; 3301-3593; 3298-3619; 3312-3606; 3312-3617; 
332413623; 3343-3619; 3346-3616; 3375-3619; 3376-3580; 3383-3619; 3383- 
3603- 3384-3619; 3385-3593; 3387-3624; 3401-3603; 3429-3589; 3434-3617; 
344313617- 3447-3617; 3450-3629; 3452-3603; 3455-3636; 3464-3631; 3475- 
3586; 3488-3602; 3495-3602; 3501-3620; 3533-3617; 3541-3617; 3544-3621 
78/LG:1383232.1:2001MAR30 || 1-144; 7-126; 7-372; 7-374; 7-83; 18-380; 27- 
332- 27-528- 59-572; 70-353; 82-589; 179-435; 212-637; 230-611; 236-456, 
24ol615- 322-620- 340-600; 408-607; 422-607; 422-614; 465-1089; 469-1072; 
526-595; 892-^28; 914-1194; 918-1368; 917-1458; ^^J 08 ^, 92 ^ 003 ,:^-, . 
1226- 924-1337- 927-1150; 950-1246; 954-1240; 960-1301; 967-1458; 969-1237, 
976-1201; 976-1278; 977-1458; 977-1174; 983-1458; 1011-1180; 1020-1291; 
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1045-1458; 1051-1438; 1051-1298; 1087-1458; 1088-1291; 1088-1314; 1088- 
1240; 1088-1347; 1088-1277; 1089-1290; 1095-1332; 1095-1343; 1118-1458; 
1123-1251; -1129-1297; 1134-1306; 1140-1350; 1140-1458; 1141-1410; II59I 
1398; 1174-1387; 1176-1458; 1189-1414; 1199-1431; 1199-1458; 1221-1834- 
1258-1431; 1259-1458; 1265-1429; 1297-1458; 1298-1458; 1322-1458; 1321- 
1953; 1334-1458; 1338-1458; 1369-1458; 1372-1458; 1382-1458; 1387-1458- 
1388-1458; 1404-1458; 1755-2279; 1976-2364 

79/LG:1383368.40:2001MAR30 || 1-492; 10-557; 10-603; 23-316; 23-1070- 29- 
1272; 29-400; 36-509; 36-276; 36-281; 36-305; 36-288; 39-678; 38-417.- 38- 
554; 55-584; 58-338; 59-263; 67-316; 68-263; 68-666; 69-302; 71-276; 76- 
403; 76-399; 116-377; 156-355; 217-400; 228-400; 249-494; 258-509; 280-784; 
425-509; 425-707; 425-643; 453-831; 512-780; 524-688; 576-877; 575-875; 
592-1073; 599-1070; 602-1068; 606-1069; 618-878; 620-1069; 638-973; 642- 
1077; 650-1070; 652-1070; 659-1070; 670-1070; 678-1070; 692-1070; 705-1070- 
708-1070; 709-1073; 725-1070; 728-1071; 751-1070; 759-822; 790-855; 798- 
1075; 828-1268; 829-1070; 834-1188; 856-1046; 864-1225; 887-1270; 915-1267; 
917-1270; 918-1486; 923-1268; 924-1267; 970-1271; 993-1278; 1000-1270; 
1018-1273; 1148-1608; 1188-1728; 1231-1762; 1285-1565; 1292-1557; 1298- 
1663; 1351-1856; 1395-1560; 1448-1904; 1471-1935; 1471-1732; 1501-1996; 
1536-1779; 1538-2011; 1711-1971; 1728-2059; 1781-2335; 1781-2016; 1807- 
2294; 1847-2105; 1950-2205; 2031-2429; 2031-2258; 2111-2296; 2144-2393- 
2174-2738; 2174-2459; 2222-2487; 2222-2486; 2278-2577; 2279-2861; 2282- 
2510; 2331-2574; 2379-2626; 2380-2635; 2386-2633; 2412-2665; 2417-2640- 
2542-2781;' 2642-3183; 2662-2917; 2686-2955; 2696-3170; 2696-2928; 2709- 
2997; 2752-3013; 2772-3035; 2775-3288; 2776-3289; 2801-2928; 2819-3112- 
2898-3288; 2901-3328; 2905-3153; 2905-3330; 2908-3328; 2921-3128; 2923- 
3330; 2936-3328; 3010-3266; 3004-3167; 3032-3280; 3032-3332; 3042-3271; 
3043-3265; 3058-3328; 3068-3322; 3069-3328; 3107-3315; 3143-3288; 3150- 
3326; 3150-3328; 3151-3326; 3175-3333; 3207-3337; 3207-3298; 3244-3328 
80/LG: 1384477. 1:2001MAR30 || 1-273; 206-365; 206-696; 256-661; 259-517; 
297-552; 638-1222; 642-911; 912-1159; 912-1034; 1004-1262; 1004-1274; 1029- 
1104; 1029-1116; 1146-1459; 1221-1659; 1546-1919; 1550-1913; 1603-1913- 
1630-1721; 1631-1855; 1631-1854; 1631-1899; 1631-1847; 1631-1918; 1631- 
1913; 1657-1912; 1679-1913 

81/LG:1390822.1:2001MAR30 || 1-513; 210-773; 722-1305; 721-1263; 747-1310- 
817-1311; 960-1124; 957-1413; 954-1344; 960-1249; 964-1262; 966-1480; 969- 
1490; 973-1263; 986-1211; 993-1533; 990-1225; 993-1526; 993-1228; 995-1230; 
993-1566; 995-1220; 1037-1281; 1045-1127; 1097-1702; 1110-1229; 1112-1361- 
1116-1413; 1116-1380; 1124-1196; 1132-1574; 1147-1392; 1148-1389- 1148- 
1692; 1153-1376; 1154-1296; 1155-1614; 1175-1446; 1181-1785; 1191-1509- 
1197-1509; 1225-1485; 1229-1792; 1231-1691; 1233-1716; 1249-1485; 1259- 
1439; 1279-1515; 1295-1542; 1316-1780; 1329-1567; 1337-1776; 1341-1622; 
1344-1591; 1345-1506; 1347-1436; 1349-1558; 1353-1678; 1354-1908; 1366- 
1757; 1374-1806; 1375-1622; 1382-1678; 1428-1797; 1442-1622; 1454-1719- 
1474-1939; 1479-2004; 1496-1629; 1520-1862; 1523-1823; 1526-1820; 1525- 
1766; 1543-1846; 1543-1856; 1576-1838; 1583-1810; 1586-1857; 1589-1830; 
1601-1698; 1604-1966; 1604-1879; 1604-1842; 1608-1788; 1609-1885; 1623- 
1866; 1635-2183; 1637-1850; 1638-1834; 1640-1905; 1639-1892; 1642-1882- 
1641-1908; 1641-1839; 1642-1885; 1641-1853; 1643-1866; 1643-1755; 1644- 
1896; 1646-1*36; 1646-1905; 1646-1729; 1647-1889; 1651-1939; 1652-1866- 
1652-2174; 1654-2060; 1655-1914; 1655-1898; 1656-2202; 1656-1756; 1658- 
1851; 1663-2057; 1661-1936; 1675-1968; 1683-1881; 1683-1957; 1683-1832; 
1692-1936; 1711-2106; 1715-2194; 1718-1778; 1722-1983; 1756-2030; 1761- 
1982; 1771-2223; 1777-1988; 1786-1998; 1787-2070; 1796-2327; 1803-2045; 
1803-2096; 1804-2361; 1806-2354; 1806-2060; 1835-2214; 1847-2269; 1855- 
2156; 1876-2323;. 1881-2142; 1885-1999; 1901-2059; 1903-2252; 1910-2465; 
1932-2196; 1942-2191; 1944-2184; 1944-2156; 1947-2211; 1947-2172; 1952- 
2067; 1956-2244; 1957-2487; 1957-2163; 1952-2363; 1976-2224; 1988-2519; 
1999-2236; 2000-2251; 1994-2492; 2031-2663; 2038-2592; 2041-2278; 2041- 
2302; 2045-2524; 2057-2524; 2068-2663; 2088-2366; 2104-2557; 2109-2609; 
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2120-2327; 2117-2689; 2119-2393; 2118-2383; 2120-2383; 2123-2524; 2124- 
2377: 2129-2663; 2132-2663; 2142-2422; 2150-2431; 2155-2371; 2155-2689; 
2158-2477; 2170-2423; 2172-2524; 2173-2257; 2176-2442; 2176-2446; 2176- 
2589- 2188-2524; 2200-2460; 2202-2501; 2204-2479; 2212-2460; 2214-2445; 
221712507; 2220-2505; 2221-2455; 2223-2480; 2228-2704; 22.33-2457; 2235- 
2640; 2253-2505; 2263-2642; 2266-2521; 2268-2471; 2268-2866; 2270-2505; 
2272-2866; 2279-2854; 2293-2505; 2298-2527; 2299-2503; 2304-2521; 2308- . 
2718- 2311-2521; 2314-2521; 2316-2521; 2330-2521; 2337-2521; 2344-2927; 
2349^2590; 2352-2619; 2352-2615; 2370-2640; 2390-2658; 2399-2637; 2409- 
2661- 2421-2685; 2427-2696; 2445-2991; 2460-2521; 2461-2714; 2469-3026; 
247^2844; 2490-3093; 2529-2763; 2529-2774; 2531-2765; 2539-2742; 2539- 
2691- 2539-2761; 2539-2737; 2539-2732; 2545-2796; 2548-2689; 2558-2814; 
255712746- 2557-2842; 2559-2640; 2571-2841; 2574-2894; 2581-2832; 2616- 
2800; 2616-2886; 2614-2823; 2625-2766; 2631-2881; 2631-2877; 2643-2929; 
2645-3003- 2646-2891; 2650-2918; 2656-2989; 2656-3186; 2653-2934; 2656- 
2902,- 2659-2921; 2670-2810; 2682-2977; 2683-2962; 2689-2972; 2700-2925; 
270813239; 2716-3115; 2722-2945; 2722-3229; 2726-3207; 2732-3206; 2740- 
2958- 2742-3007; 2745-3020; 2745-3206; 2750-3201; 2758-3243; 2760-2880; 
276313200; 2765-2970; 2768-3300; 2768-3190; 2779-3267; 2786-3068; 2787- 
3207- 2787-2944; 2789-3057; 2790-3007; 2793-3042; 2793-3208; 2797-3049; 
280313102; 2803-3042; 2803-3067; 2804-3054; 2804-3050; 2807-3036; 2812- 
3011- 2812-3124; 2814-3061; 2821-3123; 2820-2941; 2822-3070; 2822-3073; 
2830-3085; 2832-3065; 2833-3027; 2841-3069; 2845-3099; 2845-3080; 2847- 
3227- 2856-3129; 2866-3092; 2867-3098; 2878-3366; 2884-3206; 2886-3068; 
290713291; 2908-3158; 2908-3115; 2909-3176; 2910-3175; 2911-3036; 2914- 
3167- 2916-3183; 2926-3182; 2932-3166; 2940-3186; 2944-3172; 2949-3166; 
294913159- 2958-3474; 2968-3601; 2973-3246; 2976-3202; 2978-3384; 2990- 
3540- 2992-3506; 2993-3115; 2995-3266; 3004-3318; 3011-3500; 3012-3230; 
301513201; 3015-3291; 3016-3334; 3016-3270; 3016-3306; 3018-3201; 3018- 
3122- 3019-3583; 3022-3310; 3023-3201; 3024-3201; 3032-3201; 3033-3197; 
304013262; 3040-3201; 3040-3593; 3040-3305; 3040-3093; 3053-3331; 3053- 
3340- 3060-3154; 3061-3302; 3066-3201; 3068-3337; 3072-3339; 3078-3201; 
307713653; 3077-3322; 3081-3304; 3081-3339; 3089-3354; 3097-3550; 3098- 
3653- 3092-3414; 3107-3409; 3110-3399; 3120-3354; 3120-3327; 3120-3368; 
312ll3361; 3128-3655; 3129-3393; 3130-3401; 3136-3387; 3140-3417; 3144- 
'3641- 3140-3324; 3140-3371; 3140-3415; 3140-3403; 3142-3444; 3142-3403; 
314813200; 3146-3392; 3147-3378; 3146-3389; 3148-3445; 3150-3351; 3167- 
3615- 3172-3653; 3179-3656; 3185-3654; 3186-3656; 3188-3617; 3189-3619; 
320013655; 3205-3485; 3209-3423; 3210-3507; 3215-3476; 3221-3481; 3221- 
3460- 3223-3483; 3228-3460; 3228-3476; 3228-3435; 3228-3506; 3228-3349; 
322813454; 3227-3425; 3228-3458; 3228-3457; 3228-3358; 3228-3400; 3232- 
3655- 3235-3329; 3236-3470; 3239-3564; 3244-3654; 3244-3489; 3246-3445; 
324713639,- 3250-3356; 3253-3524; 3257-3448; 3272-3655; 3275-3569; 3287- 
3410- 3288-3517; 3291-3521; 3309-3517; 3312-3653; 3326-3545; 3329-3545; 
333013605; 3335-3656; 3337-3539; 3338-3652; 3345-3657; 3350-3653; 3358- 
3612- 3363-3616; 3363-3652; 3376-3653; 3378-3651; 3382-3652; 3392-3600; 
340313607; 3406-3651; 3407-3638; 3408-3563; 3409-3591; 3409-3661; 3419- 
3624- 3420-3653; 3421-3653; 3433-3653; 3440-3578; 3453-3651; 3469-3632; 
347213650; 3475-3655; 3475-3656; 3477-3655; 3477-3653; 3477-3660; 3478- 
3655- 3483-3710; 3485-3654; 3489-3653; 3494-3653; 3495-3652; 3495-3647; 
349613653; 3499-3629; 3518-3651; 3555-3653; 3565-3658; 3567-3653; 3569- 
3648; 3578-3657; 3585-3653; 3592-3651; 3602-3655; 2539-2699; 2683-2951; 
2631-2899; 2938-3206; 2539-2720; 2881-3152; 2600-2738; 2784-3056; 2557- 
2832- 7556-2830; 3064-3201; 2805-3072; 2683-2963; 2656-2936; 2786-2910; 
290513188- 3644-3936; 3159-3293; 2610-2908; 2793-3046; 2793-3016; 2870- 
3175; 2871-3183; 2804-3113; 2729-3051; 2794-3134; 2864-3203; 2856-3200; 
2853-3202; 2855-3206; 2804-3148; 2853-3207; 2832-3207; 2831-3206; 116-501; 
2826-3202- 2817-3205; 2817-3206; 3228-3640; 3233-3652; 3215-3652; 3221- 
3652; 3212-3652; 3218-3657; 3218-3652; 3218-3648; 2790-3086; 2656-2889; 
2849-3206; 2553-2744; 2793-2959; 2828-3207; 2693-2959; 3161-3422; 2912- 
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3173; 2587-2848; 2844-3098; 3228-3372; 2407-2499; 2914-3170; 2563-2740- 
2619-2871; 2539-2677; 2957-3206; 2806-3054; 3100-3324; 2827-3071- 258ll 
2740; 2912-3152; 2967-3197; 2793-3025; 2850-3080; 2971-3200; 3399-3495- 
2982-3206; 2806-3027; 2989-3207; 2786-3001; 2994-3201; 2792-2998- 2849^ 
3046; 3644-3814; 3097-3283; 2814-2993; 2349-2499; 3120-3291; 2793-2896- 
3093-3254; 3228-3385; 3115-3263; 3152-3283; 3218-3309; 2845-2962; 2846- 
2962; 2907-3005; 3227-3307 

82/LG: 1398274. 13 :2001MAR30 || 1-437; 1-223; 40-297; 53-386; 53-441; 53-305- 
53-298; 73-275; 127-214; 200-403; 216-442; 298-555; 345-893- 371-940- 381-' 
527; 410-872; 445-689; 460-617; 479-737; 486-693; 529-1072; 559-838 •' 571- 
1060; 623-839; 664-1100; 701-960; 701-943; 701-908; 769-1179; 855-1180- 
975-1492; 978-1169; 978-1072; 983-1072; 993-1072; 1104-1279; 1120-1356- 
1149-1567; 1155-1617; 1155-1419; 1213-1510; 1220-1524; 1250-1433- 1260- 
1392; 1273-1566; 1298-1550; 1368-1559; 1380-1659; 1399-1490- 1469-1557- 
1604-2141; 1625-1868; 1686-1838; 1692-1959; 1693-2043; 1693-1941; 1706^ 
1895; 1740-2310; 1747-2316; 1768-2042; 1778-2077; 1780-2316; 1803-2353- 
1827-2366; 1846-2389; 1883-2202; 1904-2367; 1904-2139; 1933-2495- I933I 
2354; 1952-2162; 1957-2233; 1984-2270; 2001-2080; 2014-2706; 2023-2303- 
2030-2412; 2059-2337; 2087-2328; 2136-2420; 2137-2336; 2162-2303- 2165^ 
2869; 2176-2741; 2176-2722; 2232-2356; 2279-2590; 2281-2615; 2284-2463- 
2287-2540; 2287-2923; 2292-2545; 2296-2503; 2307-2568; 2308-2565- 2319^ 
o^'\ 2324 " 2956 '" 2333 - 2583 '" 2345-2868; 2372-2627; 2375-2642; 2381-2890- 
2386-2840; 2389-2841; 2410-2650; 2418-2663; 2445-3089; 2452-3080- 2469- 
2721; 2472-2860; 2478-2841; 2526-3070; 2518-2801; 2520-2742; 2531-2747- 
2535-2833; 2572-2821; 2594-2864; 2640-3040; 2640-2901; 2640-2877- 2643^ 
3039; 2643-2879; 2643-2846; 2643-2833; 2645-2905; 2647-2935; 2658-2911- 
2660-2934; 2664-2903; 2664-2799; 2681-2950; 2684-2808; 2700-3231- 2700- 
2949; 2728-2883; 2734-2853; 2745-2999; 2753-3024; 2753-3012; 2755-3030- 
2755-2931; 2766-3000; 2767-2975; 2768-2982; 2779-3280; 2780-3022- 2791^ 
3018; 2793-3043; 2801-3044; 2804-3350; 2804-3076; 2808-2860; 2814-3175- 
2815-3035; 2816-3072; 2828-2886; 2851-3009; 2853-3117; 2860-3097; 2861- 
3418; 2866-3357; 2893-3148; 2904-3184; 2913-3192; 2918-3057- 2921-3136- 
2926-3519; 2928-3138; 2934-32i3; 2940-3035; 2945-3447; 2946-3332- 2945^ 
3214; 2955-3214; 2960-3434; 2964-3265; 2966-3230; 2974-3230; 2979-3465- 
3007-3228; 3012-3427; 3013-3573; 3020-3289; 3027-3233; 3032-3238- 304 3 1 
3508; 3041-3289; 3049-3566; 3052-3465; 3053-3599; 3065-3465; 3086-3517- 
3086-3312; 3092-3324; 3105-3634; 3106-3530; 3117-3384; 3132-3649- 3132- 
3400; 3137-3353; 3145-3486; 3158-3730; 3179-3735; 3182-3375; 3185-3410- 
3196-3551; 3196-3479; 3212-3474; 3212-3457; 3214-3410; 3215-3296; 3217^ 
3575; 3218-3727; 3225-3466; 3229-3471; 3235-3759; 3238-3481; 3247-3495- 
l 2 ,il~ 3 t 10 l 3271 " 3734 <- 3271-3731; 3308-3384; 3359-3692; 3527-3735; 3706^ 
4190; 3706-4106; 3706-3975; 3728-4192; 3729-4193; 3737-4197; 3737-4193- 
3739-4197; 3741-4194; 3751-4193; 3753-4193; 3764-4015; 3772-4196; 377 7 1 
HIV 3785 " 4193 '- 3789-4190; 3789-4106; 3813-4193; 3819-4190; 3859-4198- 
3874-4190; 3875-4190; 3879-4190; 3886-4106; 3900-4194; 3900-4190; 3900^ 
4195; 3903-4194; 3907-4064; 3910-4190; 3911-4054; 3921-4193; 3933-4190- 
3939-4176; 3951-4198; 3955-4190; 3954-4106; 3973-4189; 3984-4190- 3987^ 
4194; 3989-4190; 3993-4194; 4030-4190; 4059-4186; 4099-4191; 4105-4232- 
f^" 4 . 1 ??: 412 3-4195; 4121-4189; 4121-4184; 4125-4178; 4131-4190; H04I 
xo/ / ; liii-1296 

83/LG:1398646.1;2001MAR30 || 1-253; 57-503? 57-250; 121-735; 175-440- 213- 
441; 265-529; 267-447; 464-1008; 464-1052; 475-723; 475-823; 475-778- 475- 
708; 475-709; 475-710; 475-712; 516-606; 526-824; 640-889; 655-903; 818- 
1036; 969-1505; 1401-1868; 1403-1622; 1459-1612; 1479-1876; 1503-1771- 
o^~ 18 ,lll 1657 - 1750 <- 1681-1861; 1776-2365; 1897-2429; 1897-2191; 1906- 
2132; 1906-2016; 1919-2340; 1906-2092; 1906-2033; 1906-2350; 1939-2176 
1963-2164; 1972-2319; 2001-2159; 2014-2545; 2027-2242; 2040-2386; 2045- 
2313; 2055-2532; 2074-2269; 2101-2570; 2106-2390; 2117-2510; 2119-2333 
™~ 2 f 98; 2122 - 2404 <- 2137-2573; 2145-2403; 2148-2390; 2148-2362; 2148- 
2339; 2156-2570; 2157-2412; 2157-2529; 2161-2570; 2162-2573; 2163-2574; 

268 



BNSDOCID: <WO 02083B76A2_I_> 



WO 02/083876 PCT/US02/09921 

Table 3 

2170-2564- 2169-2565; 2169-2436; 2174-2568; 2179-2579; 2184-2568; 2190- 
2568- 2193-2574; 2198-2454; 2207-2465; 2209-2589; 2209-2532; 2190-2509- 
2214-2604- 2213-2746; 2218-2806; 2226-2445; 2226-2488; 2233-2477; 2235 
2564- 2234-2448; 2236-2473; 2237-2523; 2245-2474; 2246-2505; 2247-2474 
2245^2455- 2247-2581; 2247-2429; 2247-2501; 2251-2573; 2253-2491; 2254 
2535- 2263-2761; 2265-2570; 2266-2574; 2253-2564; 2275-2700; 2296-2570 
2298-2570- 2303-2522; 2316-2404; 2317-2568; 2319-253.2; 2320-2564; 2322 
2570- 2328-2591; 2336-2570; 2336-2563; 2360-2570; 2363-2585; 2380-2570 
238712524- 2389-2618; 2397-2618; 2406-2596; 2432-2569; 2446-2577; 2430 
2716- 2436-2807; 2439-2715; 2457-2700; 2492-2568; 2476-2715; 2476-2947 
248012629; 2488-2722; 2499-2735; 2506-2581; 2526-2771; 2551-3048; 2555 
3051- 2636-2700; 2629-2916; 2629-3048; 2629-2700; 2630-2865; 2629-3085 
2632-2868; 2632-2892; 2633-3044; 2635-3099; 2635-3188; 2636-2695; 2638 
3050; 2645-2900; 2645-2888; 2649-3041; 2653-3103; 2654-3188; 2674-3092 
266813091; 2670-2956; 2672-3181; 2674-3088; 2686-3091; 2699-3243; 2724 
2956- 2710-3078; 2717-2963; 2717-2956; 2722-3088; 2724-2952; 2724-2999 
272412980; 2731-3095; 2741-3027; 2748-3096; 2765-3096; 2766-3091; 2769 
3096-2777-3094; 2780-2983; 2789-3071; 2793-3085; 2796-3048; 2798-2977 
281513091- 2872-3091; 2872-3096; 2868-3094; 2870-3091; 2874-3097; 2888- 
3091- 2901-3091; 2905-3040; 2956-3053; 2963-3091; 2984-3091 
84/LG:1398905.1:2001MAR30 || 1-545; 420-831; 420-849; 420-833; 435-790; 
440-848; 443-689; 447-850; 449-707; 507-726; 513-771; 515-767; 515-856 ; 
532-846- 533-697; 536-807; 567-780; 791-1282; 888-1072; 894-1429; 1017- 
1242; 1166-1269; 1344-1465; 1402-1463; 1405-1464; 1414-1463; 1013-1349; 

85/LGtl399785 2 ll2001MAR30 || 1-592; 243-865; 334-815; 384-1043; 389-856; 
394-997- 469-995; 477-921; 477-688; 603-1040; 623-838; 647-832; 657-1046 
660-825- 668-983; 668-882; 784-1409; 861-1445; 922-1445; 1018-1266; 1109 
1384- 1392-1706; 1572-1866; 1592-1835; 1684-1886; 1767-1999; 1767-1881; 
176812295- 1770-2034; 1777-2408; 1817-2389; 1864-2128; 1864-1983; 1892- 
2213- 1892-2141; 1896-2193; 1896-2023; 1935-2301; 1941-2148; 2011-2572; 
209512208; 2123-2741; 2134-2350; 2160-2265; 2166-2768; 2177-2580; 2173- 
2415- 2186-2460; 2221-2740; 2231-2423; 2260-2503; 2260-2450; 2262-2533; 
227012502; 2297-2881; 2309-2676; 2309-2502; 2330-2609; 2354-2810; 2348- 
2433- 2354-2630; 2374-2776; 2374-2676; 2399-2578; 2404-2652; 2413-2735; 
2463.12696; 2552-2809; 2553-2951; 2558-3001; 2566-2869; 2577-2812; 2577- 
2762- 2580-2822; 2584-2768; 2589-2935; 2589-2806; 2606-2763; 2604-2836; 
267613255; 2676-3023; 2682-3232; 2698-2982; 2758-3299; 2802-3094; 2806- 
3093- 2815-3087; 2817-3077; 2911-3166; 2966-3561; 2996-3251; 3029-3624; 
306213214; 3067-3509; 3087-3238; 3090-3366; 3093-3336; 3139-3556; 3181- 
3542- 3182-3554; 3182-3435; 3198-3442; 3215-3395; 3219-3550; 3247-3735; 
326313395; 3264-3550; 3284-3547; 3283-3540; 3284-3630; 3288-3802; 3292- 
3525- 3311-3548; 3323-3542; 3353-3557; 3373-3509; 3374-3550; 3405-3550; 
342813502; 3528-3780; 3690-3937; 3756-4378; 3756-4056; 3758-3917; 3782- 
3927- 3805-3919; 4066-4637; 4067-4477; 4079-4475; 4081-4356; 4083-4319; 
408314142; 4086-4356; 4109-4604; 4109-4373; 4120-4594; 4134-4699; 4097- 
4610- 4146-4421; 4148-4449; 4149-4388; 4154-4392; 4154-4391; 4182-4449; 
417314424; 4189-4389; 4189-4373; 4239-4534; 4241-4839; 4240-4738; 4260- 
4804- 4260-4466; 4306-4388; 4324-4603; 4324-4570; 4327-4767; 4332-4431; 
4334-4661; 4345-4702; 4345-4545; 4360-4525; 4388-4903; 4389-4904; 4398- 
5040- 4400-4685; 4400-4681; 4451-4629; 4477-4778; 4482-4749; 4485-4912; 
448514723; 4491-4728; 4496-4776; 4516-5121; 4532-4927; 4542-4781; 4551- 
5194- 4552-4908; 4552-4784; 4556-5124; 4577-4849; 4577-4867; 4584-4834; 
459615123; 4624-4856; 4645-4814; 4645-4800; 4647-4774; 4657-5131; 4685- 
5246- 4692-5208; 4697-4906; 4715-4962; 4721-5118; 4721-4934; 4729-4870; 
474ll5014; 4748-5014; 4749-5015; 4752-4900; 4771-5002; 4781-5004; 4781- 
4964- 4781-5159; 4783-4977; 4799-5015; 4859-5154; 4877-5476; 4880-5173; 
488515171; 4886-5164; 4888-5128; 4900-5168; 4903-5007; 4906-5179; 4914- 
5264- 4918-5156; 4921-5472; 4929-5211; 4938-5296; 4938-5176; 4938-5099; 
494015209; 4960-5484; 4960-5237; 4960-5535; 4961-5609; 4998-5151; 5012- 
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5227; 5013-5278; 5016-5578; 5017-5267; 5019-5552; 5019-5278; 5026-5277 
5031-5123; 5034-5318; 5043-5613; 5046-5661; 5044-5302; 5046-5303- 5045- 
5273; 5047-5664; 5061-5665; 5060-5507; 5059-5175; 5060-5269; 5060-5266- 
5072-5662; 5082-5366; 5083-5308; 5088-5603; 5091-5656; 5091-5322- 5091- 
5312; 5094-5336; 5102-5405; 5112-5695; 5117-5380; 5118-5275; 5130-5700- 
5152-5425; 5163-5660; 5156-5418; 5158-5662; 5176-5457; 5174-5657; 5183- 
5659; 5184-5657; 5190-5621; 5193-5405; 5206-5462; 5213-5705; 5223-5493 
5231-5662; 5228-5514; 5233-5638; 5234-5453; 5230-^5494; 5236-5701; 5257- 
; 5271-5701; 5274-5704; 5273-5502; 5283-5548; 5283-5516; 

5284-5524; 5271-5699; 5285-5697; 5289-5702; 5291-5699; 5292-5700; 5293- 
5526; 5298-5707; 5298-5554; 5289-5545; 5302-5587; 5307-5699; 5306-5699; 
5309-5532; 5310-5703; 5299-5698; 5315-5625; 5315-5576; 5314-5573; 5317- 
5705; 5318-5701; 5318-5700; 5309-5701; 5326-5699; 5313-5701; 5327-5702 
5333-5701; 5333-5700; 5347-5705; 5348-5701; 5337-5701; 5351-5699- 5340- 
5703; 5354-5699; 5363-5701; 5365-5653; 5355-5699; 5376-5680; 5372-5701- 
lllo Z°* 3 n L ™~ 5701 '' 5380 -5701; 5385-5702; 5386-5703; 5397-5706; 5389- 
5598; 5405-5701; 5411-5701; 5412-5700; 5418-5548; 5421-5700; 5409-5701- 
5436-5696; 5444-5684; 5444-5694; 5445-5699; 5463-5703; 5473-5701- 5481- 
5701; 5481-5699; 5492-5699; 5492-5692; 5492-5662; 5494-5697; 5498-5699 
5525-5643; 5527-5650; 5532-5701; 5583-5699; 5591-5660; 5649-5699 
86/LG: 1446193. 10 :2001MAR30 || 1-619; 300-808; 740-1277; 832-1221; 832-1102- 
936-1277; 959-1487; 959-1433; 987-1207; 1011-1166; 1067-1270; 1180-1762 
1187-1586; 1205-1505; 1219-1745; 1219-1475; 1289-1780; 1302-1535- 1318-' 
1606; 1361-1724; 1361-1646; 1367-1547; 1370-1648; 1385-1587; 1397-1566- 
1397-1561; 1397-1692; 1399-1645; 1402-1602; 1402-1577; 1405-1924- 1406- 
™'"™ 7 " 1798; 1406 - 1676 <- 1406-1600; 1406-1561; 1418-1675; 1419-1670, 
1441-1779; 1445-1825; 1468-1916; 1492-1888; 1549-1849; 1614-1917; 1623- 
* 9 "'\ 1623 ~ 1906; 1646-1870; 1724-2112; 1741-2040; 1749-2003; 1749-1965 
ll\l~ 2 lVA ^f" 1916; 1921 - 225 1; 1922-2199; 1943-2193; 1998-2496; 2143^ 
„lV 2 lt 2 ~ 23A1; 2150 - 25 87; 2161-2441; 2200-2464; 2229-2668; 2244-2469- 
2244-2468; 2244-2467; 2262-2841; 2262-2419; 2269-2467,-2288-2457; 2306- 
2520; 2309-2570; 2333-2434; 2368-2538; 2369-2519; 2373-2563- 2373-2610- 
2404-2621; 2434-2687; 2440-2898; 2442-2683; 2444-2834; 2466l 30 14; 2466- 
o3of'\ 2465 " 2685 '* 2493 - 2970 <- 2510-3021; 2520-3025; 2520-2976; 2520-2739 
llA oo!o" 2733; 25 48-3049; 2548-2788; 2571-3025; 2587-3059; 2602^ 
lAV.llt °" 2849; 2640-2848; 2646-3065; 2651-3065; 2660-3061; 2660-3053- 
2664-2953; 2667-2862; 2699-3062; 2705-3062; 2705-3059; 2708-3062- 2711- 
™'\ 2713 ~ 3061 '' 2731 - 2960 ' 2734-3060; 2738-3062; 2737-3059; 2758-2986- 
2780-3062; 2788-3037; 2792-3023; 2799-3051; 2822-3065; 2839^3047 2839- 
3065; 2851-3062; 2859-2936; 2894-3015; 2900-3061; 2910-3054 
87 /LG: 1446210. 8 :2001MAR30 || 1485-1790; 1271-1662; 1346-1662; 1156-1506- 
1193-1506; 1100-1506; 1276-1505; 1058-1504; 1320-1502; 1061-1502- 1095-' 
1502; 1102-1502; 1223-1502; 1173-1500; 1359-1498; 1193-1485; 1276-1466- 
1072-1465; 1035-1464; 1193-1463; 1185-1451; 119311445; 1356ll415 IIT^ 
HoV ^o"P 70 '* 967 " 1366; H48-1368; 1059-1289; 1004-1255; 650-1238; 980- 
1222; 909-1189; 918-1181; 946-1165; 1072-1158; 882-1140; 914-1134- 947- 
1091; 509-1080; 836-1053; 776-992; 608-962; 643-955; 525-939- 527l 9 37- 486 
937; 589-934; 512-933; 525-932; 553-932; 476-930; 7i 7 -930; 508-930 589- 
929; 676-928; 467-927; 569-928; 515-928; 523-927!- 526-928: ^l-ll^ X?_ 
y^7; 3b9-927; 635-927; 582-926; 534-927; 494-927; 525-927- 526-927- 505- 
927; 519-927; 521-927; 670-927; 657-927; 656-927 519-925- 470J2T- 511 
924; 568-923; 594-917; 729-918; 685-917; 672-916 673-916- B^-BlV- 111 

11V ITAIV SiiS' ^ 0_888; 259 " 888; 41 °- 887; 470 - 887 '- 4 53-88 6 ; Ill- 
Ill'- lll llV lll nlV lH~n 67: 583 - 860 '" 556-799; 547-786; 528-781; 530- 
777, 493-766; 548-735; 458-720; 474-719; 469-719; 98-716- 427-710- 4PS-70<3- 
440-693; 407-676; 550-673; 357-693; 52-655; 438-654; 4071619; lls'-Gsl 292! 

362- llo'ttV lT;tt 1: iil 2 ; 5 * 3: 296 - 519! 319 - 525 -' 194 - 480 '- 3 00-4?4? 222 
362; 110-315; 60-296; 179-254; 1-189 

8 ^ LG -^ 5 °^ 4 - 6:2001MAR3 ° II 1-450; 61-213; 82-413; 84-208; 204-303; 211- 
477; 213-673; 245-562; 248-540; 289-809; 294-825; 304-840; 318-595; 335- 
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3S4-S30, 3,3-S22, 370-000, 337-03B, 3,7-870, 

E EH! EHi S3! Eii SSii ss: ass: s- 

575- 125-561; 61-461; 1-352; 1-237; 61-185 

91/LG:1498113.1:2001MAR30 || 1-65 ^65-585 78 . 287 _ 3 41; 271-341; 

92/LG:1500042.1:2001MAR30 | | 186-56 2 ; 22 8-443 ,147 3 78 , £ 268 _ 33 5 ; 

II II II II m SB Bffi. 
IlillfllllSlSll 

US" 3 S« 33." 2 9 3i-34 9 0; 3 MH-1SL »«-3«1 3003-3250, 3013-3263, 

5S51,SSK-?S1,3S:-3?SUS: 1 0~ :3 ,0 ; 3200 : 3 r 4,_33OO- 

^^i3^^l2^:3?^ 3 1S'3^tl3^i3^^ir3l:3fJr ^3 2, 3333- 
3353 3732-3361-3712; 3367-3528; 3370-3581; 3381-3677; 3390-3712, 
3712; J JDi ->>i-,c ri/t/iQ -37/tq. H153-3706; 3453- 

3397-3712; 3398-3706; 3407-3710; 3435-3713; 3449-3749, 34b-5 
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3712; 3456-3609; 3474^3707; 3475-3683- 3489-3709- mm ^i, 

SSSETmS?""" " X - 624: I61 - 682: 5 ' 5 °- 1130; "4- 1279; 
95/LG: 1501768. 2 :2001MAR30 || 1-251; 10-257 

^ L ? 1 : l 50 ?^ 5 ;f; 2 ° 01MAR3 ° 11 1 " 656? "7-433; 166-714; 167-442- 169-804- 
Al ZIV 167 " 390; 199-451; 214-1032; 279-705; 313-714- 373-789. tU Itt 

5S.15! SS:?S; SidS 1 468 " 930; 510 - 863; »"-9 3 K'5a"f7i 7 :?'75« 9 f2S! 
K^i^S^S; a ;SST 3 S.li a S^sS2i 472 ~ 839; 352 " 768; 270 - 747; 

IHHHUHHglgi 

llflllliillll 

1577; 1038-1568; 1356-1555; 1372-1529; SM-SIt SJiiiif^SJ^niS 0 - 
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2578-2805; 2585-3032; 2594-2861; 2594-2739; 2602-3166; 2645-3099; 2661- 
2933- 2663-2887; 2663-2881; 2663-2791; 2665-3231; 2676-2922; 2723-2954; 
2732l30->0; 2733-3032; 2738-2978; 2753-2993; 2759-3291; 2762-2979; 2775- 
3048- 2782-3287; 2791-3379; 2795-3089; 2807-3061; 2807-3069; 2826-2934; 
2829-3104- 2839-3397; 2842-3133; 2879-3407; 2876-3046; 2914-3134; 2937- 
3291-' 2955-3194; 2980-3373; 2983-3224; 2986-3407; 2986-3238; 3024-3409; 
3065-3201; 3072-3235; 3083-3207; 3093-3379; 3094-3243; 3109-3503; 3125- 
3197- 3149-3363; 3149-3356; 3162-3813; 3162-3406; 3184-3416; 3205-3400; 
322913388; 3230-3741; 3242-3513; 3245-3356; 3257-3417; 3263-3501; 3262- 
3512- 3277-3532; 3339-3615; 3351-3598; 3466-3932; 3763-3925; 3779-3969; 
3858-3928; 3867-3969; 3873-3969; 3934-4391; 3951-4549; 4058-4321; 4058- 
4198- 4099-4631; 4154-4711; 4252-4531; 4274-4811; 4282-4896; 4364-4607; 
440514897; 4418-4546; 4413-4720; 4453-4931; 4455-4718; 4560-4656; 4541- 
5144- 4558-4986; 4564-4745; 4572-5078; 4563-4856; 4708-5279; 4690-4913; 
477315034; 4729-4924; 4776-5273; 4811-5033; 4825-5395; 4825-5241; 4830- 
5089- 4849-5093; 4804-5004; 4845-5387; 4911-5184; 4915-5542; 4929-5497; 
496915274- 4969-5229; 4970-5206; 5018-5419; 4974-5501; 4985-5208; 5011- 
5397- 5063-5145; 5026-5428; 4966-5347; 5098-5210; 5018-5253; 5023-5394; 
5024^5252; 5085-5595; 5091-5451; 5108-5257; 5059-5218; 5060-5344; 5086- 
5333- 5134-5241; 5104-5340; 5152-5373; 5273-5353; 5250-5341; 5297-5353; 
5322-5504; 5335-5411; 5387-5466; 5439-5689; 5443-5703; 5464-5642; 5458- 
5706- 5509-6097; 5572-6108; 5638-5873; 5630-6220; 5630-5984; 5760-6334; 
6114-6332- 6114-6684; 6233-6309; 6270-6804; 6297-6809; 6314-6568; 6420- 
6809- 6445-6809; 6601-7147; 6674-6759; 5316-5451; 5316-5632; 4964-5075; 
4969-5075; 5334-5512; 5322-5467; 3837-3967 

101/LG:170604.1:2001MAR30 || 1-489; 214-496; 236-501; 238-790; 241-500 
102/LG:190477.4:2001MAR30 || 1-431; 1-118; 1-205; 10-196; 10-513; 21-129; 
. 19-309; 21-361; 26-255; 68-327; 364-972; 407-685; 427-996; 483-1044; 566- 
975- 568-834; 639-1130; 644-939; 684-1255; 684-876; 767-1002; 832-1051; 
839-1051- 838-1257; 838-1316; 913-1181; 913-1184; 1016-1537; 1065-1303; 
1071-1545- 1071-1526; 1231-1630; 1231-1779; 1236-1360; 1270-1779; 1284- 
1786; 1320-1788; 1332-1573; 1336-1760; 1370-1686; 1412.-1734; 1418 -^24; 
142 8 ll824; 1515-1819; 1558-1819; 1576-1822; 1624-2089; 1936-2481; 1964-2250 
103/LG:198087.8:2001MAR30 || 1-254; 1-491; 19-302; 50-597; 136-623; 157- 
427- 177-512; 179-402; 206-405; 319-569; 424-972; 487-987; 646 - 1051 ; o 6 ^- 
1140; 670-1007; 783-1226; 785-1237; 786-1078; 797-1030; 867-1117; 899-1049; 
900-1217- 951-1394; 951-1237; 964-1237; 964-1033; 1090-1250; 1116-1498; 
1131-1356- 1183-1422; 1257-1713; 1257-1646; 1258-1701; 1258-1732; 1258- 
1737- 1258-1651; 1259-1623; 1260-1703; 1261-1726; 1261-1741; 1261-1716; 
1262-1721- 1262-1717; 1262-1712; 1262-1716; 1262-1705; 1262-1660; 1262- 
1699; 1265-1407; 1288-1575; 1300-1889; 1302-1731; 1307-1667; 1349-1623; 
1371-1744- 1368-1906; 1410-1604; 1548-1761; 1559-1813; 1599-1822; 1602- 
2096; 1618-1910; 1629-1822; 1650-2213; 1687-2294; 1698-1948; 1740-1997; 
1741-1796- 1743-2287; 1760-2004; 1785-2223; 1813-2246; 1886-2470; 1886- 
2248; 1886-2201; 1892-2486; 1949-2135; 1959-2218; 1962-2565; 1964-2252; 
1975-2246- 1983-2390; 2047-2289; 2070-2284; 2082-2301; 2126-2406; 2150- 
2305- 2171-2455; 2185-2236; 2218-2445; 2221-2505; 2226-2904; 2279-2513; 
2469-3003; 2540-3068; 2540-3045; 2510-3083; 2517-2869; 2527-2942; 2529- 
3011- 2531-2753; 2554-2782; 2557-2786; 2568-2959; 2568-2830; 2568-2793; 
2571-2811; 2575-2961; 2577-2823; 2576-2785; 2580-2847; 2582-2813; 2599- 
2814- 2599-2856; 2599-2817; 2623-2969; 2623-2892; 2622-2844; 2629-2912; 
2633-2876'; 2650-2859; 2665-3267; 2671-3094; 2682-2938; 2688-2963; 2696- 
2958; 2702-2966; 2703-2958; 2709-2930; 2713-3009; 2720-3247; 2720-2943; 
2730-3311; 2735-2972; 2737-2988; 2737-2798; 2769-3294; 2774-3046; 2785- 
3109; 2788-3040; 2789-3061; 2838-2985; 2842-3266; 2842-3126; 2842-3058; 
2848-3106; 2848-3096; 2848-2962; 2850-3098; 2854-3338; 2859-3317; 2865- 
3059; 2876-3427; 2881-3124; 2882-3134; 2884-3068; 2889-3242; 2904-3473; 
2908-3424; 2908-3138; 2910-3152; 2911-3197; 2911-3180; 2917-3130; 2917- 
2974; 2919-3177; 2924-3185; 2939-3226; 2941-3254; 2952-3217; 2956-3211; 
2970-3210; 2975-3168; 2976-3449; 2978-3217; 2981-3238; 2997-3280; 2999- 
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3242; 3001-3291; 3038-3365; 3040-3285; 3040-3262; 3041-3229; 3045-3296- 
3047-3266; 3048-3175; 3052-3304; 3053-3500; 3053-3302; 3055-3326; 3059^ 
3288; 3073-3311; 3077-3327; 3092-3340; 3107-3371; 3109-3365; 3111-3354- 
3119-3600; 3116-3662; 3118-3663; 3122-3263; 3128-3374; 3134-3364- 3136- 
3372; 3145-3541; 3145-3450; 3145-3386; 3147-3435; 3151-3416; 3151-3329; 
3167-3292; 3175-3444; 3178-3518; 3180-3446; 3183-3371; 3185-3437; 3186- 
3371; 3189-3394; 3193-3315; 3199-3813; 3211-3467; 3212-3841; 3222-3478- 
3226-3559; 3226-3467; 3226-3371; 3230-3521; 3230-3512; 3226-3803- 3234- 
3592; 3235-3436; 3236-3467; 3251-3716; 3271-3477; 3272-3519; 3276-3403- 
3276-3641; 3278-3510; 3286-3815; 3285-3587; 3285-3518; 3292-3774- 3296- 
3785; 3296-3556; 3298-3545; 3301-3511; 3301-3445; 3317-3561; 3318-3796- 
3323-3804; 3339-3689; 3340-3584; 3356-3612; 3358-3627; 3370-3841- 3371-1 
3605; 3371-3841; 3373-3844; 3381-3841; 3380-3841; 3382-3841; 3384-3841; 
3385-3846; 3386-3842; 3388-3846; 3397-3843; 3398-3688; 3398-3658- 3398- 
3615; 3406-3817; 3406-3839; 3407-3839; 3409-3841; 3410-3842; 3418-3841- 
3420-3837; 3421-3846; 3426-3841; 3429-3669; 3438-3647; 3431-3845- 3432- 
3841; 3438-3684; 3440-3801; 3439-3726; 3438-3727; 3440-3848; 3439-3683- 
3446-3841; 3447-3843; 3447-3698; 3450-3844; 3459-3846; 3460-3843- 3463- 
3846; 3463-3838; 3463-3845; 3470-3639; 3471-3842; 3472-3841; 3473-3841- 
3474-3844; 3474-3841; 3477-3735; 3482-3846; 3482-3845; 3483-3841; 3486- 
3839; 3488-3841; 3491-3839; 3494-3722; 3500-3839; 3505-3841; 3513-3843- 
3513-3841; 3516-3843; 3517-3838; 3519-3842; 3522-3841; 3526-3841- 3524- 
3834; 3534-3834; 3535-3841; 3536-3841; 3540-3831; 3540-3829; 3545-3841- 
3549-3803; 3555-3841; 3554-3841; 3559-3841; 3562-3846; 3563-3842; 3565- 
3841; 3568-3787; 3570-3824; 3576-3840; 3577-3841; 3600-3841; 3607-3841- 
3610-3837; 3617-3845; 3618-3841; 3628-3840; 3628-3932; 3629-3841- 3632- 
3841; 3632-3843; 3664-3824; 3670-3842; 3671-3846; 3670-3841; 3671-3841- 
3682-3799; 3690-3874; 3771-3841; 3772-3838; 3787-3840; 3789-3841 
104/LG: 198743. 2 :2001MAR30 || 1-654; 1-653; 134-463; 194-811; 194-355- 260- 
789; 265-684; 335-647; 399-952; 436-1045; 436-587; 436-855; 451-684 ;' 478- 
684; 492-1054; 574-790; 576-813; 591-834; 602-890; 722-918; 818-1052; 890- 
1139; 896-1423; 978-1461; 981-1150; 1000-1468; 1000-1288; 1053-1510- 1053- 
1190; 1061-1602; 1078-1544; 1103-1526; 1112-1371; 1185-1520; 1187-1435- 
1192-1563; 1193-1443; 1214-1274; 1216-1731; 1263-1506; 1294-1731; 1289- 
1544; 1304-1659; 1327-1594; 1339-1529; 1383-1618; 1393-1872; 1393-1629; 
1421-1731; 1447-1848; 1466-1947; 1479-1686; 1496-1792; 1510-1759- 1555- 
1833; 1631-2092; 1648-1908; 1659-2144; 1668-2106; 1668-1959- 1668-1933- 
1668-1916; 1720-2190; 1723-1857; 1732-2001; 1742-2142; 175lll980- 1770- 
2003; 1770-1982; 1772-2044; 1789-2039; 1793-2046; 1801-2094; 1825-2108- 
1849-2309; 1849-2107; 1851-2089; 1853-2091; 1863-2142; 1873-2162- 1873- 
2141; 1875-2142; 1875-2140; 1879-2140; 1876-2128; 1939-2304; 1953-2510- 
1954-2203; 1973-2230; 1979-2274; 1983-2078; 1986-2256; 1986-2240- 1991-1 
2243; 1993-2168; 1996-2314; 1996-2224; 1996-2201; 2000-2269; 2009-2226- 
2010-2285; 2015-2509; 2015-2569; 2014-2217; 2032-2448; 2032-2257; 2051^ 
2263; 2052-2124; 2060-2299; 2062-2378; 2063-2353; 2063-2329; 2063-2290; 
2063-2279; 2064-2522; 2067-2331; 2116-2367; 2160-2410; 2163-2463; 2163- 
2361; 2165-2447; 2166-2393; 2170-2415; 2202-2441; 2203-2742; 2214-2415- 
2216-2373; 2219-2666; 2219-2454; 2221-2441; 2228-2521; 2238-2494; 224ol- 
2441; 2247-2441; 2257-2561; 2273-2552; 2283-2441; 2288-2620; 2300-3641- 
----- ^^u_.-^o/ ^j^su-^otjo; ^-^4-2669; 2333-2610; 2339- 
2679; 2340-2603; 2341-2699; 2341-2612; 2343-2631; 2354-2883; 2364-2618- 
2369-2632; 2376-2727; 2378-2839; 2378-2589; 2381-2641; 2448-2650; 245ll- 
2877; 2450-2818; 2450-2722; 2450-2707; 2450-2699; 2461-2709; 2461-2680- 
2461-2655; 2461-2589; 2462-2754; 2463-2743; 2466-2724; 2484-2738; 2490- 
2737; 2491-2581; 2497-2814; 2521-2784; 2522-2803; 2523-2870; 2524-2754- 
2525-2789; 2551-2822; 2560-2787; 2560-2786; 2562-2808; 2562-2805; 2569- 
2747; 2578-2813; 2579-2808; 2594-2829; 2589-2848; 2613-2900; 2625-2876; 
2631-2888; 2637-2863; 2660-2891; 2661-2893; 2667-2899; 2668-2930; 2671- 
2825; 2673-2915; 2678-2923; 2678-3164; 2686-3070; 2705-2884; 2713-3141; 
2718-2879; 2722-3010; 2722-3011; 2743-3018; 2743-2985 ;. 2743-2973 ; 2748- 
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2995- 2749-3203; 2762-3209; 2764-3213; 2768-3193; 2770-3017; 2770-3010; 
2776l 2 998- 2778-3026; 2794-3059; 2799-3054; 2820-3203; 2824-3394; 2835- 
3I2I 2836-2997; 2858-3027; 2859-3161; 2867-3103; 2879-3095; 2882-3038; 
9R993283 2890l3152; 2910-3143; 2921-3180; 2921-3168; 2924-3117; 2926- 
3449 2926-3175; 2927-3499; 2941-3075; 2945-3212; 2946-3152; 2947-3195; 
294813155; 2950^225; 2956-3234; 2977,3462; 2975-3184; 2988-3228; 2989- 
3237- 2991-3113; 2993-3286; 3011-3277; 3.015-3275; 30.18-3294; 3021-3421; 
302313280; 302613253; 3036-3267; 3043-3302; 3043-3281; 3043-3289; 3045- 
3261-3047-3294; 3059-3275; 3063-3310; 3064-3304; 3066-3351; 3066-3340; 
3071 3638 307713352; 3077-3310; 3081-3479; 3084-3495; 3085-3350; 3086- 
354 i- ,- 3095-3622 ; 3095-3582; 3095-3383; 3096-3357; 3097-3333; 
3100 3361 310213384; 3104-3594; 3123-3366; 3125-3388; 3141-3379; 3146- 
33?5 3150-3402; 3164-3596; 3164-3391; 3164-3375; 3170-3424; 317^-3644; 
317*3*41 317613412- 3178-3640; 3184-3639; 3193-3641; 3193-3462; 3196- 
36le 3^6-3599- 3198-3429; 32oi-3447; 3201-3410; 3202-3641; 3202-3636; 
320 13638 320513641; 3205^647; 3209-3641; 3209-3387; 3212-3641; 3212- 
3493-3219-3639; 3218-3438; 3221-3646; 3223-3636; 3223-3646; 3223-3638; 
3225*3638 322613638; 3227-3636; 3227-3641; 3231-3638; 3241-3640; 3247- 
3647 3249-3643; 327^-3505; 3273-3511; 3273-3639; 3274-3541; 3283-3537; 
32el' 3 566 330213504; 332613581; 3326-3545; 3332-3623; 3332-3629; 3354- 
G i-3 9- 3355-3541; 3357-3637; 3357-3620; 3359-3601; 3369-3618; 

336913608^ 3369l 3 606; 338 6 l3636; 3391-3590; 3392-3624; 3400-3504; 3403- 
3646-3412-3537- 3425-3636; 3435-3646; 3447-3641; 3447-3640; 3448-3641; 
3456'3631 3487l 3 638; 3487l 3 602; 3488-3638; 3489-3643; 3489-3636; 3489- 
3572 3540-3646; 3540-3608; 3357-3638; 3360-3641; 3356-3641; 3348-3638; 
2907I3203 332413638; 2895-3210; 3309-3641; 3297-3641; 3296-3639; 3281- 
3639; 3272-3638; 3267-3638; 3080-3454; 3264-3636; 3105-3489; 3241-3638; 
307213489- 332ll 3 639; 3334-3641; 3261-3641; 3389-3638; 3396-3638; 3418- 
3641- 3411-3646; 3418-3642; 3410-3638; 3270-3489; 3215-3405; 3462-3641; 
345613641; L15I34OO; 2906-3090; 3464-3633; 3489-3638; 3551-3646; 3550- 

lOS/^^ir/r^foi^fo 8 !! 1-3546; 1-557; 92-570; 124-572; 185-511; 261- 
5?0 325-7^" 325-562; 4641820; 693-950; 693-755; ^2-1554; 1403-1800; 
1403-1723- 1403-1471; 1422-1656; 1429-1853; 1448-1809; 1466-2063; 1469- 
"S 1558-2075; 1547-1806; 1576-2049; 1687-1936; 1709-2197; 1718-2012; 
"29ll994 1762ll994; 1765-2063; 1779-2021; 1830-2058; 1924-2225; 1929- 
2I77- 1929-2264; 1986-2517; 2004-2301; 2040-2301; 2048-2182; 2123-2306; 
2i42l2399- 217 8 l2513; 2180-2581; 2179-2532; 2179-2419; 2201-2454; 2214- 
2486- 2222-2668; 2222-2791; 2222-2525; 2223-2520; 2233-2589; 2288-2521; 
22^2526 235912955; 2372-2605; 2402-2670; 2404-2652; 2427-2617; 2448- 
2939-2453-2744; 2457-2757; 2463-2671; 2467-2696; 2500-2802; 2500-2824; 
250912732- 2522-3026; 2549-2812; 2553-2807; 2580-3014; 2596-3234; 2610- 
2811 2626-2761; 2662-2753; 2750-2853; 2781-3298; 2781-3031; 2873-3092; 
29^13491 295313505; 297ll3204; 2975-3273; 2989-3372; 3005-3558; 3029- 
3535; 3067-3543; 3070-3511; 3070-3539; 3070-3499; 3070-3191; 3071-3527; 
307ll3499; 3071-3355; 3079-3533; 3089-3546; 3098-3541; 3100-3542; 3100- 
3538; 3101-3538; 3107-3368; 3109-3496; 3114-3538; 3126-3538; 3131-3400; 
3l43l3538; 3152-3395; 3154-3538; 3156-3546; 3184-3533; 3179-3541; 3181- 
3477-3187-3541; 3202-3469; 3216-3544; 3211-3547; 3211-3488; 3218-3520; 
321ll3440- 322413518; 3233-3539; 3248-3542; 3255-3512; 3257-3546; 3264- 
3534; 3260-3542; 3265-3546; 3266-3455; 3267-3550; 3271-3538, 3274-3535, . 
3291-3538; 3296-3534; 3327-3546; 3328-3542; 3330-3534; 3344-3538; 3360- 
3543; 3383-3542; 3386-3538; 3437-3538; 3483-3537 

106/L,G:200727.6:2001MAR30 || 982-1425; 986-1131; 689 ;1° 4 2; q 7 05-1042, 583 
1041- 590-1040; 864-1040; 736-1039; 641-1038; 712-1038; 658-1037; 662-1036, 
909-i037; 618-io37; 761-1035; 603-1036; 689-1036; 767-1036; 909-1036; 854- 
1036; 670-1036; 582-1035; 687-1034; 730-1035; 775-1034; 621-1034; 602-1034; 
656-1023; 662-1013; 656-1012; 655-1006; 653-1003; 656-998; 431-995; 478 
996; 655-988; 466-985; 656-964; 655-915; 656-900; 591-899; 640-865; 359- 
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840; 596-821; 596-760; 436-694? 434-678; 359-678; 439-670; 349-603- 262- 
540; 217-490; 110-455; 217-437; 110-348; 64-319- 1-253 

107/LG:201572.20:2001MAR30 || 1-643; 463-826; 746-1036; 979-1596- 1029- 
1483; 1035-1597; 1035-1272; 1052-1368; 1057-1284; 1082-1322; 1093-1555- 
1097-1263; 1097-1653; 1116-1353; 1125-1373; 1142-1689; 1161-1396; II67I 
1426; 1172-1420; 1174-1457; 1215-1691; 1255-1630; 1264-1555; 1264-1556- 
1297-1499; 1316-1499; 1331-1508; 1355-1612; 1420-1623; 1512-1636- 1512^ 
1733; 1518-2035; 1527-1765; 1539-1780; 1542-2032; 1565-2036; 1576-2036- 
1582-2037; 1600-2074; 1608-2074; 1610-1828; 1617-1901; 1641-1998- 1SA5- 
1940; 1651-2074; 1654-2075; 1658-1930; 1660-1903; 1663-2077; 1662-1964- 
1676-2074; 1675-2029; 1675-1770; 1689-2074; 1696-1917; 1695-2074- 1695- 
2079; 1695-1911; 1695-2031; 1695-1941; 1695-1914; 1697-2074- 1697-1932- 
1701-1948; 1703-2073; 1705-1990; 1718-2074; 1720-1973; 1720-2074- 1789^ 
2033; 1789-2050; 1810-2074; 1816-2021; 1818-2039; 1817-2074- 1818-2076- 
1819-2360; 1821-2074; 1821-2073; 1823-2072; 1823-2074; 1823-2306; 1823- 
^^ ; o^ 3 " 2029 '' 1823 - 1988 <- 1823-2033; 1823-2032; 1823-1940; 1828-2074; 
1833-2074; 1831-2096; 1836-2026; 1842-2041; 1842-2094; 1843-2364; 1844- 
2 o^'\^f 5 " 2405 '' 1848 - 2074 <- 1850-2099; 1850-2240; 1865-2142; 1868-2115; 

■ 2 I 1881-1937; 1881-2078; 1884-2456; 1884-2186; 1888-2074; 1888- 
2036; 1891-2297; 1891-2117; 1894-2136; 1898-2121; 1902-2194; 1916-1993- 
1930-2074; 1930-2183; 1930-2069; 1948-2348; 1952-2131; 1966-2188; 197 8 1 
2227; 1989-2146; 2017-2390; 2015-2280; 2017-2302; 2042-2393; 2072-2331- 
2074-2366; 2076-2604; 2112-2384; 2134-2742; 2135-2375; 2136-2404; 2187^ 
2391; 2200-2362; 2234-2503; 2240-2494; 2246-2545? 2278-2435- 2280-2562- 
2289-2518; 2291-2552? 2309-2915? 2311-2758? 231112535? 23lll 2 567? 23^1 
2835? 2327-2671; 2326-2543; 2340-2560; 2344-2696; 2348-2551; 2355-2576- 
2355-2574; 2365-2621; 2366-2679; 2379-2659; 2383-2608; 2397-2683- 2413^ 
o!^ 2 ''™ 437 " 2812 '" 2466 - 2720 '- 2482-2739; 2487-2769; 2530-3100; 2610-3112; 
2611-2915; 2619-3157; 2620-2897? 2636-2898; 2638-2902; 2639-2973- 2640- 
2870; 2647-3168; 2657-2864; 2663-2866; 2667-2919; 2676-2818; 2682-3045- 
2693-2946; 2690-2818; 2708-3171; 2716-2955; 2722-2972; 2727-3170- 273ll 
3197; 2738-3260; 2740-2966;' 2743-2952; 2743-2978; 2743-3234; 2754-3184- 
2750-3221; 2752-3215; 2759-3044; 2781-3151; 2777-3219*; 2774-3060- 277?1 
2930; 2800-3260; 2823-3266; 2826-2981; 2828-3266; 2828-3263; 2828-3267- 
2829-3260; 2836-3076; 2836-2915; 2848-3264; 2853-3260; 2854-3105- 285sl 
3264; 2858-3280; 2859-3264; 2862-3109; 2862-3260; 2863-3263; 2865-3263- 
2868-3277; 2868-3264; 2869-3277; 2874-3117; 2877-3109; 2882-3263- 288sl 
2977; 2888-3260; 2893-3260; 2899-3073; 2905-3237; 2913-3260; 2919-32^. 
2924-3265; 2930-3265; 2940-3191; 2940-3260; 2940-3224; 2947^156 294?! 
3260; 2948-3259; 2959-3263; 2972-3246; 2974-3253; 2975-3252- 2991-3244- 
2992-3227; 2997-3260; 3004-3203; 3025-3263; 3036-3264; 3043^3260- 304 5 1 
3223; 3056-3267; 3059-3257; 3062-3263; 3064-3264; 3065-3263; 3070-3260- 
3107 - 3265 <- 3145-3492; 3148-3261; 314813260; 317ol 3 26oT 33^1 

ip^''^^ 7 " 2967 '' 1822 - 2060 '- 1821-2056; 1867-2073; 3031-3165; 
2511-2641; 1867-1951 

108/LG : 201669. 25 :2001MAR30 || 1-155; 29-3442; 39-347; 40-162; 42-718- 41- 
236; 45-580; 49-390; 101-566; 201-771; 245-755; 429-728; 485-667- 525-781- 
622-1083; 622-858; 710-945? 816-952? 831-1127; 831-1132 831-1096-910- 
* 44 ! ; 9£ 4: 1529 '- 338-1158; 1012-1334; 1034-1531; 1026-1123; 1146-3772: 1 1 fi Q. 
x*4D? J.1H/-1800; 1192-1301; 1206-1472? 1240-1506; 1254-1859- 1264-1909. " 
1273-1773; 1287-1748; 1287-1563; 1300-1527; 131lll58i; 133oll599 1350-' 
-^ 889; 1386-1588; 1391-1647; 1403-1918? 1419-1688; 1430-1663; 
1443-1910; 1463-1676; 1473-1720; 1507-1777; 1537-1733-1537-1753- 1556 
2078; 1562-1788; 1593-1918; 1594-1863; 1654-1918; 1806-201^1806-1918- 

llll'^llk lll^olVn il%- 2 ° 17! 1935 - 2152 <- l 9 35l2io 5 f lllUllT; llll' 
2225; 2015-2523? 2020-2436; 2097-2569; 2095-2571; 2098-2531- 2098-2503 
2098-2366; 2100-2346; 2113-2253; 2119-2572; 212ll 2 354 Sl^l 2122 
2575; 2125-2575? 2133-2532; 2142-2569; 2143-2368; 2145-2569; 2148-2739 
2166-2509; 2166-2411; 2177-2569; 2184-2569; 2203-2570- 2203-2493- 2204 
2570; 2211-2570; 2215-2571; 2226-2573; 2229-2533; 22«-2572; 2239-25?J 
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2242-2571- 2245-2827; 2249-2569; 2251-2572; 2254-2529; 2265-2518; 2279- 
2569- 2283-2475; 2284-2517; 2284-2491; 2285-2571; 2298-2572; 2325-2572; 
232212576- 2325-2576; 2345-2858; 2345-2521; 2348-2631; 2352-2642; 2356- 
2558-2369-2700; 2373-2569; 2374-2629; 2375-2570; 2385-2642; 2418-2990; 
2421-2966- 2433-2569; 2434-2509; 2437-2572; 2441-2836; 2461-2552; 2466- 
2554- 2494-2642; 2537-2797; 2562-2977; 2564-2840; 2598-2833; 2608-2946; 
261712863; 2617-2676; 2638-3075; 2647-2888; 2710-2905; 2714-3002; 2714- 
2944- 2721-2959; 2726-2869; 2736-2897; 2792-2981; 2797-2957; 2822-3155; 
2831-3107- 2842-3428; 2846-2985; 2867-3130; 2880-3300; 2880-3076; 2888- 
3437; 2888-3377; 2891-3108; 2891-2991; 2897-3214; 2912-3122; 2941-3160; 
2967-3440; 2980-3440; 2981-3439; 2981-3444; 2989-3445; 2992-3440; 2999- 
3445- 3015-3246; 3022-3442; 3022-3444; 3028-3397; 3031-3451; 3034-3278; 
3039-3446; 3046-3446; 3046-3447; 3051-3438; 3051-3443; 3066-3440; 3065- 
3437; 3069-3322; 3071-3439; 3072-3261; 3073-3447; 3076-3405; 3078-3644; 
3086-3402; 3092-3440; 3112-3442; 3112-3363; 3126-3279; 3128-3444; 3127- 
3448; 3128-3450; 3131-3397; 3133-3440; 3135-3438; 3136-3443; 3135-3419; 
3139-3442; 3145-3444; 3149-3440; 3160-3290; 3166-3432; 3167-3446; 3167- 
3436-3180-3438; 3188-3393; 3190-3438; 3196-3378; 3198-3439; 3206-3443 
322713442; 3248-3440; 3249-3440; 3251-3433; 3260-3440; 3297-3442; 3389- 
3444; 3389-3438; 3390-3444 

109/LG:208588.4:2001MAR30 || 1-247; 1-280 

110/LG:210412.29:2001MAR30 || 1-110; 10-164; 18-165; 18-158; 77-332; 77- 
359- 154-570; 282-729; 354-787; 398-782; 423-782; 590-1120 
lli;LG:215051.15:2001MAR30 || 1-612; 14-281; 14-521; 16-278; 21-232; 24- 
157- 24-322; 44-622; 46-298; 40-488; 40-251; 66-273; 67-547; 67-263; 71- 
493- 75-285- 77-510; 81-597; 152-319; 176-454; 193-710; 309-436; 400-672; 
462ll027; 488-678; 504-868; 542-829; 580-777; 611-1179; 642-857; 660-1222; 
teO-1090 678-925; 718-972; 735-977; 778-971; 756-1004; 869-1010; 8 5-1126; 
903-1110; 911-1448; 911-1550; 1034-1375; 1-140; 1382-1667; l 41 ^ 6 ^' 1412 " 
1643- 1414-1607; 1425-1694; 1542-1848; 1548-1982; 1597-1768; 1662-2208; 
1690-2150; 1691-2150; 1693-2150; 1708-2132; 1735-1981; 1740-2037; 1752- 
1997; 1814-2066; 1831-2150; 1840-2318; 1874-2105; 1874-2151; 1876-2480; 
1950^2446; 1952-2373; 1950-2380; 2008-2562; 2108-2551; 2107-2746; 2127- 
2523- 2132-2515; 2180-2635; 2181-2440; 2202-2298; 2225-2780; 2225-2497; 
2234-2447- 2265-2783; 2268-2404; 2286-2520; 2315-2492; 2363-2565; 2391- 
2793- 2395-2840; 2395-2662; 2409-2633; 2412-2608; 2414-2712; 2415-2509; 
2421-2682; 2421-2694; 2424-2732; 2446-2637; 2481-2715; 2484-2717; 2495- 
2767; 2527-2703; 2534-2666 

112/LG:215475.21:2001MAR30 || 1-477; 1-484; 1-435; 4-488; 194-671; 197-451; 
237-7?3; 226-635; 332-927; 335-481; 336-617; 341-629; 343-554; 354-481; 
363-621 376-629; 383-543; 385-846; 500-965; 500-993; 530-1038; 530-1004; 
533-769- 537-804; 560-1036; 574-1110; 571-997; 580-863; 598-825; 600-1165; 
600-814; 603-818; 607-981; 607-839; 608-805; 614-1039; 615-901; 626-753; 
630-764; 637-865; 638-1157 ;. 675-1196 ; 689-935; 693-1285; 702-860; 706-851; 
713-861 716-948; 716-851; 726-936; 794-1060; 797-1141; 807-1006; 811-1007; 
819-1001; 831-1408; 862-1152; 865-1101; 869-1118; 885-1116; 892-1420; 906- 
1474- 906-1163; 926-1506; 926-1155; 930-1296; 944-1184; 964-1508; 964-1273; 
968-1512- 967-1138; 994-1254; 1000-1263; 1000-1243; 1012-1194; 1034-1532; 
1055-1643; 1055-1678; 1055-1587; 1055-1586; 1064-1280; 1064-1428; 1064- 
1295- 1064-1284; 1064-1270; 1064-1272; 1067-1226; 1067-1652; 1071-1313; 
1094ll371; 1111-1556; 1114-1732; 1150-1399; 1151-1396; 1159-1717; 1158- 
1392- 1159-1367; 1176-1694; 1179-1733; 1184-1459; 1191-1479; 1191-1436; 
1203ll316; 1209-1565; 1208-1566; 1216-1476; 1237-1490; 1245-1787; 1250- 
1752; 1272-1753; 1272-1752; 1276-1753; 1281-1430; 1285-1561; 1293-1741; 
1293-1561; 1306-1615; 1317-1606; 1331-1572; 1335-1618; 1339-1583; 1347- 
■1565; 1353-1474; 1355-1718; 1358-1634; 1371-1740; 1376-1652; 1377-1839; 
1382-1696; 1382-1656; 1384-1977; 1384-1624; 1391-1606; 1394-1894; 1399- 
1578; 1408-1581; 1409-1850; 1416-1679; 1425-1731; 1432-1671; 1444-1734; 
1447-1987; 1464-1957; 1486-1728; 1490-1726; 1505-2115; 1505-1734; 1507- 
1757; 1511-1712; 1516-1955; 1525-1844; 1541-2090; 1541-1771; 1547-1791; 
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,lll~ 2 ^l : 1553 - 1781 <- 1570-2082; 1579-2092; 1587-1833; 1589-1944- 1589- 
1896; 1591-1789; 1591-2175; 1601-1849; 1624-1789; 1632-1899- 1635-2209- 
1635-2195; 1652-1909; 1660-1886; 1661-1878; 166 2 ll788- 1662-1866 166?' 
1922; 1663-2067; 1670-2233; 1671-1921; 1672-1828; 1672-^01- 1618 llll' 
1680-2035; 1683-1827; 1699-2262; 1699-1856; Wlim liol'-^ll llll' 
2261; 1709-1958; 1727-2261; 1721-1972; 1725-2286; 1728-2024 • "l7l 6 -2282- 
1750-2283; 1759-1988; 1780-2029; 1802-2075; IBOe^S ISli^oIg ' 
2392; 1830-2093; 1834-2085; 1837-2069; 1844-2022; 1851-2405- itli-lll?' 
1849-2033; 1858-2120; 1874-2501; 1880-2144; IBBS^iSg; 1 23 HIV 

2298; 1887-2239; 1887-2075; 1891-2145; 1891-2389; 1923-2192-1932 2^81 
1931-2179; 1936-2188; 1952-2390; 1956-2549; MS^i?" 1911 -2^1 1992- 
2577; 1992-2552; 1992-2291; 1993-2285; 1994-2387; 1994-2290-1994 llll 
1996-2272; 1996-2447; 1996-2381; 1998-2282; 199612463; ISSB-zlll 199*'- 
^I!'\ 20 ° 5 " 2389; 2006 - 2239 '- 2008-2240; 2011-2583; 2016-2575; 2042-23oS- 
2046-2532; 2056-2281; 2057-2334; 2058-2599; 2059-2310; 2^2305 205s' 
2121; 2062-2394; 2076-2654; 2078-2365; 2078-2354; 2087-2498; 2089-2^0- 
2104-2573; 2116-2729; 2118-2304; 2125-2384; 2144l 2 590; 2144l 2 401 215?' 
2404; 2151-2381; 2162-2352; 2167-2437; 2171-2740; 2178-2434; 2182-2703 • 
2185-2754; 2188-2727; 2185-2432; 2188-2447; 219712460; 220ll 2 465 22^' 
2431; 2200-2522; 2209-2786; 2211-2453; 2220-2728; 2222-2506- 2249 2653^ 
2238-2465; 2252-2630; 2258-2671; 2258-2513; 225912523; 22 2258- 
2527; 2282-2748; 2282-2554; 2290-2411; 2296-2498; 2298-2557-2300-255?. 

2 1°5: 2 2 5 363 lll\- 2 l\V. till- 2509 ' 2348 " 2896 '- 234712608; 2355I2588 23621 
2615; 2363-2653; 2376-2608; 2385-2664; 2402-2605; 2402-2863- 2399-30DR. 
2414-2999; 2422-2995; 2423-2604; 2427-2973; 243ll 2 992; 2I30I2686 IVll' 
2668; 2434-2986; 2435-2694; 2436-2640; 2434-2694; 2434-2659-2436 269^ 
2435-2982; 2438-2522; 2441-2994; 2441-2753; 244^2702; 2453l 2 994 Ull- 
2699; 2459-2719; 2462-2704; 2465-2993; 2467-3055; 2468-2712-2470-2739- 
2470-2668; 2483-2911; 2481-2795; 2489-3058; 248*12691; IIII-219I llll' 
283 f ; 2486-2820; 2486-2670; 2490-3100; 2492-2812; 2500-3009; Atl-lfll- 
2502-2743; 2503-2994; 2505-2768; 2509-2782; 2519-2779- 2518 280S- 
3061, 2522-2984; 2523-3074; 2526-3060; 2 52 i-2?63; 253^-2992 lllk-llll'- 
2536-2804; 2536-3060; 2537-3054; 2535-2818; 254 0 1 2 992; 2543l 3 052 IIH'- 
2857; 2546-2801; 2553-2730; 2553-2700; 2557-2824; 2559-2835-2572 2972- 
2573-3021; 2573-3016; 2573-2994; 2575-2823; 257 5 1 2 839; 2573l 2 809 2575 

26°0? ; ,^ 8 "^^ ; ^f 8 " 2867; 2587 " 3013 '- 2592-2736; 2608-28^6; Isoh-lVlT. 
2605-2764; 2607-3059; 2607-3052; 2608-2693; 2615-2846- 262712989- 2625 

^'^o 2 . 5 - 3057 '" 2628 " 2995 '- 2628-3055; 2637-2805; 2638-30^; llli-ltll' 
2639-3097; 2643-2903; 2645-3102; 2644-2900; 2649-3099- 2649l 2 902 2fisV 
3097; 2650-3099; 2651-2905; 2655-3099; 2658-3101; 2659-3105- 2660-3"^ 
2661-3103; 2662-3100; 2664-3100; 2668-3099; 2669I3IO3- 267ol 3 098 26™' 
3104; 2677-2929; 2684-3099; 2685-3105; 2685-3102; 2687-309?- 2689 lilt 
2689-3099; 2693-3101; 2697-3098; 2702-3099; 2704I3099I 2?^1 3 103 27^1 
2981; 2707-3099; 2708-2987; 2710-2981; 2711-3104; 2712-3103-2713 3099- 
2721-3099; 2722-3099; 2723-2913; 2724-3100; 2686l 3 099; 272sl 3 102 llll' 
3099; 2728-3004; 2729-3102; 2730-3060; 2733-3099; 2734-3101; 2734-2992- 
2737-2999; 2743-2982; 2743-2946; 2749-3099; 2749l 3 011- 2749I30I6 llll' 
3099; 2759-2989; 2760-3036; 2767-3100; 2766-3099- 2766-30^6- 2166 llll' 
llit- 2 l'll 1™*"' ?I?!- 3 ?!?f ™A~™» 2793 9 l3054 6 f l^UVs^lt 

l 0 Jn\lll°- 3100: 28 "- 3099 '- 2899-3065; 2900-30lJ; 2906-3^99; ^OS-^ 
2917-3099; 2919-3069; 2922-3099; 2927-3099; 2929l 3 052- 294ll 3 097 llll' 
3099; 2949-3056; 2949-3104; 2949-3099; 2950-3024; 2955-3099- 2976-309^ 
2978-3061; 2978-3101; 2985-3102; 2990-3099; 3032l 3 099; 305ll 3 103 29621 
3097; 2001-2269; 2202-2382; 2962-3099; 2088-2363; 2032-2309- 2059 llll- 
2087-2376; 2962-3100; 2421-2677; 1895l 2 199- 220ll 2 388 llll ?lyl IAV 

^O^^^L" 0 !!^^^ 1 ^^ 0 ^^ 2 ^- 2381 '- 2 01 9 -226 9 \ 2 19?9^^ 

2061-2285; 2421-2545; 2890-3099; 2117-2320; 2076-2261; 2438-2621; 189 7 1 
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2072; 2143-2306; 2943-3099; 2058-2210; 2104-2254; 2165-2283; 2424-2540; 
2167-2281; 2168-2282; 2120-2182 

113/LG:224523.1:2001MAR30 || 1-113; 5-639; 34-315 

114/LG:228186.1:2001MAR30 || 1-548; 251-836; 354-614; 459-961; 459-686; 
544-785; 585-1134; 726-1159; 784-1274; 827-1299; 883-1136; 893-1296; 975- 
1364; 1048-1344; 1274-1590; 1294-1477; 1310-1675; 1355-1619; 1361-1603; 
1408-1719; 1408-1589; 1413-1972; 1433-1942; 1530-1988; 1568-1986; 1590- 
1988; 1626-1985; 1732-1989; 1839-2015; 1909-2023; 1948-2515; 1948-2031; 
1948-2023; 2305-2563; 2332-2635; 2332-2453; 2332-2384; 2332-2489; 2332- 
2448; 2382-2645; 2385-2645; 2404-2669; 2418-2930; 2441-3026; 2449-2727; 
2489-2678; 2498-2720; 2498-2610; 2505-3008; 2505-2738; 2544-3133; 2567- 
2850; 2570-2763; 2746-3341; 2748-3033; 2756-3275; 2771-3015; 2781-3315; 
2794-2977; 2843-3362; 2832-3328; 2885-3574; 2903-3256; 2903-3174; 2903- 
3124; 2980-3257; 3045-3283; 3045-3261; 3063-3217; 3100-3568; 3199-3689; 
3199-3481; 3323-3560; 3326-3587; 3330-3579; 3340-3594; 3341-3579; 3343- 
3618; 3344-3568; 3347-3778; 3347-3541; 3350-3584; 3411-3666; 3441-3718; 
3448-3574; 3471-3724; 3495-3754; 3502-3761; 3536-3734; 3543-3860; 3557- 
3839; 3578-3944; 3586-3852; 3617-3923; 3679-4266; 3682-4064; 3682-3914; 
3693-3841; 3699-4307; 3721-3948; 3737-4257; 3737-3999; 3751-4019; 3762- 
4300; 3779-4014; 3788-4176; 3788-4041; 3788-3920; 3788-4311; 3800-4310; 
3800-4311; 3859-4158; 3890-4350; 3897-4347; 3902-4348; 3906-4351; 3921- 
4351; 3922-4220; 3927-4349; 3932-4347; 3931-4192; 3939-4416; 3939-4195; 
3949-4349; 3951-4347; 3970-4353; 3973-4354; 3973-4152; 4001-4347; 4001- 
4348; 4023-4348; 4029-4439; 4044-4300; 4047-4273; 4062-4329; 4084-4348; 
4095-4308; 4103-4340; 4119-4348; 4168-4350; 4168-4307; 4187-4350; 4187- 
4347; 4200-4348; 4241-4340; 4264-4340; 4264-4331; 4283-4347; 4377-4591; 
4425-4706; 4432-4959; 4441-4880; 4467-4695; 4492-4934; 4492-4742; 4531- 
5120; 4551-4939; 4551-4774; 4589-5164; 4676-5122; 4682-5159; 4685-5121; 
4678-5144; 4677-5105; 4677-4969; 4725-5165; 4745-5164; 4746-5164; 4768- 
5164; 4769-5165; 4766-5164; 4781-5023; 4784-5141; 4785-5164; 4800-5018; 
4803-5164; 4811-5170; 4820-5167; 4820-5164; 4811-4894; 4830-5141; 4855- 
:5164; 4866-5165; 4875-5154; 4880-5125; 4881-5165; 4886-5164; 4887-5164; 
4887-5140; 4881-5144; 4921-5144; 4957-5077; 5021-5165 

-115/liG:233138.2:2001MAR30 || 1-4372; 1029-1114; 1216-1596; 1357-1805; 1357- 
1624; 1469-1762; 1551-2119; 1583-1946, 4 1584-1974; 1584-2043; 1585-1884; 
1586-1880; 1730-2328; 2033-2323; 2089-2295; 2130-2300; 2159-2571; 2177- 
2719; 2483-2771; 2533-2759; 2534-2825; 2566-2991; 2632-2901; 2635-2896; 
2686-2943; 2689-2994; 2792-3256; 2871-3282; 2873-3139; 2924-3290; 2957- 
3218; 2966-3483; 2984-3442; 3009-3265; 3016-3311; 3036-3395; 3022-3311; 
3029-3396; 3039-3289; 3048-3289; 3084-3396; 3088-3395; 3095-3311; 3113- 
3311; 3119-3395; 3117-3289; 3116-3314; 3120-3401; 3143-3679; 3152-3289; 
3157-3424; 3159-3289; 3192-3323; 3200-3465; 3212-3469; 3356-3522; 3358- 
3604; 3360-4054; 3431-3886; 3433-3680; 3436-3696; 3477-3877; 3527-3815; 
3632-3838; 3644-4201; 3644-3902; 3763-4062; 3763-3894; 3764-4099; 3764- 
3957; 3812-4337; 3895-4146; 3935-4206; 3957-4562; 3958-4372; 3969-4333; 
3976-4376; 3976-4228; 4002-4375; 4022-4317; 4043-4308; 4044-4326; 4044- 
4372; 4120-4329; 4139-4335; 4149-4380; 4159-4597; 4159-4322; 4166-4477; 
4198-4475; 4217-4606; 4248-4665; 4254-4626; 4297-4605; 4328-4664; 4333- 
4652; 4343-4408; 4357-4664; 4423-4665; 4435-4652; 4435-4664; 4436-4626; 
4439-4664 

116/LG: 234811. 10 :2001MAR30 || 1-421; 83-354; 103-398; 149-440; 149-210; 
186-436; 213-395; 271-849; 374-899; 447-686; 448-698; 449-716; 449-731; 
449-688; 449-943; 451-619; 451-678; 451-707; 451-737; 451-727; 451-664; 
452-692; 452-700; 453-738; 455-744; 455-694; 455-969; 456-680; 458-609; 
465-944; 464-722; 465-676; 465-943; 465-973; 465-1003; 465-671; 465-639; 
465-736; 465-1005; 469-726; 471-724; 473-563; 474-653; 477-722; 479-693; 
479-934; 481-939; 483-896; 501-799; 505-767; 507-960; 504-998; 508-777; 
510-771; 512-758; 516-1000; 525-804; 535-648; 544-1043; 559-809; 559-874; 
561-685; 564-693; 568-998; 575-905; 583-855; 585-849; 586-889; 586-795; 
593-877; 605-855; 632-1006; 632-874; 639-1037; 639-1023; 641-1037; 648- 
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1043; 649-870; 649-922; 651-889; 653-1006; 655-1050; 661-1041; 664-920; 
664-1007; 677-1036; 680-1043; 700-930; 700-950; 728-1043; 765-1012- 768- 
889; 780-889; 813-1020; 835-1044; 842-1037; 867-1046; 917-992 
117/LG: 236092. 1:2001MAR30 || 1-152; 1-169; 1-285; 37-218; 39-366; 50-332- 
100-362; 150-420; 256-466; 283-857; 307-473; 314-674; 314-567; 327-462; 
394-636; 394-630; 501-758; 503-803; 506-771; 579-851; 639-837; 663-960; 
701-1246; 758-906; 763-911; 774-1183; 785-1008; 790-1028; 830-1397; 858- 
1177; 865-1036; 869-1091; 882-1485; 882-1212; 881-1149; 881-1133; 881-1132; 
881-1128; 883-1159; 883-1149; 883-1163; 883-1136; 883-1119; 886-1153- 887- 
1133; 887-1097; 891-1044; 891-1411; 893-1185; 898-1303; 904-1113- 905-1127- 
911-1493; 912-1182; 913-1143; 912-1131; 919-1527; 923-1318; 923-1174; 923-' 
1181; 935-1105; 943-1171; 944-1178; 945-1199; 947-1218; 967-1236; 983-1076; 
992-1284; 998-1252; 1007-1120; 1016-1334; 1016-1369; 1015-1141; 1024-1483; 
1024-1271; 1025-1302; 1031-1280; 1033-1327; 1043-1390; 1055-1160; 1057- 
1287; 1063-1541; 1066-1351; 1089-1483; 1110-1362; 1111-1414; 1112-1356; 
1113-1483; 1114-1389; 1114-1388; 1117-1327; 1120-1551; 1120-1363; 1128- 
1372; 1128-1367; 1129-1483; 1133-1406; 1149-1427; 1166-1380; 1189-1435; 
1198-1265; 1202-1553; 1207-1466; 1210-1483; 1225-1454; 1270-1597; 1268- 
1483; 1271-1538; 1279-1558; 1279-1533; 1290-1541; 1292-1449; 1309-1842- 
1308-1523; 1313-1483; 1315-1555; 1329.-1940; 1329-1483; 1339-1590; 134ll 
1575; 1341-1483; 1352-1538; 1374-1890; 1391-1483; 1422-1684; 1422-1538- 
1435-1739; 1485-1956; 1504-1962; 1613-2189; 1614-1965; 1623-1966; 1628- 
1956; 1628-1886; 1628-1678; 1653-2140; 1714-1957; 1710-1949; 1721-2181- 
1725-1968; 1735-1970; 1737-2007; 1743-2185; 1754-2185; 1757-2186; 1768- 
2181; 1771-2192; 1781-2192; 1781-1839; 1781-1837; 1783-1957; 1783-2185; 
1783-2183; 1783-2188; 1783-2138; 1783-2120; 1783-1974; 1781-1956; 1781- 
1962; 1783-1959; 1783-1962; 1783-1956; 1783-1991; 1783-1933; 1783-1930; 
•1783-1919; 1783-2180; 1786-2189; 1783^1942; 1788-2183; 1788-2093; 1791- 
2185; 1799-2031; 1799-2045; 1801-2188; 1808-2183; 1818-1874; 1821-2186; 
1830-2183; 1837-2116; 1842-2023; 1859-2113; 1871-2182; 1873-2114; 1874- 
2185; 1875-2182; 1876-2185; 1876-2184; 1885-2161; 1892-2105; 1901-2185- 
1910-2183; 1915-2183; 1931-2183; 1933-2181; 1940-2181; 1942-2175; 1967- 
2183; 1968-2179; 1969-2181; 1971-2185; 1971-2181; 1990-2122; 2003-2183; 
2009-2185; 2016-2153; 2018-2170; 2063-2142; 2083-2184; 2118-2176 
118/LG: 236098. 12 :2001MAR30 || 1-574 ;. 2 -798 ; 6-605; 8-262; 9-388; 12-235- 
10-156; 12-271; 16-279; 17-317; 21-262; 24-270; 24-230; 29-270; 32-429; '35- 
304; 37-597; 38-147; 40-326; 41-311; 41-355; 62-447; 83-644; 92-356; 170- 
434; 249-818; 291-550; 435-723; 449-704; 454-683; 454-641; 466-690; 501- 
710; 605-781; 671-798; 676-798; 687-781; 694-798; 695-798; 719-1375; 724- 
798; 983-1347; 1054-1358; 1065-1132; 1070-1132; 1079-1196; 1080-1377; 1106- 
1417; 1106-1421; 1106-1337; 1106-1288; 1106-1290; 1106-1275; 1106-1253; 
1130-1410; 1128-1247; 1142-1418; 1142-1416; 1148-1425; 1317-1894; 1328- 
1571; 1363-1930; 1370-1630; 1455-1641; 1462-1831; 1462-1796; 1465-1699; 
1552-1832; 1553-1832; 1585-1712; 1614-2150; 1703-1988; 1712-2245; 1723- 
2172; 1823-2300; 1832-2062; 1836-2117; 1925-2234; 1938-2147; 1940-2135- 
1969-2433; 1984-2287; 2000-2464; 2003-2258; 2037-2434; 2064-2662; 2074- 
2392; 2109-2295; 2116-2382; 2192-2459; 2215-2825; 2217-2509; 2371-2683- 
2395-2857; 2399-2676; 2456-2835; 2473-2727; 2484-2892; 2492-3081; 2511- 
^V^li 1 ' 2808 '' 2583 - 2 816; 2615-3166; 2617-3187; 2630-2904; 2637-2881; 
2711-3183; 2713-2987; 2724-2948; 2/84-3091; 2786-3038; 2786-3029; 2845- 
3439; 2869-3244; 2869-3212; 2869-3119; 2966-3187; 2970-3087; 3032-3632; 
3033-3258; 3045-3327; 3067-3239; 3085-3673; 3098-3664; 3124-3664; 3134- 
3666; 3139-3405; 3160-3416; 3160-3420; 3190-3666; 3192-3449; 3217-3701; 
3226-3492; 3229-3487; 3238-3707; 3249-3661; 3251-3661; 3256-3661; 3260- 
3698; 3266-3661; 3267-3661; 3289-3531; 3301-3661; 3302-3703; 3305-3661; 
3307-3661; 3311-3703; 3312-3661; 3312-3580; 3323-3556; 3346-3701; 3345- 
3606; 3347-3707; 3349-3661; 3351-3707; 3351-3614; 3357-3703; 3371-3661; 
3374-3661; 3386-3702; 3384-3703; 3392-3661; 3414-3661; 3417-3698; 3420- 
3661; 3423-3661; 3449-3661; 3454-3661; 3458-3661; 3463-3541; 3488-3722; 
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3492-3703- 3504-3661; 3505-3701; 3509-3661; 3510-4045; 3644-3701; 3822- 
4294- 3904-4395; 3906-4155; 3939-4294; 4219-4484 

fl9/LG:23 6697.15:2001MAR30 || 1-613; "3-507; 280-517; 299-540; 305-553; 
•*n9 574- 310-527- 333-463; 333-459; 310-950; 310-523; 323-544; 347-862, 
331:686- 366-7lI; 366-608 366-544; 369-612; 380-624; 381-845; 388-688; 
lll ill'- 395-872- 396-636; 397-655; 403-730; 402-670; 403-647; 403-651; 
410 _ - 67'; lll-lll'; 415-597 415-954; 419-483; 420-761; 421-898; 421-592, 

424-590 426-670; 428-728; 431-703; 444-794; 442-934; 443-850; 446-605; 

I ' 45 8-811- 416-656,- 466-658; 469-591; 470-645; 493-630; 494-658; 

til All- lo9-654- 467-715; 471-736; 525-601; 542-838; 544-849; 487-737; 

Hl^ll' III 852- 509-643- 565-833; 579-857; 595-1163; 595-878; 592-815; 

I92I54 592-836 595-832 595-828; 601-917; 604-851; 625-1132; 629-877; 

lll lit'- III 931 716-843- 672-1155; 691-918; 695-897; 706-866; 723-840; 

n.l ZV. 730 ill's- 777-1057; 794-1066; 795-1035; 799-1054; 820-1094; 823- 

I2 3 1^68 l23-Io42 825-1121; 846-1321; 874-1121; 878-1390; 884-1132; 

812 i0?3 Sll-llll, 93f-i356; 963-1492; 966-1096; 970-1243; 986-1265; 992- 

?273 992-1272 1007-1356; 1008-1536; 1008-1393; 1041-1351; 1041-1324; 

lols'ieot 1057-1661; 1060-1493; 1058-1612; 1087-1363; 1141-1674; 1151- 

^23 i?6i-"o3; 1168-1464; 1173-1426; 1178-1476; 1186-1466; 1218-1710; 

llll'-isll i»8ll70f»; 1236ll708; 1237-1710; 1255-1707; 1257-1458; 1257- 

n^n 1492- 1257-1459- 1265-1524; 1266-1709; 1282-1924; 1291-1703; 

iSXilS! 12l3ll703; 130lll703; 1307-1607; 1312-1838; 1317-1703; 1318- 

fell; 1318-1563; 1329-1703; 1336-1703; "38-1703; 1338-1599; 1341-1951; 

l\aoll608- 1341-1647; 1341-1629; 1351-1643; 1356-1644; 1359-1612; 1365- 

158?- ?365-1790; 1378-1709; 1385-1703; 1397-1703; 1403-1785; 1402-1788; 

1398ll92l; lIo^lBlS; 1403ll587; 1406-1667; 1419-1690; 1423-1709; 1440- 
1924-1447-1701; 1463-1704; 1465-1694; 1469-1765; 1476-1721; 1480-1573; 
I486 1963- 1500ll971; 1500-1966; 1507-1963; 1511-1963; 1512-1958; 1519- 
19 ; 1 18-1968; 15^9-1963; 1523-1966;- 1527-1958 - 1530-1703 ; 1543-1965 ; 
;L 7 1548-1970- 1548-1938; 1548-19.65; 1558-1964; 1559-1831; 1562- 

1789 ltli-^22- 1585-1958; 1588-1932; 1589-1958; 1589-1703; 1594-1709; 
lloo'l965 1604ll893; 161lll967,- 1616-1964; 1619-1969; 1619-1962; 1619- 
19« lll9-1957- 1619-1865; 1620-1958; 1621-1971; 1625-1954; 1629-1968; 
I?30'l877 "30I186I; 163lll703; 1634-1963; 1637-1970; 1665-1954; 1666- 
1*11. 1V?2 1967- 1672-1965- 1677-1948; 1703-1923; 1736-1966; 1768-1971; 
SgiliSrSSlliS? 186^1968; 1866-1946; 1873-1965; 1874-2020; 1878- 

■ 111%) 2375^21:2001^30 || 1-593; 181-570; "5-595; 187-465; 270-815; 
298-707- 354-573- 404-697; 452-881; 476-956; 485-726; 487-658; 543-807; 

615-868- 750-1335; 794-1263; 821-913; 836-1062; 863-1439; 878- 
l!l2 5 884-114?fi039-1493 ' 1045-1402; 1179-1459; 1209-1454; 1225-1516; 
1345 1593- 1391-1657- 1430-1490; 1487-1735; 1495-1623; 1525-1697; 1533- 
2otI 1754-20?8; 1767-2009; 1774-1886; 1786-2035; 1910-2484; 1914-2318; 
19^12153; 191312156; 1919-2026; 1939-2316; 1964-2093; 1967-2315; 1985- 
2294- 2014-2301; 2146-2589; 2153-2423; 2282-2884; 2332-2686; 2332-2553; 
lilt' 2607 2353^2739 2355^2582; 2357-2675; 2384-2969; 2433-2940; 2502- 
f84 5 : 502-2740; 2561-3012; 2561-2754; 2568-3045; 2583-2973; 2604-2884; 
2630l2855; 2847-2978; 2913-3225; 2989-3540; 2989-3222; 3011-3461; 3134- 
„„. 3163-3553- 3253-3553; 3291-3516; 3314-3553; 3327-3550; 3353-3631; 
llll'3655 ITll'-slll 350ll3641; 3501-3631; 3506-3631; 3558-3631; 3575-3631 
iSSfSeOM^^SiilSo 1 !! 1-421; 170-584; 458-807; 62^ \£->%™™*> 
75R 97R- 872-1216- 872-1144; 938-1232; 1163-1696; 1177-1588; 1200-1487; 
I";-1476 134o" 6 loI 1446-1864; 1449-1763; 1585-1796; 1732-2051; 1734- 
„„. lq 69- 1968-2247; 1968-2436; 1968-2221; 2097-2630; 2113-2428; 

21 126 33 1 9 120:2626: "lil^B; 2148-2636; 2166-2366; 2248-2679; 2317- 
2676; 2329-2666; 2401-2568; 2401-2680; 2405-2681; 2429-2673; 2 |49-2673 
i9^r-?38209 1-2001MAR30 II 1-298; 1-367; 184-814; 184-784; 197-722; 301- 
766 tkl 111 666-723^0 2 :il52; 702-1348; 735-1364; 760-1005; 759-1197; 

^7 J^- 850-1464; 917-1169; 926-1571; 928-1221; 1001-1581; 1006- 
1639; 1279 -^843; l 2 79-143lt 1281-1524; 1283-1569; 1283-1956; 1292-1793; 
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1345-1858; 1350-1935; 1376-1635; 1377-1623; 1406-3891; 1539-1592- 1539 
1934; 1662-1947; 1674-1892; 1681-1874; 1709-1851; 1731-2360? 1749-1990 
1859-2120; 1866-2113; 1866-2279; 1875-2498; 1918-2165; 1918-2169- 1996 
2465; 2017-2206; 2052-2591; 2058-2229; 2076-2199; 2076-2230; 2110-2525 
2119-2355; 2151-2361; 2158-2275; 2199-2279; 2199-2727; 2228-2832; 2260 
2539; 2301-2500; 2313-2561; 2325-2576; 2353-2688; 2347-2967; 2357-2626 
2388-2844; 2421-2682; 2448-2930; 2448-3011; 2450-2699; 2468-2752- 2514 
2603; 2520-2762; 2541-2809; 2545-2819; 2572-2849; 2595-2853; 2611-3039 
2646-2852; 2666-2920; 2666-3177; 2667-2963; 2667-2964- 2677-3223- 2721 
2970; 2724-3030; 2734-3265; 2776-3060; 2805-3070; 2807-3060; 2833-3122 
2843-3113; 2846-3079; 2846-3145; 2880-3132; 2903-3436; 2909-3203; 2938 
3202; 2944-3360; 2956-3244; 2962-3225; 2964-3120; 2970-3469; 2982-3237 
2990-3409; 3004-3243; 3012-3530; 3012-3241; 3018-3273; 3018-3300- 3021- 
3128; 3039-3410; 3053-3251; 3071-3245; 3104-3241; 3122-3546; 3160-3392 
3167-3471; 3187-3434; 3188-3750; 3191-3291; 3198-3302; 3203-3454- 3217 
3800; 3233-3504; 3238-3506; 3248-3489; 3257-3523; 3260-3495; 3282-3556 
3284-3845; 3287-3867; 3314-3904; 3354-3725; 3354-3558; 3361-3647; 3363 
3552; 3359-3856; 3394-3651; 3394-3648; 3408-3676; 3408-3640; 3408-3891 
3411-3655; 3414-3711; 3417-3860; 3416-3850; 3419-3.892; 3423-3853; 3426 
^ff\o? 40 ~ 3827; 3443 - 3890 <- 3447-3561; 3453-3655; 3457-3890; 3463-3906 
3466-3891; 3474-3849; 3475-3849; 3475-3813; 3477-3697; 3477-3755- 3490 
3890; 3500-3889; 3501-3903; 3508-3892; 3517-3747; 3518-3850; 3542-3903 
3544-3904; 3545-3886; 3585-3801; 3605-3895; 3613-3884; 3613-3890; 3623 

lllV.lt 67 ' 3908 '' 3697 - 3790 <- 3698-3905; 3732-3825; 3785-3907; 3794-3880 
3801-3891; 3802-3853; 3825-3890 

123/LG:238456.10:2001MAR30 || 1-237; 2-211; 5-311; 8-394; 8-471; 8-274- 11- 

11V \1~^IV \l~ S52; 19_250; 28 - 373 <- 30-646; 39-283; 45-231; 50-295; 51- 
593; 50-173; 54-252; 54-221; 57-316; 57-294; 58-239; 59-221; 58-267; 59- 
292;. 59-299; 59-308; 60-164; 61-311; 61-328; 61-300; 61-231; 62-317; 63- 
311; 67-356; 68-268; 75-202; 76-343; 77-349; 76-231; 78-354; 78-326- 79- 
320; 78-309; 78-285; 79-251; 79-345; 79-225; 79-561; 81-327; 80-280!- 82- 

ll'll 1 '' 81 ~ 366; 81-361; 82-352; 81-329; 83-357; 83-318; 82-184; 84- . 
462; 84-398; 85-325; 88-266; 91-204; 95-651; 95-598; 100-327; 99-336- 101- 
367; 108-355; 110-358; 108-317; 108-197; 110-202; 110-361; 112-355- 113- 
11V H 3 - 322 ' H5-357; 118-351; 121-386; 124-344; 125-383; 128-540 '; 126- 
277,- 128-395; 128-363; 129-371; 132-365; 135-613; 134-373; 138-450; 140- 
11V 14 °- 385 <- 150-420; 169-425; 178-373; 180-449; 186-423; 210- 

aIV Si"??^ "S-SOO; 241-814; 243-492; 244-315; 241-697; 266-822; 266- 
427; 274-410; 285-702; 287-597; 285-780; 294-519; 294-496- 309-441- 325- 

343 - 674? 345-634; 354-908; 367-900; 374-634; 391-978; 391-638; 391- 
t^J ^ 4_814; 399 - 654 ' 401-655; 415-808; 414-799; 421-942; 431-630; 432- 
11V HI' 811 '' 455 " 8 1 7 '- 467-689; 478-751; 480-751; 481-742; 501-724; 502- 
580; 509-1082; 526-792; 529-762; 528-656; 529-752; 538-678; 560-687; 567- 
11V S?"!S2'" "°- 773; 58 2"857; 582-850; 583-1003; 597-877; 597-862; 589- 
833; 601-675; 593-1055; 608-906; 605-1140; 605-1154; 608-1158- 615-1176- 
6 n 26 ~l 285; 639 - 698 '- 645-907; 652-962; 662-1239; 675-1253; 669-907; 673-1051- 
713-1072; 682-920; 694-1114; 694-1225; 694-1162; 689-937; 712-950- 713-883- 
717-916; 730-1009; 722-1006; 728-1017; 728-966; 746-1022; 749-1284- 741- ' 
i" UlV-'llV^l' 981 ' 749 -1026; 768-1042; 770-1002; 773-1031; 778-1010; 
.^w _ — ^; /^ u -^<«; 809-981; 811-1042; 826-1018; 818-1031; 799-1285- 822- 
o^ 2 ;'o^ 4_1290; 827 -l 112 <- 826-1288; 828-1284; 813-1241; 830-1284; 821-1284 
.III IV 8 27-1288; 816-1192; 831-1284; 834-1290; 834-1287; 837-1290; 838- 
ll 8 Ll* 129 ° ! 840 " 1292 '- 845-1294; 845-1289; 832-1290; 849-1293; 849-1297 

IV 856 - 1066; 855-1290; 841-1294; 857-1287; 858-1214; 864-1148; 863- 
lll {J? "o^ 7 * c 865 ~ 1292 '' 869-1284; 867-1290; 873-1060; 855-1284; 857-1290 
V>\~a Ilk 8 U~ 95l! 876-1284; 876-1286; 878-1289; 879-1284; 884-1284; 886- 
lll i, I 2 **'' 876-1290; 879-1133; 894-1294; 896-1290; 897-1295; 896-1296 
89 nn I : 905 - 1293 > 9 08-1290; 910-1286; 895-1286; 908-1286; 914-1290; 920- 
11a \->ll 7-1253 ; 9 38-1290; 941-1283; 941-1286; 947-1290; 937-1297; 939-1284 
954-1289; 972-1283; 1001-1284; 1009-1266; 1009-1161; 995-1282; 1013-1283; 
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1026-1285; 1027-1286; 1035-1241; 1034-1294; 1039-1293; 1087-1289; 1090- 
1284; 1090-1293; 1036-1141; 1038-1437; 1097-1290; 1099-1180; 1131-1246; 
1134ll290; 1138ll284; 1141-1262; 1150-1284; 1155-1283; 1156-1290; 1177- 
19ft7 . 11RR-1990- 1195-1286; 1233-1290J 

124/LG: 9245 i':200iLk30 | 1-363; 1,367; 68-119; 76-338; 88-388; 92-314; 
116-519; 119-519; 123-370; 123-367; 134-415; 142-519; 143-519; 153-519; 
182-460- 204-425; 231-419; 334-519; 340-519; 439-1039; 458-526; 463-519; 

826-1056; 836-1014; 840-1062; 850-941; 850-951; 840-1355; 841- 
1014 853-1031- 853-1025; 849-1183; 850-1014; 850-1153; 850-935; 850-925; 
85^995 850-li54; 850-1239; 853-955; 853-1297; 853-1009; 881-1118; 871- 
999- 908-!l50; 907-1203; 907-1133; 939-1220; 935-1172; ^0-1226; 942-1201; 
961-1280- 96llll78; 957-1212; 1053-1314; 1058-1543; 1061-1396; 1067-1150; 
?067 1266; 1068-1265; 1132-1374; 1148-1445; 1150-1454; 1159-1417; 1168- 
1294- 1207-1455; 1220-1437; 1220-1815; 1216-1662; 1216-1437; 1220-1325; 
1225ll406- 1233-1437; 1274ll883; 1304-1823; 1299-1933; 1314-1437; 1329- 
^52-032-1437; 1332-1565; 1332-1845; 1335-1681; 1336-1610; 1337-1708; 
1340ll437 1336ll440; 1336-1940; 1339-1855; 1353-1588; 1352-1920; 1366- 
155?; 1371-1956; 1382-1666; 1385-1611; 1435-1676; 1470-1924 ; 1470-1933 ; 
1470ll862- 1471-1701; 1476-1808; 1476-1631; 1478-2010; 1478-1673; 1478- 
X150; ^78-1860; 1490-2056; 1490-1699; 1495-1702; 1495-2051; 1503-1678; 
151lll656- 1528ll867; 1550-1795; 1559-1802; 1564-1857; 1568-1896; 1579- 
2093; 1575-1841; 1579-1997; 1581-2010; 1581-2117; 1581-2102; 1581-2074; 
158 7 ll849- 1587ll848; 1590-1967; 1610-1874; 1610-1894; 1626-1828; 1643- 
2168- ?643-2167; 1663-2231; 1666-1984; 1669-1846; 1692-1939; 1692-2185; 
?699-1809 1702ll961; 1704-1855; 1708-2337; 1706-1971; 1711-2282; 1713- 
I93I. ??25-1988- 1739-1955; 1739-1944; 1740-1988; 1753-2031; 1763-1941; 
llll'-2lll 1774ll955; 1779l 2 049; 1785-2027; 1811-2007; 1823-2094; 1828- 
zlol- ?830-2096; 1834-2118; 1866-2420; 1868-2157; 1870-2211; 1875-2053; 
18?9-2433; 188ol 2 126; 1901-1996; 1901-2138; 1909-2167; 1915-2213; 1923- 
2156-1939-2427; 1938-2100; 1941-2117; 1965-2199; 1977-2463; 1985-2447; 
IfA^lll. 1992^2203; 1995-2465; 1996-2462; 1998-2227; 1998-2367; 1998- 
2421-2006-2464; 2010-2224; 2035-2470; 2037-2462; 2042-2462; 2042-2463; . 
204512448; 2059l 2 463; 2061-2458; 2066-2263; 2066-2273; 2068-2460; 2070- 
2465-2072-2464- 2075-2306; 2076-2470; 2076-2468; 2078-2467; 2079-2233; 
2088l 2 464; 2088-2469; 2092-2449; 2101-2478; 2100-2467; 2116-2421; 2136- 
2407; 2142-2444; 2154-2463; 2155-2426; 2155-2427; 2158-2467; 2161-2464; 
216212458; 2174-2464; 2173-2452; 2174-2465; 2176-2463; 2193-2451; 2215- 
2452-2228-2470; 2236-2432; 2236-2464; 2279-2463; 2293-2528; 2296-2464; 
230212463; 2307-2428; 2331-2464; 2353-2464; 2391-2460; 2394-2458 
125/1,0:239579.8:2001^30 || 1-137; 1-166; 13-526; 129-718; 230-509; 239- 
446 245-506; 250-442; 252-556; 253-529; 254-817; 289-422; 325-583; 357- 
AS7 375-474- 377-639; 382-650; 391-636; 395-621; 398-638; 399-668; 412- 
7 I- llUlt'; lll-tll 419-961; 430-715; 433-686; 445-647; 454-699; 457- 
721 472-715; 488-791; 499-731; 502-784; 512-921; 511-1079; 511-878; 512- 
1004; 515-1129; 522-741; 522-747; 524-754; 527-784; 526-767; 532-748; 544- 
1107 548-1184; 559-820; 577-849; 580-799; 581-816; 595-859; 594-734; 600- 
1242 603-1114; 603-730; 612-1121; 623-1121; 627-1144; 631-877; 650-895; 
662-911; 668-756; 670-922; 671-1121; 672-792; 672-917; 677-905; 683-1106; 
700-1121; 702-1215; 701-971; 704-1121; 704-979; 705-1121; 708-1121; 712- 
924; 720-1118; 743-1199; 730-1259; 730-950; 734-1121; 720-900; 736-1121; 
?37l946; 728-975; 743-932; 743-997; 743-979; 745-1005; 747-1039; 756-1252; 
741-1013; 744-1070; 759-1242; 763-1256; 766-1121; 777-1207; 782-1256; 786- 
1043- 790-1258- 790-1252; 797-1252; 800-1252; 811-1255; 811-1252; 817-1006 
8?8-i252; 821-1255; 824-l 2 52; 830-1250; 835-1248; 838-1254; 840-1248; 840- 
S21; 844-1242; 845-1252; 849-1121; 849-1083; 859-1106; 861-1246; 866-1164 
884-1134; 887-1252; 894-1070; 909-1258; 915-1250; 917-1199; 920-1408; 929- 
1208; 931-1252; 931-1216; 936-1255; 949-1252; 949-1244; 951-1242, 952-1121 
953-1252; 953-1242; 957-1247; 963-1256; 965-1222; 970-1256; 979-1246; 976- 
1251; 978-1234; 999-1253; 1001-1207; 1007-1253; 1009-1252; l 0 """"* 1011 
1242; 1032-1163; 1049-1234; 1052-1252; 1058-1252; 1072-1252; 1077-1252; 
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1094-1250; 1127-1206; 1128-1252; 1132-1252; 1138-1249; 1151-1233- 1183- 
1256; 1183-1242; 1183-1241; 1194-1246 

126/LG:239601.22:2001MAR30 || 1-198; 10-331; 71-617; 178-601; 178-450; 182- 



424; 
632; 
591; 
733; 



920; 
918; 
785; 
646; 



913; 
918; 
918; 
888; 



202-343 
386-672 ; 
451-706; 
453-642; 
916; 468-880; 
701; 475-699; 
500-779; 
517-916; 
538-921; 
561-906; 
854; 593-875; 597-918; 
918; 633-910; 
666-908 ; 
710-911; 
765-999; 
822-918; 



213-564; 214-464; 
396-640; 405-880; 
427-664; 435-713; 
453-910; 456-675; 
468-877; 472-896; 
477-924; 479-944; 
500-890; 502-918; 
523-1066; 530-916, 
537-922; 540-918; 
563-920; 569-918; 

601-915; 
635-915; 635-1111; 
669-921; 671-918; 



714-918; 
779-915; 
831-923; 



716-915; 
781-914; 



328-593; 
417-648; 
436-861; 
462-875; 
474-920; 
479-883; 
502-770; 

528-801; 530-920 
548-772; 545-918; 
570-918; 
603-914; 

636-915, 
677-915; 
718-892; 
782-886; 



339-577; 371-602; 374-646; 376- 
418-906; 421-683; 426-701; 426- 
437-695; 452-680; 449-921; 451- 
463-707; 463-700; 464-722; 468- 
475-906; 475-781; 475-733; 475- 
479-628; 482-924; 483-766; 491- 
505-801; 508-784; 509-920; 511- 
533-921; 532-918; 534- 
561-765; 561-652; 561- 
572-919; 580-921; 582-914; 586- 
611-918; 611-915; 616-918; 619- 

638-843; 642-916; 644-883; 651- 
689-881; 692-874; 694-918; 710- 
728-918; 752-891; 753-919; 756- 
795-922; 795-918; 803-918; 807- 



833-1419; 838-918; 843-1112; 895-1262; 911-1164 
1087-1721; 1150-1387; 1269-1613; 1308-1712; 1353-1514; 1513-1807; 1515- 
1700; 1528-1631; 1556-1836; 1599-1928; 1612-1881; 1667-1931; 1667-2032; 
1763-1900; 1994-2529; 2007-2696; 2244-2754; 2252-2470; 2256-2771- 2254- 
2757; 2255-2471; 2256-2758; 2256-2770; 2256-2537; 2256-2462; 2263-2393 
2277-2482; 2291-2581; 2294-2651; 2294-2676; 2294-2674; 2294-2667; 2294- 
2475; 2294-2503; 2313-2792; 2314-2651; 2318-2791; 2336-2791; 2340-2791- 
2340-2651; 2354-2794; 2382-2687; 2387-2651; 2408-2651; 2411-2793- 2413- 
2796; 2422-2796; 2423-2798; 2425-2655; 2425-2606; 2427-2636; 2461-2796* 
2473-2651; 2480-2651; 2483-2802; 2520-2789; 2532-2790; 2537-2794- 2564- 
2796; 2685-2790 

127/LG:240121.1:2001MAR30 || 1-247; 1-67; 1-390; 1-225; 1-425; 2-425- 4-67- 
101-272; 110-360; 110-416; 202-685; 349-639; 349-702; 376-509; 420-597- 
517-634; 583-1103; 583-685; 585-685; 956-1555; 964-1159; 966-1237; 970- 
1228; 985-1223; 985-1097; 985.-1082; 987-1066; 988-1351; 1017-1305- 1137- 
1580; 1137-1383; 1241-1481; 1241-1782; 1251-1425; 1258-1591; 1250-1750- 
1264-1531; 1307-1744; 1309-1556; 1311-1615; 1389-1467; 1389-1520; 1388- 
1634; 1389-1683; 1433-1690; 1445-1734; 1451-1735; 1454-1740- 1492-1698- 
1534-1792; 1540-1763; 1566-1841; 1583-1870; 1583-1982; 1585^1685; 1650- 
1846; 1659-1821; 1663-1870; 1681-1806; 1704-2082; 1715-2140; 1719-2043- 
1757-1996; 1757-2291; 1766-1992; 1775-1957; 1777-1920; 1778-2017- 1779- 
2012; 1780-1896; 1785-2148; 1788-2029; 1803-2359; 1807-2087; 1814-2083 
1829-2103; 1864-2426; 1879-2350; 1885-2150; 1886-2345; 1887-2358; 1888- 
2356; 1896-2352; 1897-2355; 1899-2355; 1933-2157; 1935-2358; 1937-2355- 
1937-2350; 1937-2150; 1938-2315; 1945-2354; 1957-2350; 1958-2357; 1958- 
2222; 1961-2355; 1964-2192; 1967-2355; 1970-2349; 1970-2355; 1971-2358- 
1977-2349; 1984-2355; 1985-2349; 1988-2336; 1991-2350; 1995-2350; 1994- 
2320; 2006-2248; 2015-2472; 2017-2472; 2022-2355; 2030-2350; 2031-2356- 
2049-2356; 2056-2232; 2061-2321; 2068-2470; 2071-2465; 2073-2354; 2076- 
2351; 2084-2356; 2087-2350; 2090-2357; 2111-2304; 2120-2449; 2125-2361* 
2130-2351; 2135-2350; 2161-2287; 2231-2453; 2253-2453; 2218-2357; 2263^ 
^rr-r-r, ^^o^-^jjo; ^:?D-zf±04i ; Z J Z _L - ^ b y D ; 2315-2407 



128 /LG: 241110 . 2 : 2001MAR3 0 
98-180; 271-467; 300-862; 
611-1185; 611-1171; 663-12 
1422; 1136-1582; 1208-1674 
1351-1806; 1357-1802; 1380 
1764; 1434-1803; 1441-1801 
1466-1803; 1468-1731; 1466 
1768; 1510-1803; 1546-1802 
1746-1801; 1814-2070; 1818 
2490; 1992-2401; 2115-2706 



1-256; 29-224; 
535-1041; 548-817 
65; 731-1290; 784- 
1247-1648; 1334- 
1802; 1399-1803; 

1449-1929; 1447- 
1802; 1477-1803; 

1570-1753; 1587- 
2063; 1885-2396; 
2138-2706; 2215- 
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29-201; 41-327; 56-424; 92-428; 
• 548-818; 548-994; 581-810; 
-990; 962-1528; 989-1461; 1136- 
-1582; 1334-1783; 1349-1736; 

1408-1802; 1409-1802; 1419- 
-1603; 1465-1805; 1465-1695; 

1496-1803; 1500-1802; 1509- 
•1798; 1631-1803; 1664-1803; 

1940-2039; 1945-2189; 1946- 
•2884; 2397-2855; 2465-2915; 
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2516-2830- 2579-3119; 2659-3077; 2670-3214; 2676-3303; 2759-3025; 2764- 
3304- 2777-3272; 2789-3032; 2793-3288; 2901-3349; 3007-3348; 3009-3349; 
3172-3553- 3174-3429; 3259-3502; 3265-3879; 3352-3496; 3395-3681; 3462- 
3686- 3475-3737; 3491-3879; 3494-3735; 3581-4012; 3583-4134; 3597-3796 
3629-4130; 3645-3999; 3648-3907; 3708-4283; 3712-3799; 3742-4152; 3753- 
4149- 3768-4182; 3845-4179; 3863-4147; 3924-4426; 3928-4175; 3969-4180 
3991-4161- 4100-4321; 4100-4173; 4231-4524; 4237-4755; 4322-4746; 4450 
4707- 4471-4746; 4475-4728; 4498-4746; 4549-5141; 4549-4746; 5015-5403 
5019-5195- 5019-5093; 5029-5502; 5047-5337; 5131-5389; 5162-5753; 5163 
5482- 5168-5425; 5173-5351; 5173-5470; 5177-5808; 5202-5635; 5208-5631 
5360-5538; 5399-5626; 5402-5870; 5409-5750; 5497-5761; 5568-5765; 5588 
5840; 5629-6181; 5641-6156; 5646-5878; 5673-6156; 5697-6149; 5712-5875 
5717-5893- 5730-5956; 5730-6241; 5766-6291; 5800-6321; 5835-5940; 5840 
6324- 5892-6366; 5920-6324; 5942-6362; 5958-6364; 5982-6364; 5992-6350 
5993-6238; 5993-6204; 6037-6324; 6185-6321; 6199-6348; 6200-6364; 6224- 

"9/LG 6 2449l8 6 4:2001MAR30 || 1-586; 1-231; 17-442; 23-451; 30-235; 30-492; 
31-571- 40-425; 31-553; 58-572; 80-692; 109-592; 134-574; 132-720; 143-809; 
177-580- 192-424; 215-551; 219-489; 224-476; 224-469; 227-485; 227-463; 
228-434- 229-528; 230-532; 229-578; 231-512; 239-749; 255-464; 250-601; 
256-643; 262-721; 268-453; 293-546; 300-574; 299-418; 304-538; 304-432; 
306-851- 322-605; 328-427; 344-663; 354-648; 354-621; 357-653; 367-492; 
367-485; 367-525; 371-466; 372-703; 377-978; 383-672; 383-615; 384-483; 
384-696- 392-474; 403-653; 405-616; 412-668; 431-786; 450-724; 452-579; 
454-700; 457-773; 461-787; 498-787; 498-778; 513-978; 520-741; 544-868; 
558-834- 563-834; 564-810; 573-842; 572-892; 585-832; 596-835; 597-791; 
599-843- 599-918; 624-898; 628-915; 632-924; 637-1010; 645-984; 650-998; 
654-948; 654-893; 656-911; 652-886; 664-860; 669-847; 674-912; 689-879; 

130/LG 1 245378.6:2001MAR30 || 1-597; 108-708; 180-576; 329-864; 329-557; 
329-546- 333-743; 347-916; 351-916; 351-742; 384-592; 386-701; 422-704; 
457-704- 472-701; 506-1041; 603-1139; 615-755; 664-1087; 693-1111; 703-901; 
704-979) 725-858; 740-874; 775-1299; 862-1191; 904-1184; 918-1339; 918- 
1172- 926-1149; 938-1180; 989-1190; 1049-1170; 1056-1191; 1070-1178; 1100- 
1426- 1141-1367; 1213-1683; 1228-1435; 1231-1426; 1234-1596; 1234-1408; 
1234^1402; 1235-1536; 1235-1339; 1236-1583; 1234-1366; 1236-1320; 1238- 
1698- 1270-1428; 1276-1809; 1290-1426; 1296-1783; 1340-1586; 1366-1426'; 
1353-1502; 1474-1687; 1550-1955; 1550-1775; 1550-1764; 1559-1771; 1566- 
1823- 1586-2036; 1604-1820; 1616-1987; 1669-1942; 1671-1806; 1705-1943; 
1717-1785; 1718-2193; 1720-1929; 1788-2067; 1798-2204; 1827-2161; 1833- 
2398; 1855-2107; 1855-2089; 1873-2107; 1873-2032; 1877-2368; 1903-2168; 
1919-2008; 1966-2225; 1984-2545; 2002-2562; 2009-2531; 2013-2544; 2068- 
2495- 2070-2380; 2071-2351; 2094-2417; 2097-2576; 2097-2232; 2104-2524; 
2109-2377; 2120-2589; 2121-2594; 2137-2361; 2142-2587; 2155-2576; 2161- 
2318- 2165-2592; 2164-2589; 2187-2576; 2196-2567; 2206-2588; 2206-2587; 
2207^2576; 2206-2467; 2209-2587; 2216-2576; 2215-2495; 2242-2550; 2256- 
2576; 2258-2568; 2264-2735; 2298-2585; 2345-2896; 2354-2541; 2360-2886; 
2360-2576; 2383-2914; 2393-2587; 2473-3010; 2473-2576; 2487-2804; 2522- 
2997- 2524-2774- 2560-2819; 2600-3028; 2616-2895; 2623-"2893; 2672-3216; 
2714^3217; 2729-3175; 2718-3018; 2745-2993; 2740-2942; 2792-3106; 2797- 
3336; 2806-2893; 2807-3184; 2823-3413; 2828-3106; 2888-3112; 2918-3335; 
2931-3156; 2941-3204; 2948-3222; 2957-3475; 2958-3217; 2978-3240; 2979- 
3168; 2991-3198; 3007-3243; 3065-3189; 3087-3342; 3093-3299; 3112-3517; 
3112-3367; 3121-3391; 3121-3376; 3121-3373; 3127-3760; 3154-3730; 3158- 
3761; 3175-3651; 3175-3444; 3257-3505; 3272-3471; 3304-3577; 3305-3649; 
3305-3553; 3317-3558; 3320-3419; 3331-3426; 3334-3523; 3335-3701; 3345- 
3606; 3341-3968; 3358-3887; 3361-3457; 3389-3915; 3391-3675; 3400-4012; 
3406-4006; 3408-4003; 3414-3849; 3432-3577; 3467-3745; 3479-3651; 3479- 
3612; 3486-3727; 3501-4003; 3516-4075; 3568-3916; 3570-3844; 3571-3854; 
3593-3916; 3621-3900; 3622-3900; 3620-3878; 3630-4053; 3630-3808; 3634- 
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3898; 3643-4187; 3655-3919; 3666-4194; 3672-3785; 3684-3788; 3704-3825- 
3716-3934; 3718-4121; 3720-3999; 3725-3996; 3731-3980; 375814008 374el 
3982; 3746-4023; 3766-3962; 3788-4184; 3810-4087; 3828-4296-3828-402?. 
^n" 4 ?oo4 3 ! 42 - 4063; 3839-4074; 3864-4011; 386014120; 3863-4059; 386^1 
4130; 3883-4361; 3872-4155; 3872-4087; 3886-4128; 3904-4480- 3905-4092- 
l',ll~*llV 3921 " 4169; 3925-4463; 3922-4356; 391ll 4 163; ttltUlll, 3924- 
4186; 3925-4554; 3939-4188; 3941-4210; 3946-4136; 3955-4466- 3938-4177- 
3958-4208; 3970-4534; 3963-4203; 3976-4223; 398 9 l4219; 3992l 4 230 till' 
4290; 3996-4453; 3990-4229; 4021-4267; 4024-4232; 4024-4444- 4040-4288- 
4048-4414; 4053-4265; 4076-4194; 4085-4379; 4076l 4 374; lollUtll till' 
4331; 4099-4343; 4105-4360; 4105-4325; 4106-4343; 4109-4352- Sw-SST 
4113-4454; 4113-4395; 4113-4370; 4121-4395; 412ol 4 216; 4142l 4 556 tllt 
4534; 4150-4710; 4150-4396; 4151-4233; 4171-4415; 4178-4341- 4180-4740- 
4191-4451; 4179-4439; 4179-4247; 4196-4411; 4200^457; 4217I445I 4222* 
4501; 4235-4755; 4234-4516; 4223-4384; 4239-4502; 4274-4754-4280-4558- . 
4270-4423; 4285-4529; 4288-4541; 4306-4544; 4312-4487; 4332l 4 568 432ol 
4561; 4368-4545; 4362-4743; 4368-4719; 4376-4593; 4389-4518; llli-tlll 
4390-4659; 4408-4561; 4397-4641; 4408-4650; 4412I466I; 4414l 4 772 tlll'- 
^o='"^ 449 ~ 4550; 4465-5033; 4467-4690; 4475-4879; 4482-4718; 4475-4757- 
4485-4778; 4486-4758; 4494-4782; 4530-4745; 4538-4817; 4544I47I4 4544I 
4759; 4563-5071; 4565-5009; 4563-4657; 4564-4886; 4567-5071; 4565-4988- 
4565-4783; 4565-4748; 4567-4904; 4570-4785; 4571-4846; 4578l 4 822 458ol 
4840; 4593-5119; 4602-4737; 4595-4937; 4595-4857; 4593-4992; 4598-48^- 
4604-5075; 4612-4888; 4616-5172; 4618-4882; 4621-4874; 463 2 l4902 4644I 
4860; 4647-4917; 4645-4914; 4652-5178; 4663-4863; 46?i-5178. 
4675-5179; 4675-5052; 4678-4960; 4701-4939; 4680-5071; 468ol 4 904 4681- 
^'' c ^ 89 " 4799; 4693 " 5178 '- 4693-4923; 4699-4936; 4702-4990,- 4704-5070- 
4704-5072; 4706-5071; 4707-5184; 4729-5071; 4710-5180; 471 2 1 5 179; 4115- 
^L° ; C n^ 6_4930; 4716 - 5175 '- 4715-5184; 4723-4961; 4725-5181; 4728-5071- 
4754-5026; 4734-5180; 4755.-5017; 4738-5068; 4745-5178; 4745^071 4745I 
5034; 4744-4974; 4748-5017; 4753-5018; -4774-5159; 4757-5179- 4756-5178- 
4761-5179; 4761-5178; 4766-5178; 4767-5181; 4769-5175; 4769l 5 157 4774I 
^o'' C n 7 3 4 - 5178; 4772 ~ 517 8'- 4774-5182; 4776-5178; 4775-5159; llli-tllt- 
4779-5016; 4781-5178; 4777-5177; 4783-5183; 4783-5069; 4784l 5 175- 478sl 
5175; 4787-5047; 4789-5048; 4810-5182; 4792-5183; 4794-5181- 4796-5056- 
4796-5015; 4795-4977; 4796-5178; 4815-5054; 48I5I502I; 4836l 5 071 482o' 
5180; 4820-5073; 4821-5178; 4824-5029; 4845-5172; 4833-5178; 4855-50^ 
4857-5175; 4837-5180; 4841-5181; 4864-5184; 4852-5173; 4854l 5 178 4869' 
5071; 4866-5071; 4872-5070; 4879-5071; 4879-4999; 4882-5i?5- 4886-5^ 
4890-5389; 4919-5178; 4919-5147; 4922-5166; 492 7 1 5 183; llll'-Slll llll'- 
5178; 4944-5180; 4946-5204; 4948-5178; 4951-5178; 4952-5178- 4952-5151- • 
4950-5071; 4953-5184; 4954-5179; 4959-5178; 4959l 5 184; 496ol 5 178 4962^ 
5166; 4963-5061; 4962-5069; 4962-5073; 4964-5184; 4979-5181- 4994-5178- 
4999-5174; 5002-5157; 5015-5178; 5040-5175; 5083l 5 184; Solslsiil till' 
5162; 5098-5178; 4654-4916; 4299-4549; 4897-5071; 4859-5071- 4^46-5^ 
4826-5071; 4820-5071; 4813-5071; 2157-2587; 486ll 5 071; ^SOtI 4575' 
4836; 4563-4809; 4284-4523; 4946-5071; 4658-4860; 4979-5074- 4796 Hit- 
4777-4935; 4599-4756; 5080-5166; 3865-3919 4796-4985, 

248203. 9 :2001HAR30 M 1-381; 23-620; 52-295; 60-161; 63-198: 63-17*. 
oo-xou; do-133; 98-340; 113-494; 120-350; 178-425; 203-452- 225-463- 2lV ' 

l\V HYlnV 248_613; 263 " 484; 265 " 520; 277-458; '326-560; 326- 6 J"' 3 26-" 
864; 341-577; 348-539; 385-635; 429-771; 434-1029; 441-714- 441-676- 462 

7 9 2 5 7 8 '' tr4~llt e \it 7 ~nlt 8 \ AB °- 75B; 487 " 746; 491 - 788; 507-l 7 12 4 6;-51o!730; tll- 
??7 111 III 5 ll?nll 534 " 1126 ' 542-1107; 543-755; 546-1080; 546-806; 552- 
1121; 549-821; 553-755; 561-843; 561-1128; 564-734; 568-799- 580-701-580- 
11V lll'llV 58 , 7 - 895 '' 589 " 1 1 68 '- 589-1003; 590-875 623-877,: 624-872,: 645- 
VE'',til 652 : 1314? "1-1065; 667-1121; 671-905; 671-922; 677-1314; 

J 10 I 677 " 113 °; 5 8 ^- 1122; 68 8 -1314; 690-1125; 693-1128; 701-1032; 701- 
7^7 ll24 S^'n 7 ? ~IIV 702 - 756; 7 04-H29; 707-1125; 711-1131; 734-1125; 
737-1124; 752-1034; 754-1130; 761-1040; 770-987; 791-1047; 795-1011; 799- 
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1040- 799-1124; 805-1061; 805-1127; 807-1125; 814-1074; 835-1125; 840-1120; 
841-1069; 841-1008; 852-1125; 854-954; 858-1121; 871-1128; 873-1157; 888- 
1120- 896-1205; 898-1094; 905-1130; 905-1064; 907-1130; 923-1090; 923-1127; 
924-1121- 926-1125; 928-1077; 931-1219:; 940-1127; 942-1121; 966-1159; 977- 
1219; 1003-1128; 1016-1123; 1022-1121 ;. 1043-1133 ; 1052-1198; 1061-1168; 
1104ll729; 1104-1721; 1104-1732; 1122-1340; 1163-1342; 1258-1342; 1432-1971 
132/LG:249247.1:2001MAR30 || 1-1913; 1-540; 1-578; 1.7-663; 177-768; 186- 
1920- 405-977; 441-883; 437-785; 440-702; 524-1048; 562-1193; 568-777; 596- 
834- '597-904; 598-875; 630-1125; 634-1107; 647-930; 647-807; 699-929; 718- 
930- 737-1095; 747-1354; 785-1043; 787-1296; 788-1246; 808-1049; 814-1329; 
820llO69; 831-1477; 832-1087; 838-1322; 861-1079; 895-1084; 914-1448; 914- 
1207- 928-1191; 927-1133; 928-1207; 928-1187; 928-1223; 928-1253; 928-1249; 
928-1215- 928-1241; 928-il92; 928-1122; 955-1076; 960-1224; 971-1467; 973- 
1259- 1004-1265; 1004-1202; 1021-1171; 1025-1277; 1032-1528; 1034-1281- 
1040ll246; 1050-1316; 1084-1708; 1089-1317; 1094-1405; 1100-1354, 1102 
1539; 1102-1369; 1102-1377; 1103-1376; 1103-1246; 1108-1336; UM-1353 
1117ll602; 1125-1736; 1142-1357; 1142-1400; 1154-1696; 1173-1760, 1190. 
1416- 1197-1581; 1197-1573; 1201-1778; 1228-1441; 1232-1806; 1232-1482 
1249ll612; 1271-1528; 1274-1814; 1275-1836; 1280-1521; 1287-1570; 1286 
1850; 1290-1550; 1296-1860; 1301-183 6 ;. 1310-1877 ; 1310-1739; 1310-1493 
1319-1606; 1333-1479; 1353-1881; 1353-1812; 1353-1660; 1358-1920; 1369 
1538; 1378-1879; 1389-1563; 1390-1654; 1391-1879; 1395-1623; 1441-1587 
1448-1706; 1449-1913; 1478-1920; 1452-1918; 1452-1885; 1452-1876; 1452 
1672- 1455-1921; 1458-1918; 1464-1920; 1474-1918; 1507-1859; 1477-1732 
1478ll791; 1479-1921; 1481-1921; 1481-1919; 1482-1925; 1485-1928; 1486 
1691; 1*87-1852; 1492-1921; 1492-1874; 1492-1848; 1498-1863; 1501-1804 
1507-1863- 1514-1916; 1509-1725; 1512-1591; 1515-1780; 1517-1765; 1518 
2163; 1519-1917; 1526-1913; 1528-1886; 1529-1802; 1532-1792; 1536-1833 
154712107; 1546-1633; 1549-1810; 1550-1879; 1555-1919; 1559-1917; 1564- 
1799- 158-7-1916; 1590-1894; 1591-1924; 1604-1823; 1606-1842; 1608-1841 
1619-1918; 1623-2100; 1632-1923; 1638-1887; 1644-1826; 1646-1926; 1652 
2307- 1653-1771; 1654-1916; 1658-1920; 1665-1891; 1675-1918; 1684-1918 
168512293; 1711-1922; 1712-1905; 1724-1911; 1730-1809; 1739-1888; 1778 
1916-1793-2302; 1794-1925; 1817-1918; 1851-2307; 1858-1923; 2012-2307 
2015-2304; 2022-2305; 2034-2305; 2090-2307 

133/LG:267153.16:2001MAR30 || 1-339; 1-265; 1-308; 8-151; 8-226; 8-556 
647; 309-751; 359-650; 375-621; 397-1014; 441-808; 482-741; 521-786; 525- 
823- 535-796; 541-781; 542-946; 595-890; 594-1074; 636-899; 659-1171; 659- 
1130; 661-926; 694-1186; 699-967; 724-975; 725-929; 737-989 ; 737-967; 743- 
1240; 743-948; 748-1302; 765-1007; 774-1232; 780-1232; 784-1306; 790-1232; 
804-1074; 806-1232; 808-1094; 829-1098; 830-1204; 831-1101; 844-1197; 848- 
1235- 871-1432; 874-1146; 874-1157; 910-1571; 912-1406; 916-1232; 930-1250; 
930-1087; 940-1234; 963-1263; 979-1536; 986-1222; 1004-1263; 1005-1232; 
1035-1480; 1043-1514; 1066-1314; 1071-1600; 1077-1519; 1093-1572; 1100- 
1576; 1108-1390; 1127-1372; 1134-1577; 1137-1571; 1141-1571; 1165-1572; 
1164-1575; 1173-1463; 1177-1454; 1178-1508; 1179-1232; 1190-1614; 1195- 
1571- 1195-1529; 1198-1571; 1196-1561; 1199-1357; 1200-1461; 1211-1575; 
1214ll574; 1215-1571; 1221-1573; 1222-1614; 1251-1571; 1260-1574; 1275- 
1598- 1275-1531; 1277-1598; 1279-1541; 1304-1579; 1304-1520; 1309-1575; 
1309-1568; 1310-1568; 1333-1606; 1363-1601; 1374-1571; 1375-1576; 1410- 
1571; 1439-1571; 1468-1689; 1476-1992; 1492-1571; 1524-1598; 1504-1995; 
1776-2264; 1820-2230; 1820-2152; 1820-2269; 1868-2049; 1869-2135; 1869- 
2220; 1875-2336; 1898-2257; 1912-2389; 1970-2443; 1987-2430; 1988-2430; 
2058-2428; 2061-2408; 2131-2270; 2160-2413; 2172-2470; 2171-2828; 2182- 
2413; 2183-2414; 2201-2413; 2225-2454; 2230-2428; 2261-2838; 2313-2834; 
2347-2984; 2558-2940; 2564-2804; 2576-3169; 2579-2858; 2593-3112; 2602- 
2821; 2605-2797; 2605-2663; 2605-2796; 2605-2997; 2605-2737; 2605-2732; 
2605-2738; 2605-2829; 2605-2757; 2605-2779; 2621-2877; 2628-3301; 2677- 
3185; 2719-3090; 2749-3049; 2762-3230; 2761-3014; 2761-3210; 2791-3028; 
2791-3020; 2793-2985; 2821-3067; 2882-3109; 2889-3178; 2892-3135; 2895- 
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3142; 2901-3131; 2901-3419; 2911-3153; 2913-3185; 2915-3401; 2920-3080' 
2932-3199; 2937-3188; 2954-3198; 2991-3359; 2993-3272; 2999-3249; 3014- 
3246; 3065-3408; 3051-3286; 3069-3513; 3095-3513; 3097-3276; 3083-3349- 
3104-3336; 3107-3341; 3092-3290; 3152-3305; 3154-3409; 3160-3394- 3154- 
3391; 3155-3392; 3156-3407; 3157-3327; 3174-3407; 3159-3461; 3172-3342 
3178-3434; 3179-3588; 3179-3426; 3202-3514; 3190-3514; 3193-3453; 3195^ 
3522; 3195-3412; 3195-3397; 3199-3458; 3202-3373; 3228-3470; 3236-3465- 
3221-3515; 3255-3402; 3244-3522; 3264-3510; 3251-3443; 3262-3522; 3276- 
3544; 3276-3491; 3285-3547; 3301-3511; 3307-3544; 3322-3522; 3322-3499 
3339-3511; 3322-3511; 3322-3475; 3322-3513; 3333-3522; 3349-3508; 3362- 
3522; 3365-3513; 3367-3513; 3367-3511; 3373-3450; 3375-3522; 3377-3513 
3390-3513; 3389-3513; 3393-3513; 3393-3511; 3394-3513; 3399-3513; 3406- 
3514; 3416-3513; 3419-3511; 3438-3563; 3440-3522; 3443-3522; 3444-3522; 
3444-3514; 3446-3522; 3447-3522; 3448-3514; 3451-3513; 3454-3574; 3469- 
3522; 3470-3522 

134/LG:291759.5:2001MAR30 || 1-560; 1-87; 300-584; 393-606; 393-539; 405- 
558; 457-1118; 458-671; 481-673; 495-673; 515-907; 532-673; 545-697; 557- 
673; 596-673; 662-1166; 662-900; 662-898; 679-761; 679-804; 682-962; 682- 
969; 701-962; 747-906; 747-921; 751-1219; 751-1214; 763-1046; 767-1213; 
906-1172; 918-1190; 925-1177; 930-1209; 935-1169; 943-1213; 946-1213; 955- 
1018; 955-1218; 956-1218; 957-1113; 960-1216; 963-1211; 963-1213; 963-1124- 
963-1217; 963-1218; 963-1049; 963-1117; 963-1036; 964-1056; 964-1215; 964- 
1220; 964-1057; 964-1042; 964-1217; 990-1218; 1025-1218; 1025-1219; 1027- 
1213; 1028-1178; 1028-1179; 1033-1216; 1043-1213; 1153-1218 
135/LG:298102 .1:2001MAR30 || 277-830; 1-389; 156-359 
136/LG: 308891. 1:2001MAR30 || 1-483; 1-658; 414-567 

137/LG:312668.4:2001MAR30 || 1-248; 1-324; 12-388; 17-610; 42-320; 37-148- 
59-454; 44-422; 45-284; 49-259; 48-309; 68-157; 76-293; 167-555; 179-301- 
226-772; 226-467; 273-731;. 298-438; 356-657; 361-800;. 497-816; 506-750; 
506-742; 506-736.- 506-728; 506-749; 506-618; 506-745; 513-949; 530-869- 
530-981; 530-686; 533-824; 542-979; 609-947; 622-949; 622-880; 639-921- 
646-979; 646-834; 658-940; 677-913; 677-924; 683-861; 755-997; 758-979- 
781-984; 835-984; 926-984; 927-1161; 984-1331; 1051-1384; 1091-1290; 1100- 
1545; 1100-1164; 1100-1346; 1101-1433; 1105-1164; 1105-1433; 1225-1344- 
1225-1360; 1228-1503; 1312-1510; 1318-1762; 1330-1601; 1331-1602; 1335- 
1816; 1359-1638; 1359-1747; 1370-1643; 1371-1831; 1389-1834; 1399-1876- 
1430-1879; 1434-1878; 1437-1872; 1439-1874; 1444-1879; 1446-1874; 1447-1 
1829; 1448-1876; 1449-1876; 1458-1881; 1459-1712; 1476-1874; 1478-1881- 
1482-1876; 1485-1838; 1490-1876; 1497-1879; 1498-1809; 1510-1876- 1514^ 
1877; 1515-1879; 1517-1879; 1518-1876; 1526-1879; 1527-1833; 1528-1876; 
1531-1876; 1556-1875; 1581-1851; 1581-1842; 1597-1845; 1598-1875; 1622- 
1870; 1645-1880; 1655-1874; 1680-1878; 1730-1876; 1737-1876; 1753-1875- 
1791-1880; 1817-1876 

138/LG: 331642 .6 :2001MAR30 || 1-615; 1-301; 41-303; 108-298; 119-348- 275- 
877; 484-718; 682-1268; 691-1260; 691-995; 697-1120; 700-947; 700-1175- 
706-985; 731-1238; 886-1618; 949-1432; 976-1243; 1104-1630- 1103-1351- ' 
1260-1810; 1313-1871; 1324-1875; 1386-1821; 1395-1831; 1425-1710; 1427- 
1715; 1428-1711; 1429-1702; 1429-1625; 1429-1707; 1428-1703; 1429-1708- 
1432-1586; 1600-1891; 1616-1879 

139/LG: 331851. 12 :2001MAR30 || 1-494; 1-595; 1-639; 3-450; 8-287- 13-525- 
18-290; 18-317; 20-240; 21-547; 27-246; 32-296; 38-234; 43-288 ;' 44-245 •' 45- 
311; 50-650; 52-648; 55-619; 57-235; 66-626; 110-591; 255-782; 265-553; 
278-506; 278-538; 315-614; 331-579; 351-725; 388-645; 387-585; 428-928; 
451-871; 451-611; 548-886; 561-837; 586-849; 597-830; 597-1055; 662-960; 
688-938; 689-906; 698-969; 704-941; 743-1015; 754-1353; 801-1294; 857-1103- 
857-1338; 864-1061; 879-3944; 922-1497; 932-1174; 942-1231; 944-1238; 948-' 
1220; 951-1208; 1001-1569; 1032-1239; 1041-1338; 1139-1390; 1149-1421- 
1149-1364; 1354-1555; 1377-2031; 1425-1698; 1834-1987; 1849-2194; 1852- 
2123; 1852-2120; 1855-2100; 1882-2077; 1882-2313; 1882-2081; 1952-2228; 
2160-2520; 2177-2604; 2228-2779; 2240-2386; 2242-2342; 2258-2579; 2308- 
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2454- 2354-2663; 2341-2658; 2356-2805; 2361-2599; 2361-2765; 2392-2650; 
2393-2794; 2495-2711; 2516-2611; 2556-2797; 2564-2829; 2664-3009; 2665- 
3019- 2696-3213; 2707-3226; 2764-3020; 2766-3315; 2779-3035; 2785-3322; 
2788^3167; 2794-3040; 2843-3110; 2871-3158; 2927-3533; 2933-3505; 2952- 
3465; 2969-3215; 2971-3219; 2971-3192; 3008-3495; 3010-3277; 3005-3591; 
3008-3204; 3025-3316; 3034-3525; 3115-3595; 3115-3667; 3131-3369; 3131- 
3316- 3134-3708; 3195-3743; 3231-3738; 3265-3532; 3299-3836; 3298-3657; 
3298-3554; 3324-3590; 3337-3590; 3337-3573; 3365-3738; 3444-3904; 3427- 
3699- 3437-3741; 3435-3915; 3438-3915; 3446-3919; 3448-3919; 3468-3919; 
3467-3919; 3472-3935; 3484-3947; 3490-3919; 3493-3919; 3502-3919; 3502- 
3834- 3503-3928; 3507-3913; 3509-3913; 3510-3945; 3512-3945; 3521-3766; 
3531-3928; 3550-3846; 3557-4172; 3560-3928; 3564-3928; 3564-3919; 3593- 
3935- 3609-3919; 3615-3919; 3624-3945; 3633-3934; 3665-3919; 3666-3954; 
3687-3919; 3687-3935; 3710-3919; 3748-3919; 3751-3919; 3771-3928; 3783- 
3919- 3824-4085; 3949-4515; 3948-4363; 3948-4406; 3949-4518; 3957-4356; 
395714424; 3957-4419; 3957-4411; 3968-4357; 3968-4276; 3968-4316; 3968- 
4415- 3968-4245; 3968-4441; 3968-4427; 3968-4233; 3968-4420; 3968-4359; 
3968U358; 3968-4356; 3968-4046; 3968-4425; 3968-4137; 3968-4411; 3968- 
4332- 3968-4330; 3968-4366; 3968-4318; 3968-4311; 3968-4288; 3968-4449; 
3968-4434; 3968-4260; 3968-4253; 3968-4387; 3968-4428; 3968-4417; 3968- 
4421- 3968-4398; 3977-4210; 3977-4439; 3977-4433; 3977-4351; 3986-4356; 
3988-4258- 4004-4222; 4016-4450; 4019-4515; 4036-4125; 4043-4226; 4053- 
4451- 4053-4277; 4054-4166; 4093-4513; 4093-4287; 4107-4492; 4129-4271; 
4142-4384; 4144-4525; 4239-4472; 4244-4515; 4250-4521; 4258-4495; 4274- 
4553- 4275-4521; 4287-4521; 4303-4508; 4336-4886; 4335-4461; 4337-4514; 
4375-4525; 4428-4519; 4455-4515; 4694-5273; 4706-5246; 4739-4837; 4750- 
4837- 4764-4837; 4773-4837; 4776-4837; 4778-4850; 4778-4837; 4778-4849; 
5166-5493; 5180-5425; 5175-5458; 5182-5280; 5182-5258; 5184-5266; 5213- 
5487- 5314-5906; 5355-5902; 5375-5540; 5385-5668; 5420-5644; 5420-5669; 
5571-5895; 5572-5768; 5649-5944; 5649-6174; 5710-5922; 5712-5991; 5757- 
6330- 5758-6315; 5758-6054; 5760-6189; 5761-6009; 5761-6154; 5765-6156; 
5766^6135; 5781-6130; 5793-6072; 5794-5925; 5816-6120; 5816-6101; 5842- 
5994- 5867-6116; 5869-6126; 5918-6137; 5948-6202; 5948-6219; 5949-6180; 
595016206; 5948-6475; 6050-6295; 6056-6593; 6062-6271; 6062-6330; 6106- 
6655; 6116-6196; 6143-6290; 6144-6597; 6286-6501; 6327-6626; 6346-6619; 
6398-6510; 6415-6615; 6473-6581; 6516-6629 

140/LG- 332414- 5 -.2001MAR30 || 1116-1566; 1097-1566; 1166-1564; 1244-1562; 
1226-1561; 1173-1561; 1128-1561; 1347-1561; 1179-1559; 1464-1557; 1257- 
1558- 1154-1556; 1171-1555; 1169-1555; 1112-1553; 1087-1531; 935-1513; 
1210-1512; 1183-1459; 1351-1448; 1216-1432; 1210-1402; 806-1370; 645-1210; 
862-1146; 833-1072; 645-772; 109-751; 95-670; 69-653; 87-628; 1-501; 70- 
499; 110-450; 110-358; 82-331; 123-329; 69-292; 1-271 

141/LG:332730.12:2001MAR30 || 1-1871; 1-246; 101-213; 101-442; 120-464; 
156-301; 194-476; 267-605; 316-558; 317-531; 457-691; 467-720; 478-602; 
479-736; 549-1012; 608-1043; 621-893; 624-842; 636-1175; 665-862; 670-906; 
710-868; 764-1034; 773-983; 926-1129; 929-1373; 930-1372; 936-1361; 945- 
1141- 948-1150; 958-1052; 989-1288; 1080-1332; 1086-1618; 1087-1335; 1091- 
1267- 1109-1370; 1268-1831; 1343-1693; 1410-1872; 1421-1872; 1439-1864; 
1442-2042; 1445-1630; 1464-1864; 1486-1757; 1486-1728; 1486-1871; 1523- 
1864- 1572-2140; 1576-1778; 1585-2005; 1755-1870; 1789-2048; 1799-2046; 
1840-2115; 1841-2094; 1891-2135; 1956-2216; 1976-2220; 2116-2548; 2166- 
2652- 2241-2395; 2241-2433; 2241-2461; 2241-2438; 2264-2513; 2283-2482; 
2313-2484; 2335-2617; 2376-2559; 2378-2633; 2402-2767; 2418-2762; 2419- 
2682- 2419-2831; 2459-2703; 2479-2759; 2479-2755; 2486-2822; 2491-2720; 
2523-3034; 2554-2831; 2554-2771; 2557-2856; 2567-2833; 2592-2828; 2599- 
2973- 2634-2866; 2639-2973; 2647-2930; 2662-2795; 2668-2926; 2670-2928; 
2713-2917; 2713-3253; 2758-3032; 2761-3069; 2770-3046; 2803-3368; 2812- 
3049; 2819-3079; 2837-3213; 2855-3308; 2865-3321; 2879-3127; 2880-3133; 
2882-3118; 2885-2946; 2920-3082; 2949-3197; 2953-3211; 2976-3263; 2984- 
3174; 3000-3203; 3051-3277; 3055-3275; 3054-3287; 3081-3340; 3095-3348; 
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3096-3343; 3105-3384; 3120-3374; 3155-3391; 3165-3415; 3167-3433; 3178- 
3631; 3187-3447; 3191-3486; 3196-3605; 3213-3353; 3239-3516; 3244-3540; 

3256- 3525; 3267-3492; 3272-3560; 3292-3898; 3292-3521; 3295-3490; 3296- 
3613; 3298-3412; 3300-3769; 3320-3673; 3345-3585; 3345-3862; 3347-3573; 
3354-3807; 3388-3653; 3388-3873; 3395-3619; 3401-3681; 3400-3807; 3406- 
3687; 3433-3899; 3442-3892; 3444-3901; 3444-3899; 3446-3899; 3445-3899; 
3447-3904; 3455-3892; 3455-3906; 3456-3875; 3459-3899; 3471-3862; 3478- 
3899; 3480-3899; 3481-3810; 3488-3892; 3494-3899; 3496-3727; 3496-3717; 
3500-3899; 3501-3899; 3501-3780; 3504-3643; 3505-3892; 3508-3693; 3512- 
3755; 3513-3899; 3524-3899; 3531-3899; 3536-3900; 3538-3900; 3537-3817; 
3541-3807; 3542-3892; 3543-3899; 3543-3900; 3542-3904; 3547-3899; 3548- 
3737; 3549-3899; 3552-3891; 3573-3899; 3574-3889; 3571-3857; 3576-3901; 
3582-3870; 3591-3863; 3595-3899; 3599-3892; 3603-3870; 3632-3901; 3633- 
3899; 3634-3861; 3634-3899; 3637-3899; 3665-3862; 3668-3892; 3672-3872; 
3676-3892; 3681-3816 

142/LG:333062.22:2001MAR30 || 1-359; 1-472; 1-258; 11-85; 10-382; 11-110; 
11-397; 24-136; 28-84; 29-79; 29-112; 29-142; 29-108; 29-104; 29-92; 29-98; 
29-89; 29-85; 29-127; 30-84; 30-91; 31-84; 188-388; 189-297; 196-646; 199- 
298; 199-303; 199-281; 199-476; 214-330; 235-497; 258-668; 259-689; 263- 
511; 283-462; 283-526; 342-604; 402-687; 410-605; 461-517; 603-688 
143/LG:3357O5.2:2O01MAR30 j| 1-232; 1-216; 4-517; 7-577; 12-577; 27-346; 
31-344; 31-439; 30-413; 31-233; 40-5346; 41-326; 43-477; 47-334; 69-333; 
70-199; 69-140; 131-522; 146-733; 277-884; 310-523; 342-838; 358-671; 401- 
866; 412-656; 458-961; 458-778; 535-756; 573-867; 893-1143; 1160-1659; 
1336-1888; 1364-1630; 1443-2106; 1482-1809; 1614-1705; 1619-1744; 1622- 
1849; 1626-2176; 1681-1903; 1726-2055; 1726-1976; 1752-2308; 1776-2297; 
1949-2214; 1956-2251; 1968-2602; 1974-2602; 1999-2101; 2000-2426; 2052- 
2602; 2074-2602; 2101-2631; 2111-2526; 2114-2370; 2134-2701; 2160-2762; 
2202-2492; 2211-2665; 2230-2750; 2246-2776; 2324-2821; 2332-2681; 2346- 
2587; 2347-2581; 2372-2602; 2389-2941; 2392-2644; 2407-2671; 2415-2854; 
2419-2831; 2423-2827; 2420-2847; 2425-2817; 2454-2727; 2477-2732; 2467- 
2717; 2506-2827; 2525-2814; 2561-2802; 2589-3070; 2589-2803; 2609-3210; 
2609-3192; 2609-3214; 2609-3190; 2620-3037; 2612-2727; 2706-2818; 2722- 
3158; 2742-3003; 2750-3042; 2761-2936; 2762-3022; 2765-3015; 2765-3002; 
2767-3324; 2785-3376; 2818-3105; 2854-3063; 2866-3094; 2927-3184; 2919- 
3219; 2925-3168; 2926-3204; 2935-3058; 3003-3662; 3009-3403; 3055-3163; 
3061-3250; 3068-3654; 3123-3375; 3184-3382; 3193-3531; 3196-3449; 3200- 
3415; 3207-3481; 3207-3473; 3217-3458; 3220-3467; 3220-3466; 3222-3544; 

3257- 3794; 3274-3569; 3285-3675; 3290-3511; 3334-3809; 3322-3540; 3322- 
3522; 3367-3525; 3375-3648; 3388-3725; 3388-3636; 3418-3841; 3423-3967; 
3429-3676; 3441-3684; 3454-3840; 3467-3787; 3468-3718; 3490-3709; 3495- 
3712; 3513-3727; 3527-3776; 3539-3803; 3540-3796; 3555-3930; 3543-3844; 
3552-3816; 3570-3736; 3570-3732; 3588-3782; 3578-3981; 3578-3875; 3608- 
3899; 3617-3808; 3620-4162; 3622-3898; 3664-3885; 3671-3927; 3676-4082; 
3707-3927; 3745-3996; 3758-3990; 3759-4098; 3769-4078; 3779-4028; 3804- 
4384; 3820-4425; 3811-4087; 3819-4011; 3834-4093; 3850-4133; 3886-4108; 
3914-4424; 3901-4112; 3919-4277; 3920-4385; 3907-4144; 3911-4089; 3928- 
4233; 3937-4235; 3940-4199; 3942-4222; 3975-4248; 4007-4391; 4051-4391; 
4039-4296; 4056-4391; 4058-4391; 4060-4332; 4064-4391; 4070-4391; 4074- 
4389; 4063-4391; 4085-4392; 4076-4353; 4104-4356; 4105-4391; 4106-4391; 
4109-4391; 4109-4334; 4111-4391; 4118-4336; 4119-4391; 4120-4391; 4111- 
4380; 4114-4391; 4133-4391; 4122-4391; 4145-4428; 4135-4391; 4147-4389; 
4150-4413; 4154-4391; 4157-4391; 4161-4391; 4166-4389; 4171-4391; 4178- 
4391; 4179-4389; 4182-4388; 4184-4391; 4180-4389; 4197-4378; 4202-4391; 
4209-4389; 4209-4391; 4203-4391; 4216-4389; 4217-4391; 4223-4391; 4233- 
4391; 4234-4391; 4246-4391; 4268-4382; 4259-4547; 4276-4391; 4267-4545; 
4281-4399; 4283-4391; 4303-4391; 4312-4594; 4334-4391; 4326-4652; 4335- 
4580; 4461-5001; 4486-4728; 4486-4678; 4486-4668; 4486-4628; 4486-4598; 
4487-4763; 4488-4780; 4491-4744; 4498-4634; 4502-4760; 4504-4779; 4508- 
5067; 4515-4725; 4518-4786; 4530-4804; 4530-4720; 4530-4706; 4544-5132; 
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4S44 4797- 4547-4792; 4548-4655; 4548-4929; 4552-4739; 4556-5039; 4571- 
5199 4573-4744; 4575-4878; 4593-4765; 4593-4842; 4597-4701; 4599-4851; 
461ll4879- 4636U974; 4653-4937; 4665-5284; 4674-4934; 4692-5218; 4702- 
4979- 4704-5259; 4720-4953; 4721-4977 ;.; 4724-4995 ; 4732-4992; 4752-5259; 
t?53l5202 475614978; 4767-5335; 4767-5287; 4784-5224; 4787-4960; 4796- 
5026- 4?97-5020; 4800-4981; 4801-5057 ; . 4840-5197 ; 4840-5045; 4847-5315; 
4856 5150- 486915068; 4872-5112; 4887-5353; 4892-5340; 4903-5251; 4903- 
5lH 4103-5371; 4910-5183; 4911-5356; 4914-5357; 4915-5346; 4919-5351; 
4926l53l3 49^15360; 4929-5177; 4931-5347; 4935-5185; 4939-5179; 4946- 
5353- lll'e-llll; 4950-5344; 4958-5353; 4960-5353; 4961-5217; 4979-5359; 
llll'-silt 49^15348; 4981-5353; 4985-5353; 4993-5258; 5003-5353; 5006- 
5342- 5026-5342; 5032-5346; 5034-5337; 5035-5348; 5039-5346; 5040-5340; 
lo57l5340 507915341; 5084-5244; 5102-5337; 5125-5353; 5145-5295; 5155- 
«!n Itll 5290- 5174-5340; 5174-5336; 5182-5353; 5189-5353; 5210-5371; 
521 JisaSl MwIsBwt "219:5353; 5240-5338; 5267-5353; 5271-5340; 5284-5353 
144/LG 337930. 16:2001MAR30 \\ 1-580; 12-580; 19-458; 28-526; 30-438; 33- 
270-41-183- 56-296; 82-686 124-257; 210-627; 210-459; 271-661; 304-753; 
lll'sil- 506-?01 516-817; 518-769; 558-1126; 565-865; 657-1182; 649-811; 
672 _ 1?98- ?22-^2 2 f 725-1050; 752-1068; 757-1265; 806-1066; 865-1075; 929- 
^30 924-1502^ 935-1401; 935-1323; 935-1194; 984-1636; 983-1280; 1038- 
1306'; 1076-1367; 1081-1211; 1109-1614; 1107-1382; 1108-1382; 1^-1592; 
1159ll747- 1185-1346; 1211-1467; 1259-1827; 1260-1827; 1265-1365; 1285- 
1520; 1285-1596; 1309-1567; 1386-1650; 1405-1937; 1452-1908;. 1493-1912; 
1557-1750; 1666-1813 

145/LG:346481.15:2001MAR30 || 1-484; 49-416 

VAtnr ^4Q164 1-2001MAR30 II 1-446; 1-291; 162-769; 352-945; 433-712; 588- 
^66 624-85^ 645-^ 837-1423; 849-1217; 955-1237; 955-1200; 966-1177 ; 
10^1400- 1085-1590- 1088-1415; 1098-1309; 1143-1392; 1154-1398; 1186- 
m 5 l2?4-14?4; 1217-1552; 1265-1669; 1264-1487; 1269-1459; 1310-1641; 
^lo'l607 1310ll494; 1371-1927; 1371-1536 ;. 1376-1656 ; 1384-1597; 1433- 
1998 14l 2 -1665- 1509-2028; 1529-1817; 1529-1720; 1535-1719; 1542-1771; 
"45:2173 1579:2162; 1600-2099; 1600-1861; 1607-2070; 1609-2028; 1624- 
llth 1623-1882- 1651-1943; 1651-2166; 1676-1846; 1680-1985; 1705-1895; 
i?0?' 2 Sl7 1707: 2 189- 173 0 :i993; 1737-2071; 1737-1955; 1737-1954; 1741- 
SIs-lMB- 1745-1842; 1748-2032; 1805-1992; 1865-2006; 1868-2146 
' 1900^57 illicit; 2014: 2 082; 2057-2404; 2057-2333; 2085-2401; 2108 
Ilia- 2108-2366- 2116-2813; 2149-2453; 2170-2695; 2179-2413; 2181-2389; 
2188'2250 22^:2523 zIlO^-MW; 2228-2823; 2228-2795; 2249-2854; 2250- 
llll 2256-246?; 2256-2880; 2270-2541; 2270-2454; 2359-2869; 2405-2652; 
242o'27-8 2126:2663; 2426-2569; 2427-2602; 2437-2867; 2464-2904; 2469- 
Itll 2lVo-2B69 ; 2473-2906; 2476-2902; 2485-2906; 2487-2905; 2525-2789; 
2539:2793° 2539:2769; 2550-2794; 2565-2921; 2605-2906; 2625-2928; 2674- 
oqi7. 9fi74 290S- 2681-2869; 2713-2906; 2799-2903; 2832-2906 

'sSil^l^OOl^fo'il 1-314, 1-15. , 10-3 f , WO, 118-31., 
134-372; 153-416; 482-848; 491-865; 493-752; 621-833; 683-1139; 752-886, 

895-1136; 981-1199 _„ _„„ , „ 

148/LG:383512.8:2001MAR30 || 1-334; 3-206; 26-154; 56-593; 166-433; 173- 
445 192-651; 200-380; 206-422; 212-444; 216-504; 217-439; 222-623; 222- 
546; 222-402; 222-433; 222-428; 222-427; 222-411; 222-369; 222-358, 222 
342 232-795; 232-423; 279-354; 310-934; 350-950; 389-667; 416-671; 418- 
81 '; 458-7?5 519-681 527-780; 547-693; 844-1373; 1175-1453; 1180-1611 ; 
1189 1512- 1189-1408; 1305-1553; 1340-1877; 1351-1565; 1360-1627; 1371- 
Sl T 13?8-S"; 1400-1841; 1471-1903; 1477-1962; 1487-1765; 1488-1744; 
1503:1751- 1508:2078; 1539-1800; 1539-1755; 1546-1875; 1558-1731; 1572- 
SK- 1177-1810; 1576-1815; 1584-2184; 1603-1897; 1605-1747; 1606-1924; 
" 7 :i833 162 5 :i892; 1634-1876; 1635-1841; 1636-1891; 1641-1899; 1656- 
18 „. ififi7_?i04- 1670-1973; 1671-1952; 1675-1956; 1686-1839; 1688-1976, 
ills 1961- 1689:1952 169 2 :i946; 1706-2232; 1706-1901; 1722-2246; 1723- 
1995 173i-^29; 1733-1942; 1744-1985; 1746-1992; 1752-2036; 1758-2016; 
ife^OO; "«ll879, 1767-2209; 1767-1996; 1768-2032; 1783-2022; 1783- 
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1880; 1787-1935; 1804-2071; 1811-2070; 1814-2080; 1827-2153- 1822-2054' 
1872-2049; 1879-2078; 1904-2177; 1909-2134; 1918-2231; 1938-2438- 1961- 
2471; 1970-2359; 1971-2407; 1971-2213; 1972-2414; 1980-2402; 1982-2233- 
1986-2278; 1988-2234; 2022-2432; 2027-2533; 2039-2464; 2039-2324- 2074- 
2441; 2074-2286; 2082-2543; 2086-2371; 2087-2525; 2090-2562; 2090-2308 
2098-2326; 2108-2559; 2114-2578; 2116-2574; 2119-2534; 2118-2568- 2118- 
2564; 2127-2570; 2131-2527; 2134-2570; 2135-2523; 2134-2364; 2137-2410' 
2140-2571; 2138-2518; 2142-2262; 2145-2570; 2153-2353; 2156-2540; 2157- 
2577; 2159-2573; 2159-2568; 2162-2567; 2162-2569; 2176-2568; 2164-2570- 
2167-2569; 2170-2569; 2171-2569; 2171-2567; 2172-2448; 2179-2408; 2191- 
2576; 2192-2568; 2198-2567; 2200-2527; 2231-2503; 2232-2499; 2232-2481- 
2234-2573; 2236-2570; 2237-2556; 2237-2569; 2239-2530; 2256-2567; 2260- 
2500; 2266-2569; 2285-2513; 2292-2537; 2295-2569; 2296-2569; 2299-2570 
2300-2569; 2301-2570; 2301-2527; 2304-2574; 2302-2591; 2315-2570; 2317- 
2572; 2322-2570; 2331-2570; 2335-2568; 2336-2567; 2340-2570; 2340-2842 
2359-2565; 2362-2571; 2403-2570; 2418-2570; 2419-2570; 2432-2571- 2483^ 
2569; 2519-2569; 2578-2839; 2583-3015; 2657-3157 ' 
149/LG:401163.10:2001MAR30 || 1-276; 72-699; 86-699; 184-869; 205-708- 208- 
708; 215-664; 216-681; 217-708; 221-690; 226-708; 239-708; 251-604; 272- 
708; 284-626; 324-680; 356-708; 456-707; 710-1262; 966-1353; 1016-1299; 
1040-1299; 1059-1597; 1121-1390; 1125-1500; 1164-1424; 1170-1427; 1170- 
1406; 1185-1706; 1225-1569; 1213-1759; 1243-1891; 1279-1503; 1287-1542; 
1319-1995; 1321-1793; 1486-1837; 1536-1608; 1569-1821; 1539-2149- 1528- 
2128; 1593-1834; 1607-1869; 1607-1856; 1700-2329; 1768-1946; 1833-2338- 
1863-2216; 1863-2172; 2024-2429; 2032-2248; 2183-2643; 2461-3012; 2461- 
2908; 2512-2737; 2538-2729; 2542-3183; 2588-2784; 2618-2886; 2647-3244- 
2676-2966; 2692-2971; 2705-3343; 2766-3351; 2774-3071; 2831-3065; 2838^ 
3123; 2861-3120; 2928-3394; 3036-3288; 3039-3412; 3060-3302; 3156-3394- 
3158-3429; 3185-3403; 3192-3282; 3200-3419; 3200-3321 ;. 3213-3489 ; 3213^ 
3459; 3227-3438; 3237-3494; 3286-3487; 3334-3569; 3340-3634; 3343-3884- 
3364-3908; 3379-3910; 3386-3832; 3388-3644; 3390-3906; 3390-3546- 3409^ 
3879; 3412-3879; 3426-3909; 3429-3879; 3449-3907; 3449-3879; 3454-3909- 
3463-3912; 3472-3548; 3479-3723; 3479-3675; 3501-3748; 3513-3878; 3520^ 
3869; 3532-3941; 3549-3873; 3551-3908; 3564-3880; 3593-3906; 3597-3906- 
3634-3769; 3643-3876; 3644-3908; 3681-3869; 3702-3977; 3750-4229- 3750- 
3988; 3757-3905; 3759-4219; 3762-4071; 3809-3908; 3809-3869; 3817-4091- 
3844-4105; 3881-4162; 3935-4219; 4013-4219; 4017-4219; 4019-4477- 4045I 
4219; 4046-4219; 4056-4219; 4095-4219; 4127-4219; 4146-4219 
150/LG:402133.1:2001MAR30 || 1-204; 1-134; 8-134; 8-466; 89-619; 120-578- 
338-902; 382-847; 382-624; 451-688; 484-1114; 728-983; 790-1055; 790-1283- 
790-1007; 792-1275; 867-1374; 943-1049; 997-1528; 1059-1588; 1096-1633- ' 
1131-1611; 1179-1583; 1208-1553; 1299-1630; 1364-1557; 1388-1611 
151/L6:405820.1:2001MAR30 || 1-428; 1-220; 1-223; 11-67; 11-323; 16-402- 
35-234; 121-369; 121-660; 159-759; 196-745; 201-798; 367-799; 483-605- 578- 
909; 580-799; 681-764; 681-792; 711-802 

152/LG:405846.1:2001MAR30 || 1-540; 1-256; 21-605; 38-285; 72-309- 72-493- 
77-314; 87-656; 143-513; 156-715; 319-420; 616-1068; 618-889; 863-1042 
153/LG:407401.2:2001MAR30 || 1-652; 162-588; 220-695; 239-795; 406-1012- 
642-911; 645-1185; 730-1147; 792-1393; 825-1228; 827-1075; 1081-1202- 1089- 
±sxz; j.ixi-1369; 1110-1251; 1195-1756; 1202-1504; 1222-1495; 1251-1464- 
1261-1684; 1261-1523; 1275-1529; 1313-1724; 1329-1741; 1341-1735; 1361- 
1735; 1382-1730; 1388-1723; 1396-1666; 1480-1722; 1482-1651; 1506-1751- 
1554-1730; 1639-1891; 1756-2162; 1771-2198; 1818-2059; 1818-2070; 1818- 
2067; 1846-1915; 1941-2135; 1942-2217; 1942-2181; 1945-2361; 1946-2100; 
1947-2192; 1948-2487; 1949-2236; 1950-2126; 1951-2218; 1951-2210- 1953- 
2209; 1954-2201; 1953-2260; 1954-2232; 1957-2454; 1957-2376; 1949-2422; 
1964-2200; 1964-2224; 1970-2230; 1980-2531; 1980-2214; 1982-2469- 1987- 
2145; 1986-2242; 1989-2200; 2000-2228; 2011-2557; 2011-2525; 2011-2276; 
2014-2262; 2013-2240; 2024-2283; 2026-2301; 2032-2308; 2032-2207; 2045- 
2279; 2046-2598; 2053-2339; 2057-2330; 2074-2227; 2078-2339; 2079-2349; 
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2078-2164- 2091-2324; 2116-2320; 2158-2558; 2159-2558; 2158-2438; 2163- 
2638- 2171-2638; 2179-2638; 2188-2636; 2188-2635; 2189-2642; 2196-2635; 
2197-2642- 2197-2604; 2205-2635; 2216-2638; 2217-2442; 2222-2597; 2224- 
2662- 2228-2636; 2228-2454; 2230-2632; 2241-2479; 2242-2490; 2253-2642; 
2254-2599- 2258-2635; 2260-2636; 2272-2642; 2269-2648; 2281-2634; 2281- 
2641- 2284-2635; 2287-2596; 2289-2539; 2293-2643; 2294-2634; 2321-2638; 
2338-2641- 2340-2635; 2348-2449; 2355-2608; 2355-2607; 2358-2636; 2370- 
2632- 2375-2632; 2384-2634; 2384-2626; 2385-2632; 2385-2665; 2386-2635; 
2386-2632; 2389-2635; 2389-2623; 2389-2592; 2389-2577; 2389-2567; 2393- 
26?3- 2399-2600; 2404-2635; 2404-2615; 2404-2598; 2412-2592; 2416-2638; 
2423-2638- 2423-2632; 2423-2602; 2424-2643; 2442-2635; 2447-2635; 2481- 
2634; 2525-2635; 2528-2640; 2537-2642; 2539-2647; 2551-2635; 2580-2635; 

15!/L6 6 408448.10:2001MAR30 || 1-446) 14-495; 72-707; 168-273; 184-442; 212- 
757 216-712; 410-887; 542-749; 549-870; 725-1165; 728-974; 930-1360; 952- 
1368- 952-1363; 1096-1610; 1197-1449; 1386-1677; 1440-1657; 1449-1544; 
1463-1814; 1594-1918; 1606-1989; 1606-1862; 1639-1913; 1656-2148; 1676- 

i5f/LG:Io885l 2 13:20oI^30 || 1-261; 1-153; 98-461; 142-545; 353-895; 380- 
492-523-1125; 634-969; 748-1172; 766-1076; 766-1051; 782-1365; 983-1634; 
997ll366- 1171-1604; 1364-1585; 1516-1610 

156/1,6:411150.14:2001^0 || 1-661; 45-569; 74-254; 86-58 7; 130-61 3 ; 209- 
421- 210-390; 214-748; 250-436; 262-516; 306-555; 559-783; 575-783; 626- 
1139- 680-981; 690-927; 696-1273; 798-1372; 800-1258; 806-1096; 879-1049; 
957-1173; 965-1452; 970-1185; 980-1217; 985-1243; 1069-1613; 1247-1499; 
1259-1470; 1273-1653; 1273-1548; 1275-1549; 1319-1540; 1371-1733; 1372- 
1524- 1373-1562; 1379-1661; 1422-1887; 1448-1937; 1448-1697; 1456-1697; 
1475ll782; 1489-1735; 1489-1745; 1490-1758; 1493-1660; 1532-1799; 1540- 
1767; 1540-1813; 1570-2053; 1573-2060; 1578-1823; 1583-1828; 1592-1776; 
1605ll776; 1630-1891; 1633-1903; 1635-1902; 1635-1886; 1647-1902; 1647- 
2080- 1665-1902; 1679-2192; 1679-2200; 1703-1853; 1705-1935; 1713-2164; 
1720-2187- 1770-2033; 1773-2192; 1784-1996; 1785-2081; 1792-1861; 1799- 
2408- 1798-2209; 1798-2404; 1800-2190; 1801-2073; 1808-2418; 1808-2280; 
181912051; 1831-2143; 1847-2210; 1890-2187; 1898-2060; 1910-2188; 1941- 
2167- 1943-2412; 1943-2275; 1943-2419; 1943-2452; 1943-2196; 1949-2168; 
195412125- 1981-2233; 1991-2276; 1996-2221; 2004-2455; 2005-2452; 2012- 
2396- 2042-2289; 2073-2179; 2073-2156; 2073-2157; 2073-2186; 2075-2455; 
2082-2455- 2084-2455; 2086-2457; 2087-2455; 2116-2276; 2147-2454; 2158- 
2417; 2222-2479; 2318-2418; 2318-2453; 2332-2417; 2332-2455; 2332-2478; 
2349-2467 

157/LG- 411466. 1:2001MAR30 || 2428-2756; 2052-2630; 1859-2459; 1670-2171; 
1602-2102; 1692-1933; 1500-1920; 1744-1918; 1803-1912; 1221-1730; 1570- 
1717- 1145-1708; 1367-1653; 1253-1650; 1430-1652; 1229-1648; 1358-1648; 
1294ll648; 1189-1645; 1496-1646; 1263-1643; 1193-1642; 1160-1642; 1218- 
1642; 1231-1642; 1386-1645; 1305-1645; 1583-1641; 1590-1641; 1330-1645; 
1171-1642; 1236-1642; 1389-1634; 1145-1605; 1179-1603; 1069-1603; 1153- 
1600; 1039-1601; 1249-1599; 1327-1596; 1122-1591; 1139-1592; 1305-1585; 
122lll581; 1003-1565; 937-1539; 1059-1529; 1172-1520; 1255-1492; 1299-1445; 
1020-1466- 964-1454; 1161-1429; 1171-1430; 1214-1403; 1159-1399; 1093-1383; 
1345-1418 1020-1290; 772-1285; 1041-1285; 853-1276; 1191-1260; 994-1238; 
969-1224; 784-1215; 968-1212; 760-1203; 1071-1184; 846-1155; 884-1129; 773- 
1085; 786-1081; 882-1040; 787-1032; 763-998; 682-984; 692-984; 501-984; 
733-975; 697-975; 520-973; 813-975; 350-933; 349-930; 642-902; 347-881; 
637-881- 391-874; 608-853; 630-845; 763-842; 562-835; 693-830; 516-826; 
342-825- 351-810; 379-804; 342-800; 346-794; 357-782; 348-783; 350-779; 
342-763; 351-760; 487-752; 351-749; 502-748; 349-742; 351-740; 334-718; 
515-698; 515-691; 411-680; 354-657; 406-643; 351-639; 351-637 ; 309-611; 
356-610; 351-595; 1-591; 273-549; 299-532; 350-524; 257-505; 404-504; 351- 
496; 292-481; 347-475; 351-472; 353-428 
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158/LG: 413969. 68 :2001MAR30 || 1-658; 274-628; 344-751; 443-751- 495-748- 
668-918; 674-1213; 690-865; 806-865; 813-1281; 813-1254; 905-1571- 1026- 
1445; 1033-1597; 1058-1529; 1092-1459; 1092-1551; 1093-1621; 1092-1628- 
1092-1511; 1093-1358; 1180-1672; 1187-1437; 1226-1802; 1324-1560- I333I 
1694; 1414-1916; 1440-1795; 1482-1653; 1530-1788; 1581-1964; 1581-1806- 
1688-2117; 1860-2113; 1942-2468; 2051-2458; 2075-2290; 2082-2735- 2142^ 
2730; 2254-2501; 2334-2506; 2348-2538; 2553-2716 

159/LG: 419641. 35 :2001MAR30 || 1-515; 5-626; 49-617; 89-352; 90-456- 143- 
339; 141-285; 176-452; 207-677; 218-551; 219-447; 222-501; 223-351- 271- 
471; 401-974; 431-671; 434-897; 434-882; 502-1043; 506-923; 506-1026; 518- 
1136; 520-1099; 535-970; 546-1118; 563-822; 579-890; 584-1092; 611-1070- 
619-1070; 624-1068; 629-918; 633-1072; 634-1074; 639-926; 641-1011- 656- 
1068; 660-1134; 668-935; 674-1068; 683-1137; 686-1141; 687-1115; 688-1093- 
693-947; 694-1148; 704-892; 717-1134; 720-1143; 728-1075; 729-1142- 742- ' 
902; 748-1086; 749-1136; 759-1144; 761-1150; 761-1135; 763-1137- 763-1015- 
768-1136; 772-1147; 774-1008; 787-1136; 790-1140; 792-1097; 801-1085; 801- 
1100; 817-1069; 820-1138; 822-1137; 825-1141; 825-1171; 829-1067; 841-1139- 
841-1169; 859-1136; 862-1121; 862-1144; 866-1144; 868-1138; 874-1140- 876-' 
1138; 880-1342; 887-1092; 887-1149; 889-1178; 890-1139; 914-1137- 928-1352- 
946-1025; 978-1139; 981-1147; 1014-1134; 1041-1150 

160/LG:428206.7:2001MAR30 || 1-557; 9-464; 483-976; 483-823; 483-697- 485- 
999; 485-864; 507-774; 512-916; 515-954; 570-874; 572-969; 572-694- 631- 
991; 636-1013; 710-914; 710-959; 856-1194; 856-1106; 856-1090; 862-1285- 
892-1195; 914-1178; 926-1182; 927-1155; 948-1397; 1019-1397; 1018-1402- ' 
1029-1402; 1138-1538; 1156-1396; 1255-1360 

161/LG: 430059. 1:2001MAR30 || 1-260; 8-255; 19-217; 36-229; 41-260; 42-262- 
64-260; 66-415; 66-248; 69-207; 91-260; 115-363; 116-364; 115-225; 116-273- 
116-213; 118-265; 118-414; 118-237; 127-401; 131-313; 170-444- 173-417 
247-497; 286-670; 288-736; 288-737; 288-588; 288-620; 288-566; 288-338 
287-531; 306-484; 329-570; 331-508; 349-583; 352-570; 360-590; 378-873 
378-620; 370-748; 378-881; 391-638; 386-644; 389-633; 405-715; 411-986 
417-666; 417-557; 417-992; 431-720; 438-701; 440-1102; 466-590; 468-658- 
486-830; 501-742; 503-714; 522-628; 523-1106; 520-1048; 520-808; 519-739- 
523-737; 531-783; 542-819; 549-786; 552-826; 559-820; 578-938; 567-844- 
.583-854; 573-729; 577-806; 580-820; 591-870; 591-843; 591-715- 593-851- 
594-871; 596-852; 596-826; 600-804; 603-768; 614-811; 621-882^ 611-1157- 
636-895; 649-927; 649-784; 652-936; 652-904; 660-935; 651-948- 651-921- ' 
651-893; 651-814; 664-831; 667-927; 658-1044; 671-867; 664-1177- 665-1255- 
666-954; 678-819; 671-953; 671-922; 673-1281; 676-928; 679-932 ;' 680-935 • ' 
681-937; 686-959; 687-1114; 699-964; 702-890; 707-911; 707-980- 719-914- 
713-965; 714-905; 715-1001; 727-8.31; 717-1240; 728-1087; 728-867- 729-974- 
730-984; 731-1137; 733-1016; 736-1003; 736-966; 743-958; 744-1313- 751- ' 
1401; 753-1135; 757-1296; 767-1140; 769-1014; 771-1009; 774-1272 •' 777-1209 
779-894; 791-1046; 781-1003; 781-964; 784-1002; 776-1338; 802-1219 • 802- 
o^ 1 ^ 8 ^ 7 " 1127 '" 818 - 1115 <- 834-1265; 829-1337; 831-1359; 832-1129; 833-1081 
836-1309; 845-1337; 847-1313; 860-1190; 854-1385; 865-1373; 865-1141- 867- 
1134; 870-1152; 878-1312; 879-1141; 880-1322; 883-1133; 887-1386; 887-1184 
887-1148; 896-1143; 908-1183; 909-1187; 914-1312; 914-1600; 915-1386- 928- 
1386; 930-1388; 930-1285; 931-1385; 932-1388; 933-1384; 934-1389; 942-1385 
954-1121; 959-1386; 9^6-1^83; 968-1383; 969-1221; 970-1392; 972-1387- 973- 
1346; 974-1386; 977-1404; 976-1392; 981-1390; 982-1388; 988-1388; 994-1389 
1000-1386; 1003-1244; 1004-1383; 1006-1251; 1015-1387; 1021-1383- 1026- 
1385; 1026-1386; 1029-1308; 1029-1350; 1033-1270; 1039-1383; 1046-1388- 
1048-1346; 1052-1293; 1053-1294; 1054-1387; 1057-1308; 1058-1368; 1060- 
1325; 1063-1385; 1079-1304; 1079-1301; 1080-1341; 1080-1314; 1084-1363- 
1084-1333; 1085-1389; 1089-1325; 1102-1635; 1101-1367; 1104-1385; 1103- 
1343; 1108-1358; 1109-1385; 1118-1346; 1124-1383; 1138-1376; 1140-1224- 
1148-1388; 1147-1385; 1150-1651; 1150-1425; 1156-1351; 1157-1385- H59I 
1383; 1166-1377; 1172-1380; 1180-1347; 1182-1385; 1183-1385; 1186-1278- 
1186-1348; 1186-1324; 1188-1385; 1189-1385; 1190-1391; 1194-1651- 1193- 
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1373- 1196-1392; 1200-1385; 1237-1385; 1243-1378; 1244-1385; 1246-1474; 
1248-1388; 1253-1705; 1253-1373; 1256-1383; 1257-1385; 1257-1383; 1258- 
1382- 1271-1847; 1268-1382; 1280-1385; 1280-1378; 1295-1550; 1295-1385; 
1298-1385- 1298-1350; 1300-1385; 1307-1585; 1307-1385; 1321-1385; 1328- 
1563- 1330-1495; 1341-1846; 1360-1553; 1366-1580; 1403-1642; 1406-1824; 
1420-1891; 1429-1681; 1440-1886; 1500-1793; 1502-2028; 1527-1793; 1532- 
1889- 1564-1888; 1575-1836; 1596-1849; 1628-1815; 1680-2194; 1680-1922; 
1680-1914; 1708-1999; 1706-1793; 1706-1799; 1739-1942; 1755-1989; 1795- 
1921- 1902-2056; 1916-2485; 2021-2570; 2118-2305; 2140-2355; 2141-2713; 
2141-2412- 2141-2414; 2141-2327; 2142-2368; 2143-2558; 2143-2464; 2143- 

2422- 2143-2431; 2143-2419; 2143-2417; 2143-2415; 2143-2414; 2143-2416; 
2143-2409- 2143-2407; 2143-2418; 2143-2405; 2143-2404; 2143-2403; 2144- 
2405- 2143-2402; 2143-2401; 2143-2399; 2143-2397; 2143-2394; 2143-2396; 
2143-2395" 2143-2389; 2143-2398; 2143-2386; 2143-2384; 2143-2382; 2143- 
2378- 2143-2379; 2143-2376; 2143-2374; 2143-2371; 2143-2381; 2143-2370; 
2143-2367- 2143-2360; 2143-2362; 2143-2358; 2143-2348; 2143-2346; 2143- 
2344- 2143-2339; 2143-2340; 2143-2332; 2143-2328; 2143-2316; 2143-2288; 

2143- 2289- 2143-2229; 2144-2424; 2143-2661; 2144-2567; 2144-2466; 2144- 
2438- 2144-2416; 2144-2414; 2145-2415; 2144-2401; 2144-2400; 2143-2406; 

2144- 2373; 2144-2355; 2143-2195; 2145-2458; 2145-2437; 2145-2430; 2145- 

2423- 2145-2421; 2145-2417; 2145-2416; 2145-2412; 2145-2411; 2145-2405; 

2145- 2403- 2144-2415; 2145-2378; 2145-2368; 2145-2313; 2145-2300; 2147- 
2498- 2146-2410; 2146-2416; 2146-2404; 2146-2405; 2146-2397; 2147-2670; 
2148^2636; 2147-2445; 2147-2433; 2147-2431; 2147-2432; 2147-2427; 2147- 
2426- 2148-2433; 2147-2414; 2147-2406; 2147-2407; 2147-2389; 2147-2380; 
2148-2596- 2148-2554; 2148-2423; 2148-2418; 2148-2414; 2148-2411; 2148- 
2407- 2148-2401; 2148-2399; 2148-2394; 2148-2395; 2148-2371; 2148-2368; 

2148- 2367- 2148-2369; 2148-2360; 2148-2370; 2148-2349; 2148-2343; 2147- 
2344- 2149-2743; 2150-2663; 2149-2486; 2149-2438; 2149-2436; 2149-2489; 

2149- 2416- 2149-2414; 2149-2402; 2149-2383; 2149-2404; 2149-2363; 2151- 
2359- 2149-2300; 2149-2495; 2150-2463; 2150-2437; 2150-2430; 2150-2412; 

2150- ^410; 2150-2408; 2150-2411; 2150-2398; 2150-2397; 2150-2394; 2150- 
2386- 2150-2375; 2151-2380; 2150^-2372; 2150-2371; 2150-2360; 2150-2321; 

2151- -2735; 2151-2515; 2151-2434'; 2151-2433; 2151-2415; 2151-2414; 2151- 
2412- 2151-2403; 2151-2402; 2151-2399; 2151-2396; 2151-2391; 2151-2390; 
2151-2332- 2150-2268; 2152-2434; 2152-2414; 2152-2409; 2152-2385; 2153- 
2756- 2153-2412; 2153-2410; 2153-2360; 2154-2438; 2154-2434; 2154-2413; 
2154-2403; 2155-2322; 2156-2438; 2156-2430; 2156-2415; 2157-2433; 2156- 
2391- 2157-2449; 2157-2426; 2157-2423; 2157-2415; 2157-2414; 2157-2404; 
2157-2395- 2157-2373; 2157-2343; 2157-2312; 2159-2430; 2159-2414; 2159- 
2395- 2159-2387; 2159-2340; 2160-2426; 2160-2414; 2160-2413; 2161-2435; 
2161-2413; 2162-2417; 2162-2402; 2163-2637; 2167-2415; 2165-2570; 2164- 
2387; 2165-2416; 2166-2415; 2166-2412; 2166-2398; 2166-2422; 2167-2465; 
2168-2356; 2169-2433; 2170-2282; 2170-2420; 2171-2595; 2173-2314; 2173- 
2276; 2175-2460; 2177-2454; 2179-2414; 2180-2676; 2183-2408; 2184-2599; 
2185-2290; 2188-2632; 2189-2780; 2190-2674; 2189-2431; 2191-2445; 2193- 
2422- 2195-2463; 2199-2435; 2202-2463; 2204-2633; 2208-2463; 2213-2672; 
2215-2464; 2217-2671; 2225-2672; 2227-2468; 2231-2486; 2233-2676; 2234- 
2424; 2256-2675; 2262-2471; 2262-2455; 2268-2672; 2274-2529; 2281-2820; 
2281-2560; 2281-2549; 2287-2415; 2294-2572; 2313-2570; 2317-2560; 2319- 
2573; 2317-2821; 2322-2786; 2322-2686; 2324-2786; 2326-2763; 2327-2672; 
2327-2631; 2327-2511; 2329-2587; 2330-2383; 2333-2863; 2332-2611; 2332- 
2605; 2333-2589; 2333-2588; 2333-2576; 2338-2600; 2347-2470; 2349-2771; 
2350-2793; 2349-2565; 2369-2622; 2374-2660; 2381-2802; 2382-2630; 2384- 
2928- 2384-2662; 2384-2620; 2384-2532; 2394-2668; 2394-2666; 2396-2667; 
2398-2615; 2405-3008; 2413-3009; 2414-2710; 2414-2669; 2415-2513; 2418- 
2636; 2421-2772; 2468-2744; 2471-2745; 2482-2991; 2481-2753; 2488-2671; 
2491-2755; 2497-2985; 2497-3007; 2508-2738; 2510-2747; 2510-2761; 2510- 
2745- 2531-2917; 2523-2753; 2530-2832; 2530-2810; 2530-2790; 2530-2788; 
2532-2774; 2535-3007; 2536-3032; 2544-2832; 2545-2671; 2550-2752; 2565- 
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3007; 2564-2991; 2564-2994; 2573-2851; 2574-2803; 2575-2820; 2575-2809' 
2581-3050; 2582-3009; 2586-3029; 2586-3044; 2586-2848- 2590-2875- 2592' 
2798; 2593-2796; 2602-2855; 2608-3029; 2612-3044; 2609-2853; 2610-2861 
2611-2928; 2615-3044; 2615-2860; 2616-2886; 2619-3036; 2621-2762- 2621- 
2813; 2637-3050; 2637-3052; 2692-3053; 2692-3039; 2692-3009; 2692-2890 
2692-2881; 2695-3044; 2692-2914; 2692-2901; 2695-2786; 2697-2927- 2708- 
2985; 2730-3029; 2729-2901; 2731-2989; 2813-3048; 2167-2435; 2157-2427' 
2172-2441; 2162-2432; 2708-2979; 2756-3028; 2240-2512; 2189-2462- 2156- 
2432; 2361-2631; 2174-2455; 2903-3051; 2167-2455; 2741-3032; 2168-2460' 
2145-2438; 2171-2475; 2703-3029; 2684-2947; 2692-3050; 2692-3051- 269?' 
2995; 2688-3051; 2678-3044; 1478-1882; 2148-2455; 2680-3029; 2146-2412 
2149-2415; 2174-2438; 2171-2432; 2182-2445; 2151-2413; 2144-2404- 2159- 
2419; 2155-2413; 2149-2382; 2167-2422; 2175-2429; 2152-2405; 2807-3051 
2164-2411; 2390-2628; 2172-2422; 2164-2414; 2159-2406; 2151-2382- 2152- 
2372; 2144-2388; 2234-2478; 2226-2470; 2145-2388; 2157-2382- 2149-2385' 
2151-2387; 2143-2377; 2143-2373; 2172-2382; 2166-2382; 2146-2370; 2888- 
3017; 2151-2370; 2276-2485; 2358-2576; 2333-2548; 2149-2362; 2145-2357 
2214-2423; 2154-2361; 2208-2414; 2333-2531; 2741-2935; 2150-2336- 2282- 
lHV, 2 n l 6 n 8 ~l 050: 2145 - 2328 <- 2875-3051; 2143-2323; 2168-2341; 2208-2380; 
2884-3050; 2148-2284; 2916-3050; 2693-2825; 2825-2945; 2947-3053- 2924- 
3029^2964-3050; 2924-3009; 2982-3051; 2981-3043; 2982-3044; 2419-2470; 

162/LG:448040.3:2001MAR30 || 1-335; 1-366; 1-375; 1-372; 10-335; 12-334- 

itl « fi; 26 I; ^ 16 lL III 269 ' 17 " 161; 19 " 357; 19 - 161; 21 ~ 359 <- 22-372; 24- 
161; 32-161; 47-161; 55-365; 93-366; 99-372; 158-240; 163-373- 247-507- 

247-464; 270-507; 305-507; 455-507 ' 
163/LG: 451274. 1:2001MAR30 || 1-244; 1-397; 1-81; 1-290; 194-479; 194-781- 

llllS^ ( ^VlZllLVc 0 -' n! ■™- ^^ > 1 ^ et2 - 1221 ' 910 - lbl3i 

164/LG: 456110. 1:2001MAR30 || 1-633; 1-275; 31-671; 33-275; 159-599 
165/LG:456954.1:2001MAR30 || 1-552; 1-492; 4-234; 217-728; 255-654 
166/LG: 474942. 12 :2001MAR30 || 2547-2602; 2139-2614; 2193-2614; 2201-2614- 
ll^- 2 lll' 2358 ~ 3446 '- 2 173-2613; 2241-2613; 2232-2613; 2267-2613; 2287 ' 
2614; 2292-2613; 2308-2594; 2351-2594; 2432-2663; 2384-2594; 2473-2594' 
247S-2594; 2528-2594; 2284-2597; 2152-2612; 2163-2612; 2167l 2 612- 2225- 
2583; 2400-2591; 2440-2590; 2187-2605; 2291-2608; 2192-2607; 2243-2607' 
2108-2593; 2413-2656; 2299-2655; 2132-2653; 2067-2650; 2111-2644- 2248- 
2662; 2273-2663; 2326-2662; 2133-2649; 2352-^2635; 2026-2623; 2049-2581 
2320-2613; 2317-2590; 2428-2660; 2472-2579;. 2173-2575; 2509-3073; 2306- 
2629; 2539-3075; 2176-2615; 2348-2593; 2540-3046; 2317-2586; 2512-2999' 
2400-2633; 2302-2661; 2322-2652; 2384-2645; 2384-2640; 2420-2623- 2540- 
2908; 2302-2573; 2567-2902; 2346-2613; 2522-2808; 2511-2805; 2501-2616- 
2483-2616; 1995-2624; 2026-2625; 2077-2645; 2028-2624; 2135-2618- 2148- 
2617; 2561-2637; 2073-2604; 2372-2602; 1946-2487; 2314-2476; 2337-2476 
1991-2439; 2205-2457; 2012-2423; 2185-2427; 1840-2470; 1815-2423- 2130- 
2403; 2138-2333; 1832-2328; 1794-2283; 1994-2236; 1582-2170; 1814-2157' 
1796-2090; 1735-1989; 1716-1983; 1716-1974; 1608-1943- 1683-1932- 1708- 
1930; 1635-1892; 1679-1887; 1664-1877; 1668-1873; 1766-1840; 1773-1840' 

1223-1758; 1183-1754; 1071-1679; 1149-1658; 1104-1640; 1063ll548; 1304- 
IRAQ. Q/io_i cn . -1*01 - - - - - . _ ' ^ u ' ~ L - > u ^ 

1420; 1004-1410; 983-1410; 929-1410; 907-1410; ioSS-LlO; 8 7 S? 

«^ 8 ^c 14 ;^;, 94 ^' 142; 914 -^9'- 354-980; 360-968; 692-925; 692 856; 
686-805; 306-773; 486-771; 692-759; 340-517; 192-384; 1-384; i-298; 441296; 

167/LG:475119.14:2001MAR30 || 1-384; 126-376; 184-783; 210-466- 214-781- 
226-722; 227-512; 248-545; 386-813; 386-710; 409-866; 411-867; 418-867 
420-874; 421-864; 433-827; 463-873; 465-872; 472-827 472-639- 472-866- 

IJi'HV IH'IIV l^~ 689; 536 " 866; 548 " 866; 548 - 829 ' 549-845 578-861; 
583-864; 583-866; 611-870; 700-877; 722-1154; 722-979; 751-1352; 764-978; 
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889-1377; 938-1236; 953-1120; 1004-1361; 1004-1250; 1072-1394; 1087-1361; 
1120-1352; 1274-1360; 1274-1361; 1286-1361 

168/LG:479908.77:2001MAR30 ]| 1-452; 1-237; 51-264; 67-254; 80-273 
169 LG:480127.47:2001MAR30 || 1-230; 123-404; 123-330; 266-569; 281-569; 
297-501; 355-569; 355-573; 355-558; 355-489; 364-569; 382-573; 403-555; 
402-572 404-571; 435-569; 456-569; 456-530; 460-569; 463-570; 463-569; 
463-568- 474-569; 199-330; 355-509; 355-488; 240-330; 210-330 
"0/^481154.12:2001^0 || 2986-3459; 1-3393; 3079-3392; 3037-3391; 
3007-3387; 3069-3382; 2702-3379; 3045-3384; 2968-3382; 3078-3384; 2931- 
3382-3296-3383; 2865-3382; 3071-3382; 2940-3382; 2930-3382; 2965-3382; 
29673382 297413379; 2975-3382; 2939-3380; 3012-3380; 3119-3379; 2897- 
?3sl 2148-3379- 2991-3379; 2928-3380; 2929-3379; 2975-3379; 3232-3379; 
2867l33?9 295?: 3 379; 296813379; 3133-3379; 3148-3375; 3304-3363; 2967- 
2739-3337; 2716-3335; 3171-3335; 2753-3329; 2840-3286; 2971-3250; 
2RS3 3069- 194ll2520- 1811-2381; 1852-2291; 1943-2237; 1984-2211; 1519- 
2082 ?^0-2074- 1519-2049; 1938-2027; 1553-2015; 1777-2009; 1460-1998; 
?653ll963 1585ll889; 160 3 ll869; 1583-1820; 1519-1805; 1502-1743; 1519- 
"S-Ss-IMS, 1398-1648; 1314-1577; 1034-1490; 1036-1417; 1128-1407^ 
ll28ll388; 1039ll243; 696-1085; 699-983; 734-972; 422-755; 1-599; 385-566; 

17l/LG 8 481414.6:2001MAR30 || 2215-2633; 2242-2631; 2308-2631; 2441-2631; 
?n87 2576- 2332-2562- 2330-2562; 2127-2553; 2331-2549; 2332-2549; 2444- 
2549 2229-2505; 2207-2472; 2148-2410; 1970-2350; 2043-2319; 2097-2318; 
I9I2I222O 1870l 2 179; 1785-2130; 1731-2122; 1861-2122; 1789-2044; 1695- 
2042- 1497-1942; 1496-1930; 1496-1928; 1498-1936; 1503-1910; 1497-1829; 
l299ll764; 1436ll680; 1079-1642; 1498-1633; 1138-1612; 1354-1612; 1512- 
^590-1081-1538; 1069-1505; 1154-1434; 1159-1432; 846-1337; 1223-1325; 749- 
llll' 1079-1317- 683-1273; 969-1268; 990-1251; 648-1148; 943-1135; 760- 
llll' Sll-All 664-1131; 654-1130; 807-1130; 721-1130; 772-1131; 683-1128; 
889-il28 ^7211128; 68lllll9; 726-1100; 830-1092; 687-1093; 818-1092; 803- 
1091 llk-llll; 568ll081; 689-1074; 838-1074; 681-1073; 537-1063; 491-1041; 
797-1034 743-i013; 730-980; 541-960; 677-943; 530-905; 656-872; 686-858; 
111 823 500-798 507-725; 503-709; 462-668; 342-572; 339-432; 62-432; 116- 
"-430? iS-isS; 140-429; 337-431; 137-428; 71-431; 342-425; 350-425; 

172 3 /' G ; 481941. l:2001MAR30 || 1-393; 35-447; 35-297; 67-389; 67-309; 98-351; 
122-640- 121-305; 122-433; 125-431; 125-708; 135-713; 135-714; 138-581 
139-716- 143-441 146-732; 166-417; 176-697; 201-729; 234-3766; 302-551; 
321-923- 484-629 605-1185; 663-1171; 663-827; 691-1101; 702-1090; 698-952; 
711 968 722-1091; 730-1263; 750-1092; 857-1290; 859-1096; 859-1038; 916- 
1158 ^43-1349; 955-1309; 1015-1518; 1033-1503; 1045-1546; 1094-1566,-1106- 
1349'. 1142-1509-1161-1533; 1202-1596; 1202-1436; 1227-1473; 1292-1523; 
lltl'-lSlt; llll-iell. 138lll479; 1399-1608; 1438-1692; 1476-1700; 1538- 
2165-1574-2112; 1586-1795; 1623-1901; 1661-1886; 1661-1914; 1704-1972; 
171ll 2 358; 172412232; 1724-1929; 1757-2203; 1768-2272; 1774-2348; 1817- 
2315; 1823-2056; 1851-2125; 1849-2127; 1868-2273; 1904-2388; "53-2197 , 
198512565- 196212448; 1974-2226; 1983-2175; 2048-2188; 2054-2288; 2063- 
23?6; 2094-2^20; 2094-2377; 2116-2627; 2130-2415; 2130-2391; 2133-2572; 
213212373; 214412382; 2149-2413; 2153-2572; 2189-2326; 2210-2314; 2225- 
2449- 2323-2582; 2355-2612; 2360-2802; 2360-2605; 2386-2735; 2387-2751; 
246ll 2 740 247312667; 2491-2938; 2575-2823; 2648-2930; 2691-2775; 2694- 
2979- 2719-2979; 2719-2937; 2751-2937; 2755-2948; 2757-3026; 2774-3087; 
277413085 279413029; 2809-3067; 2814-3289; 2814-3056; 2815-2965; 284 8- 
3056; 2855-3405; 2864-3083; 2868-3102; 2870-3098; 2877-3071; 2880-3151, 
2891-3169- 2914-3163; 2946-3167; 2988-3443; 3006-3274; 3072-3262; 3110- 
3M7; 3130-3232; 3155-3334; 3157-3431; 3168-3692; 3186-3454; 3205-3440; 
3205-3439; 3242-3778; 3231-3773; 3260-3746; 3277-3678; 3277-3556; 3282- 
3561- 3284-3735; 3285-3726; 3305-3763; 3305-3770; 3331-3753; 3333-3592, 
3339I3733; 334ll3480; 3347-3759; 3351-3767; 3357-3586; 3380-3607; 3398- 
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3760; 3413-3598; 3459-3791; 3468-3772; 3492-3675; 3510-3791; 3512-3773- 
3519-3726; 3558-3729; 3571-3762; 3598-3791; 3622-3775; 3651-3791 
173/LG:887216.4:2001MAR30 || 1-411; 5-316; 5-414; 5-412- 17-142- 245-534- 
289-850; 350-737; 353-633; 373-848; 383-828; 384-848; 385-848- 496-848- ' 
502-809; 568-848; 570-848; 613-848; 699-804 

174/LG:899402.3:2001MAR30 || 1-488; 1-239; 2-291; 8-553; 11-227- 15-240- 
56-262; 118-387; 164-517; 168-396; 175-653; 180-686; 220-694; 459-529- 504- 
613; 528-938; 546-1053; 629-1059; 704-989; 714-898; 788-1032- 793-1036- 
834-1057; 838-1075; 849-1456; 891-1138; 914-1005; 916-1350; 921-1196- 962- 
1366; 962-1061; 965-1213; 968-1250; 1005-1281; 1010-1237; 1035-1433 •' 1035- 
1286; 1056-1608; 1064-1298; 1135-1424; 1142-1630; 1164-1331- 1201-1476- 
1239-1510; 1333-1530; 1338-1621; 1359-1614; 1376-1587; 1376-1565- I377I 
1860; 1388-1843; 1388-1581; 1391-1810; 1398-1663; 1422-1658; 1422-1678- 
1423-1682; 1441-1720; 1441-1669; 1442-1705; 1448-1743; 1455-1711- I477I 
1935; 1477-1716; 1495-2078; 1559-2115; 1566-1687; 1576-1872; 1581-1831- 
1587-1876; 1625-1989; 1625-1812; 1628-1868; 1677-1965; 1682-1951- 1682^ 
1936; 1683-2058; 1711-2117; 1716-2190; 1716-1993; 1718-2259; 1719-2026- 
1719-1993; 1727-2291; 1736-2291; 1737-2261; 1743-2293; 1745-2029; 1765^ 
2291; 1770-2028; 1776-2157; 1785-2295; 1789-2363; 1804-2331; 1841-2323- 
1841-2098; 1843-1925; 1850-2026; 1850-2116; 1873-2286; 1884-2291- I883I 
2214; 1884-2331; 1886-2331; 1887-2174; 1896-2331; 1907-2332; 1912-2331- 
1913-2329; 1918-2157; 1945-2331; 1948-2581; 1966-2331; 1968-2280; 1996^ 
2331; 2003-2331; 2006-2331; 2008-2335; 2011-2277; 2015-2338; 2018-2401- 
2020-2286; 2025-2328; 2042-2328; 2042-2335; 2042-2295; 2043-2331- 2055- 
2287; 2078-2325; 2078-2334; 2082-2391; 2086-2325; 2091-2331; 2098-2328- 
2110-2331; 2117-2382; 2117-2331; 2131-2331; 2152-2403; 2163-2337; 217ll 
2331; 2195-2302; 2200-2454; 2240-2331; 2259-2399; 2270-2331- 2305-2433- 
2327-2625; 2331-2779; 2331-2778; 2334-2668; 2334-2789; 2334-2661; 2334- 
2643; 2334-2610; 2336-2712; 2337-2767; 2372-2781; 2374-2854; 2375-2824- 
2377-258.5.- 2387-2751; 2398-2740; 2462-2900; 2485-2940; 2485-2708- 2495^ 
2586; 2542-2827; 2546-2797; 2552-2825; 2566-2997; 2565-2822; 2672-2930- 
2694-2990; 2747-2854; 2766-3369; 2782-3115; 2797-2854; 2812-3042- 2908^ 
3229;. 2911-3308; 2915-3201; 2923-3169; 2980-3227; 2992-3387; 2995-3624- 
2998-3239; 3032-3294; 3058-3308; 3177-3524; 3180-3740; 3182-3387- 3190- • 
3550; 3192-3504; 3194-3496; 3249-3501; 3295-3417; 3336-3550; 3343-3484- 
3347-3562; 3374-3596; 3375-3618; 3394-3624; 3403-3806; 3458-3710- 3480- 
3730; 3609-3888; 3614-3870; 3701-3781; 3716-3962; 3729-3861; 3728-4365- 
3738-4314; 3801-4314; 4169-4338; 4169-4359; 4175-4436; 4175-4359- 4175I 
4336; 4175-4232; 4175-4448; 4175-4443; 4175-4445; 4175-4429- 4175-4426- 
4175-4427; 4175-4421; 4175-4412; 4175-4411; 4176-4319; 4175-4296- 4177I 
4474; 4177-4536; 4176-4428; 4177-4350; 4210-4762; 4255-4768- 4348-4807- 
4356-4698; 4393-4807; 4392-4807; 4396-4969; 4435-4806; 4445-4675- 4447I 
4766; 4461-4812; 4470-4811; 4468-4807; 4555-4811; 4562-4807; 4588-4812- 
4598-4814; 4653-4807; 4671-4807; 4837-5113; 4837-5353- 5083-5471 
175/LG: 899894. 2 :2001MAR30 || 2-398; 1-278; 95-587; 95-324; 259-634; 294- 
819; 320-930; 378-733; 380-471; 407-566; 413-952; 413-669; ' 437-710 • 438- 
611; 441-766; 461-1226; 470-743; 486-813; 492-664; 497-697; 509-774- 546- 
1072; 568-1166; 586-1074; 631-819; 644-860; 651-1122; 651-892- 685-911- 
708-1303; 708-1089; 708-948; 739-1003; 756-1050; 755-1102; 760-1099- 770- 
~ ' . /^j-j-w^^i <j/-iuu^; ouz-uua; 840-1325; 840-1324; 843-1274- 
843-1073; 851-1163; 854-1112; 866-1196; 866-1156; 872-1057; 881-1431- 910- 
1476; 926-1538; 937-1256; 965-1296; 975-1255; 986-1455; 1002-1537; 1022- 
1468; 1035-1159; 1042-1248; 1043-1541; 1051-1537; 1065-1538; 1070-1300' 
1072-1340; 1072-1532; 1072-1538; 1089-1579; 1104-1578- 1112-1583- 1117^ 
1538; 1131-1579; 1138-1580; 1143-1579; 1145-1579; 1144-1529; 1151-1583' 
1156-1580; 1159-1583; 1159-1579; 1170-1578; 1174-1580; 1175-1579; 1185- 
1579; 1199-1582; 1200-1580; 1200-1579; 1205-1530; 1206-1579; 1206-1495; 
1210-1579; 1216-1569; 1212-1578; 1222-1579; 1221-1578; 1233-1579- 1243- 
1581; 1268-1571; 1268-1579; 1268-1582; 1269-1579; 1272-1579; 1273-1586; 
1279-1581; 1288-1576; 1290-1585; 1308-1551; 1308-1514; . 1309-1588 ; 1317- 
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1579; 1327-1579; 1335-1576; 1352-1579; 1352-1585; 1369-1497; 1401-1579; 
1445-1579; 1451-1579; 1451-1576; 1485-1691 

176/LG- 977908. 1:2001MAR30 || 1-474; 7-475; 7-261; 8-100; 9-336; 80-359; 83- 
253- 184-410; 192-424; 267-624; 313-744; 360-701; 374-467; 390-506; 390- 
632- 390-692; 390-841; 407-736; 440-736; 445-682; 473-746; 480-704; 514- 
730- 611-750; 633-1150; 698-945; 783-1344; 785-1072; 811-1151; 840-1051; 
848-1114- 867-1284; 892-1338; 964-1154; .1027-1340; 1029-1506; 1042-1160; 
1145-1373- 1179-1554; 1189-1465; 1208-1459; 1231-1461; 1254-1804; 1255- 
1673- 1324-1669; 1331-1936; 1479-1739; 1583-1931; 1731-2231; 1746-2161; 
1746-1937- 1746-1975; 1746-1860; 1746-2188; 1747-1960; 1752-2319; 1762- 
1981- 1770-2076; 1847-2122; 1861-2243; 1867-2243; 1870-2068; 1871-2131; 
1876-2088- 1888-2263; 1906-2446; 1906-2141; 1908-2171; 1917-2321; 2049- 
2262- 2049-2479; 2100-2608; 2101-2365; 2109-2385; 2118-2360; 2154-2607; 
2200-2404; 2250-2501; 2252-2448; 2253-2581; 2265-2522; 2291-2545; 2311- 
2551- 2323-2546; 2323-2762; 2369-2947; 2376-2444; 2380-2542; 2437-2719; 
2437-2601- 2439-2623; 2458-2713; 2460-2929; 2460-2703; 2469-2728; 2476- 
2684- 2486-2682; 2498-2813; 2499-2810; 2500-2610; 2524-2796; 2527-2812; 
053ll2775; 2532-2800; 2537-2924; 2559-2873; 2573-3131; 2573-2826; 2577- 
2835- 2587-3071; 2595-2857; 2600-2689; 2603-2990; 2603-2802; 2656-2944; 
2655-3024; 2666-2933; 2673-2870; 2711-3054; 2735-2848; 2744-3033; 2761- 

2988- 2789-3334; 2808-3275; 2811-3260; 2818-3349; 2821-3275; 2826-3083; 
2826-3348; 2829-3338; 2829-3076; 2833-3062; 2837-3349; 2838-3199; 2835- 
3090- 2853-3308; 2855-3344; 2857-3343; 2881-3144; 2883-3143; 2893-3155; 
2893-3176- 2897-3113; 2897-3128; 2897-3308; 2898-3167; 2905-3187; 2907- 
3334- 2923-3334; 2931-3334; 2933-3334; 2940-3334; 2943-3210; 2943-3334; 
2944-3334; 2950-3334; 2952-3334; 2953-3334; 2954-3308; 2954-3319; 2962- 
3475- 2962-3219; 2970-3334; 2977-3247; 2989-3388; 2986-3334; 2988-3334; 

2989- 3334- 2993-3334; 2997-3334; 3004-3334; 3006-3263; 3008-3350; 3015- 
3265- 3015-^272; 3022-3641; 3024-3138; 3029-3386; 3030-3297; 3033-3254; 
3036-3388- 3041-3343; 3043-3334; 3055-3334; 3086-3334; 3087-3343; 3088- 
3334- 3090-3334; 3092-3339; 3092-3334; 3096-3341; 3102-3642; 3110-3334; 
3113-3334- 3120-3334; 3143-3334; 3147-3334; 3159-3681; 3160-3388; 3172- 
3334; 3172-3441; 3197-3343; 3199-3334; 3202-3334; 3221-3334; 3234-3334; 
3246-3334- 3326-3389; 3350-3676; 3353-3679; 3356-3681; 3356-3676; 3356- 
3679; 3356-3710; .3357-3681; 3372-3677; 3371-3645; 3382-3679; 3390-3552; 
3493-3663; 3498-3703; 3498-3705 

177/LG-977929.1:2001MAR30 || 1-278; 24-380; 166-717; 392-812; 392-510; 467- 
883- 473-699; 530-994; 595-756; 714-1162; 765-1334; 775-991; 817-1065; 838- 
1032; 886-1165; 1215-1421; 1281-1474; 1304-1852; 1435-1644; 1437-1669; 
1453-1776; 1459-1714; 1466-1744; 1466-1942; 1497-1738; 1537-2039; 1540- 
1834- 1697-1911; 1796-2207; 1799-2050; 1817-2050; 1918-2080; 1958-2214; 
2032-2296; 2087-2702; 2097-2574; 2097-2294; 2111-2344; 2258-2766; 2364- 
2525; 2365-2944; 2372-2636; 2435-2701; 2465-2697; 2501-2973; 2548-2974; 
2549-3004; 2549-2708; 2555-2997; 2575-3018; 2578-2887; 2598-3003; 2619- 
3003- 2625-3005; 2629-3012; 2657-3012; 2663-3003; 2672-3005; 2685-3003; 
2693-3005; 2708-2993; 2716-2974; 2725-2970; 2726-2943; 2764-3017; 2765- 
3005; 2768-3005; 2779-3005; 2780-3002 

178/LG: 978008. 14:2001MAR30 || 1-556; 4-489; 185-666; 332-491; 344-781; 412- 
985; 509-1119; 546-842; 651-1086; 660-858; 684-1240; 702-1044; 760-1401; 
794-1441- 833-1077; 882-1444; 948-1344; 977-1071; 1035-1480; 1035-1267; 
1062-1543; 1067-1243; 1067-1146; 1103-1370; 1215-1685; 1237-1854; 1247- 
1755; 1282-1427; 1299-1565; 1299-1547; 1299-1535; 1299-1774; 1387-2060; 
1405-1660; 1455-1949; 1504-2008; 1520-1761; 1533-2096; 1544-2009; 1582- 
2050; 1595-1843; 1609-2043; 1617-2047; 1646-2118; 1652-1887; 1721-2050; 
1756-2122; 1759-1946; 1860-2363; 1864-2120; 1867-2158; 1869-2167; 1896- 
2381- 1965-2217; 1967-2251; 2014-2228; 2031-2224; 2045-2409; 2086-2546; 
2098-2312; 2113-2621; 2113-2423; 2113-2357; 2114-2374; 2116-2658; 2127- 
2404; 2126-2382; 2137-2640; 2138-2383; 2139-2457; 2142-2528; 2142-2380; 
2142-2587; 2144-2742; 2150-2463; 2158-2636; 2175-2723; 2217-2636; 2237- 
2544; 2249-2643; 2250-2643; 2253-2636; 2297-2827; 2315-2883; 2414-2646; 
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2482-2640; 2485-3012; 2472-2833; 2519-2908; 2530-2743; 2558-2781; 2560- 
2805; 2590-3227; 2601-2714; 2601-3023; 2631-3215; 2643-2977; 2644-3103 
2663-2894; 2686-2928; 2859-3033; 2894-3103; 2910-3476; 2925-3248- 2924- 
3233; 2979-3129; 2991-3541; 3055-3450; 3079-3351; 3113-3232; 3189-3372 
3210-3428; 3232-3484; 3268-3822; 3273-3394; 3288-3460; 3299-3458- 3403- 
3901; 3524-3800; 3548-3814; 3640-4003; 3655-4251; 3746-3840; 3746-4042 
3747-4055; 3747-4308; 3752-4300; 3794-4420; 3811-3872; 3876-4057; 3883- 
4139; 3908-4392; 3959-4253; 3958-4343; 3966-4194; 3995-4259; 4007-4488' 
4007-4174; 4039-4500; 4042-4495; 4050-4311; 4053-4275; 4057-4497; 4089- 
4495; 4112-4500; 4112-4407; 4114-4495; 4137-4500; 4158-4499; 4176-4495 
4215-4375; 4220-4493; 4240-4491; 4242-4480 

179/LG: 979054. 18 :2001MAR30 || 1-235; 41-357; 307-759; 327-646- 337-956^ 
340-586; 373-647; 442-647; 501-1029; 505-766; 546-1021; 548-1072; 568-758; 
594-865; 596-1037; 612-885; 616-1080; 646-967; 661-1035; 672-944; 694-852- 
700-1080; 768-1084; 769-1081; 773-1369; 842-1086; 847-1077; 880-1076- 980- 
1566; 1020-1549; 1095-1308; 1095-1395; 1096-1445; 1128-1573; 1128-1727 
1140-1549; 1142-1528; 1144-1573; 1154-1576; 1159-1405; 1189-1398- 1193- 
1576; 1208-1395; 1208-1571; 1215-1764; 1221-1572; 1219-1571; 1269-1556 
1274-1571; 1289-1455; 1325-1578; 1338-1492; 1338-1763; 1328-1510; 1340- 
1482; 1363-1501; 1375-1623; 1407-1575; 1408-1512; 1428-1668; 1417-1664 
1417-1564; 1417-1544; 1437-1571; 1451-1571; 1457-1560; 1512-1790; 1596- 
1983; 1667-2223; 1738-1980; 1757-2228; 1815-2357; 1834-2091; 1900-2128; 
1991-2146; 2003-2264; 2034-2522; 2035-2250; 2068-2325; 2069-2328- 2171- 
2248; 2255-2435; 2261-2811; 2273-2762; 2287-2704; 2312-2571; 2342-2572 
.2350-2564; 2350-2619; 2387-2705; 2402-2978; 2426-2589; 2442-2620- 2451- 
3055; 2458-2785; 2464-2745; 2476-3035; 2516-3017; 2516-2757; 2535-3020 
2549-2796; 2608-2975; 2639-2758; 2675-3290; 2675-3192; 2682-2909; 2682- 
3148; 2686-2910; 2687-3040; 2702-3040; 2703-2883; 2713-2910; 2715-3378 
2743-3037; 2840-3171; 2864-3414; 2865-3411; 2897-3411; 2986-3245; 3064- 
3446; 3066-3447; 3084-3339; 3084-3449; 3084-3450; 3090-3406- 3093-3452 
3097-3347; 3104-3452; 3106-3450; 3128-3454; 3155-3452; 3160-3413; 3178- 
3452; 3182-3239; 3188-3451; 3204-3455; 3338-3413; 3345-3450- 3345-3445 
3377-3445 

180/LG: 979185 . 10 :2001MAR30 | | 1-637; 1-531; 19-316; 83-282; 245-701- 382- 
652; 418-712; 420-671; 424-739; 425-674; 424-652; 428-713; 428-707 ;' 429- 
697; 450-917; 450-976; 449-687; 449-680; 450-584; 453-714; 458-761- 458- 
689; 458-667; 458-865; 458-830; 458-762; 458-732; 458-719; 458-656- 458- 
890; 458-650; 458-1056; 462-698; 462-677; 462-669; 462-567; 462-592- 462- 
596; 462-565; 462-519; 465-757; 465-1108; 469-742; 469-732; 469-707- 482- 
738; 499-858; 508-808; 510-807; 510-783; 515-978; 515-779; 516-765- 517- 
839; 520-711; 529-902; 531-938; 538-832; 535-720; 536-795; 541-701- 543- 
761; 544-803; 562-807; 563-806; 564-857; 566-763; 582-812; 589-1128- 589- 
826; 592-888; 596-820; 599-823; 600-824; 606-855; 614-869; 622-860 ;' 623- 
905; 624-863; 625-891; 625-834; 629-903; 630-875; 630-871; 632-867- 632- 
777; 640-862; 648-890; 646-926; 646-868; 657-887; 666-911; 672-806; 683- 
919; 688-862; 690-952; 690-967; 694-911; 697-938; 699-887; 701-932- 701- 
832; 712-901; 729-981; 732-869; 749-1031; 759-1012; 760-983; 764-948- 764- 
886; 772-1021; 773-1002; 775-1008; 779-879; 785-994; 802-1091; 808-1071- 
823-1094; 853-1072; 876-1114; 895-1174; 895-1137; 895-1132; 912-1078- 914- 

inn- O10_mo. ooc 1 -l fin . n->-7 iim. r\ a -. - « - - . ' 

, + , / -J.J.O-., j"±j.-_l utA ; »3i-j.«20; i)55-X235; 965-1252- 

974-1238; 981-1540; 989-1512; 997-1258; 999-1321; 1006-1276; 1019-1548 ' 
1046-1281; 1070-1248; 1104-1574; 1136-1594; 1135-1593; 1136-1435; 1141- 
1596; 1144-1490; 1156-1596; 1162-1592; 1182-1581; 1185-1591; 1200-1592' 
1207-1442; 1207-1439; 1214-1592; 1215-1491; 1215-1480; 1216-1467; 1217- 
1592; 1235-1593; 1242-1591; 1243-1497; 1254-1477; 1256-1432; 1260-1464 
1263-1619; 1266-1593; 1270-1603; 1274-1592; 1279-1535; 1280-1576; 1283- 
1592; 1283-1563; 1283-1556; 1283-1490; 1289-1592; 1289-1561; 1290-1500- 
1291-1568; 1296-1596; 1305-1594; 1304-1592; 1315-1593; 1326-1559; 1329- 
1592; 1334-1519; 1345-1543; 1363-1592; 1375-1575; 1379-1522; 1380-1567- 
1382-1595; 1382-1553; 1401-1592; 1416-1592; 1420-1560; 1424-1694; 1437- 
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1606; 1441-1592; 1441-1591; 1446-1590; 1448-1592; 1460-1593; 1475-1593; 

wS^"3654 3 ^2oSJm«30 || 754-1109; 896-1109; 864-1108; 828-1108; 723- 
1108 714-1106; 883-1106; 704-1106; 707-1106; 780-1105; 712-1105; 699-1104; 
738 ll04 781-1102- 705-1102; 726-1102; 868-1102; 720-1100; 774-1068; 831- 
lltl llk-llll 519-1064; 713-1063; 714-1060; 494-1059; 833-1054; 714-1052; 
9^8 iosi 850-992; 838-990; 701-988; 720-892; 385-891; 365-582; 308-582; 
38^; '508-564; 228-564; 332-563; 289-564; 239-564; 319-564; 283-564; 
fllfi S64 455-564- 413-564; 19-531; 24-489; 24-468; 24-465; 219-414; 148- 
386 2t380; M-381, 1-377; 12-377; 24-329; 40-330; 19-275; 24-269; 24-216; 
24-209- 24-199; 24-181; 22-123; 25-88; 24-90 

182/LG- 985092 12- 2001MAR30 || 1-117; 1-656; 75-586; 268-778; 360-769; 360- 
6ll ? 6 !-776;" 388-7317435-517; 453-721; 487-779; 492-779; 497-999; 508- 
7q /. S29-784- 606-796; 640-784; 665-1088; 806-1110 

18^LG~987396 8-2001MAR30 II 1-383; 123-604; 133-313; 133-391; 134-740; 
138 760 192-389 211-716; 279-551; 289-371; 336-1038; 460-738; 480-856; 
lllioll 504-731; 521-813; 539-1135; 542-811; 750-867; 784-1338; 903-1135; 
to6-i?25'; 906-1296; 1013-1528; 1113-1668; 1173-1725; 1173-1463; 1187-1435; 
1^9 1698- 1380-1829; 1380-1612; 1545-1848; 1582-1858; 1599-1852; 1615- 
SS isl'e-llll, 1692-2058; 1692-1957; 1853-2393; 2131-2735; 2197-2771; 
223312773; 231^2775; 2321-2731; 2367-2774; 2382-2715; 2404-2774; 2476- 
977ZL- 9484-2767* 2544-2770; 2648-2775 

184/Lg 987418 10:2001^30 || 1-475; 132-417; 162-440; 367-611; 367-844; 

427-612- 426-1001; 453-708; 458-693; 471-586; 474-569; 474-586; 474-756; 

tVi-lll". ^4-549; 474-876; 474-946; 474-601; 474-833; 474-834; 474-792; 

474 552- 474-551 476-1012; 476-586; 492-957; 521-754; 532-785; 532-9Q0; 

59?-844- 591-855 606-847; 603-735; 606-849; 621-901; 638-850; 637-892; 

138-1^3-638-833; 638-842; 638-775; 638-777; 638-779; 638-798; 641-835; 

til III 647-855; 647-844; 647-933; 647-753; 667-944; 671-890; 673-963; 

^:i297- 682-980; 696-820; 705-868; 706-973; 708-954; 721-970; 721-1010; 

ill 1231- 725-1263; 734-1017; 739-998; 743-1018; 752-982; 756-986; 758-985; 

ni-llll- 77^247 782-1006; 786-1052; 789-966; 788-1018; 808-1059; 811- 

Io62 813-1111; 816-1361; 818-1006; 819-921; 821-1407; 821-1047; 833-1341; 
83? 1338 833-1426- 839-1349; 851-1422; 851-1127; 869-1378; 875-1096; 886- 
lll~2 111 -102A 897-1253; 897-1078; 910-1202; 908-1056; 909-1203; 920-1383; 
111 iaSST 921-ilSO- 932-1383; 930-1208; 945-1382,-945-1207; 951-1163; 951- 
1380 951-14^5 953-1427; 954-1364; 954-1170; 957-1212; 967-1267; 970-1428; 
111 1421 9?7-il86; 994-1201; 1000-1347; 1001-1421; 1005-1421; 1013-1428; 
lJL-1339; 1027-1180; 1027-1423; 1029-1423; 1034-1423; 1034-1427; 1037- 
^421- 1041-1261; 1057-1410; 1064-1240; 1068-1427; 1074-1361; 1084-1424; 
109^1310; 1096ll421; 1108-1422; 1109-1419; 1113-1429; 1H3-1423; 1118- 
1419-1121-1354- 1125-1421; 1131-1429; 1131-1378; 1148-1428; 1149-1420; 
il60ll370; il60ll384; liesW; 1166-1407; 1169-1407; 1171-1416; 1171- 
1426; 1174-1376; 1178-1412; 1179-1389; 1182-1412; 1191-142U 
1200ll426; 1203-1383; 1205-1412; 1206-1421; 1238-1423; 1240-1422; 1312- 

i85%G:997203 3 25-.2001MAR30 || 1-511; 88-291; 113-705; 115-710; 114-645; 
119-658- 119-290; 121-396; 122-391; 122-378; 122-631; 124-381; 125-395; 
127 390 128-329- 129-404; 130-668; 130-379; 130-180; 135-535; 130-407; 

133- 624; 133-402'; 133-385'; 133-378; 133-336; 135-490; 133-618; 134-460; 

134- 442- 134-433; 135-394; 134-374; 135-372; 134-201; 133-717; 133-728^ 
llteli; 133-664 135-422; 135-417; 135-370; 136-335; 136-370; 135-3867; 
137-444; 137-388; 137-372; 137-364; 135-400; 140-426; 140-395; 141-681; 
143-544- 144-466; 150-660; 150-608; 152-693; 154-702; 155-533; 157-745, 
169-444 189-432 224-779; 224-342; 241-384; 258-538; 322-531; 328-779; 
337-781- 400-732; 426-993; 499-709; 551-868; 554-791; 556-724; 560-779; 
656-^5; 658-791; 815-1298; 815-1075; 815-1002; 835-1010, 867-1097, 883- 
1141- 896-1152; 914-1158; 924-1162; 998-1272; 1029-1305; 1030-1162; 1086- 
1273' 1109-1381; 1121-1234; 1181-1455; 1242-1535; 1341-1554; 1539-1980; 
155912045; ISS^OBS; 1698-2010; 1711-1996; 1715-1995; 1750-2206; 1778- 
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?^o ; oo 864_2090; 191 °- 204 3<- 1927-2182; 1967-2532; 2029-2554; 2055-2323- 
2058-2257; 2058-2216; 2062-2330; 2083-2335; 2087-2304; 2129-2572 2132 
2384; 2133-2307; 2136-2763; 2157-2659; 2154-2403; 2200-2422; 2196-2593- 
2196-2381; 2176-2444; 2271-2881; 2335-2976; 2362-2880; 2393^2785 2422- 
^^'\o^ 3 iL 09 *', 2475 - 2883; 2581 "2789; 2595-2864; 2601-2826; 2605-2939; 

" 3 ' 2681-3119; 2717-2960; 2750-3033; 2773-2833; 278413084; 279ll 
2901; 2789-3058; 2789-3060; 2832-3222; 2860-3417; 2888-3208- 2926-3186- 
2927-3199; 2979-3523; 2981-3248; 2984-3247; 3002-3246; 300^3564 lllt- 
3239; 3044-3247; 3044-3250; 3044-3239; 3072-3279; 3072-3330; 3074-3172- 
3075-3285; 3077-3339; 3081-3315; 3073-3239; 3094-3395; 312513252 312 6 1 
3319; 3116-3418; 3117-3246; 3136-3398; 3141-3622; 314i-360% 3147-3397- 
3165-3414; 3169-3430; 3170-3403; 3176-3649; 3177-3448; 3180-3523- 32331 
™''-, 3247 ~ 3691; 3246 " 349 2; 3260-3674; 3260-3542; 3260-3534; 3260-3489- 
3260-3488; 3260-3487; 3260-3470; 3260-3452; 3260-3476; 3260-3437- 327sl 
3759; 3277-3828; 3278-3523; 3290-3528; 3298-3739; 3303-3517; 3313-3560- 
3313-3548; 3325-3733; 3320-3867; 3325-3605; 3325-3606; 332 5 l3604- 332el 
3610; 3326-3591; 3326-3609; 3331-3656; 3335-3594; 3344-3613; 3344-3591- 
^o" 3653 '" 3354 - 3623 <- 3360-3598; 3365-3572; 3365-3532; 3365-3529; 33691 
3822; 3368-3821; 3378-3868; 3382-3639; 3382-3859; 3385-3867; 3391-3520- 
III, HVn ?i25" 3 5!°'" 3408 " 3867 '- 3408-3865; 3409-3867; 3410-3862; 341ol 
3861; 3410-3867; 3412-3863; 3414-3862; 3413-3861; 3416-3867; 3417-3867- 
3418-3861; 3420-3837; 3419-3870; 3420-3828; 3420-3811; 342 0 l3639; 342ol 
3514; 3421-3864; 3422-3865; 3424-3864; 3423-3655; 3424-3867; 3424-3865- 
3424-3861; 3425-3867; 3425-3868; 3428-3861; 3428-3677; 3429-3861- 342gl 
3849; 3430-3867; 3432-3641; 3435-3712; 3435-3784; 3435-3675; 3436-3710- 
3436-3660; 3437-3867; 3439-3861; 3439-3547; 3439-3712; 344ll 3 861- 3443I 
3804; 3447-3869; 3447-3865; 3447-3783; 3448-3837- 3449-3822- 34sl llll ■ 
lill'^lV, ?lS- 3 ;r , 3458 ^ 3865 '- 3459-3659; 346013866; llll'-lltl] llll'- 
38 f«'\o 471_3867; 3470 " 387 3^ 3471-3837; 3473-3837; 3476-3872; 3480-3725- 
3489-3861; 3492-3861; 3490-3861; 3491-3748; 3494-3742; 3507l 3 866- 350gl 
3769; 3519-3868; 3525-3867; 3528-3852; 3529-3867; 3539-3795- 3539-3743- 
3547-3821; 3550-3865; 3552-3831; 3595-3859; 3602-3861, 361613859 36221 
3861; 3624-3858; 3632-3858; 3636-3862; 3639-3861; 3644-3814- 3672-3858- 
3673-3788; 3690-3867; 3734-3792; 3745-3864; 3776l 3 877 llll-lltl llll- 
3 «? ? 3 " 5 " 3862; 357 5-3860; 3554-3858; 3554-3863; 3567-3859; 3549-38^. 
3553-3864; 3539-3863; 3517-3863; 3470-3859; 2163^2597; 355 7 1 3 860 3540I 
3861; 2328-2789; 3593-3857; 3587-3837; 3617-3857; 3593-3832-3647-3858- 
3620-3837; 3654-3860; 3655-3861; 3725-3861; 376ll 3 861 

186/LG.-997477.8:2001MAR30 || 1-215; 1-195; 1-464; 1-437; 195-455- 195-643- 
lll'-ltl'k 356 ~ 568 '' 428 " 6 ° 0; 581 ~ 746; 614 - 869; 685l ^°." 687-890; 83^1195;' 
187/LG:998855.4:2001MAR30 || 2-493; 1-646; 1-611; 1-519- 12-644- 151-380- 
275-999; 301-451; 378-497; 395-541; 393-562; 393l 6 52; 403-881 405-665 
til'ZlV n 3 nt~llV 536 " 980 '- 536-1008; 574-984; 622-875; 627-992; 628-953; 

^! /L ^^ 93 - 1:2 ° 0lMAR3 ° " 1 ~ 483; 3 5-567; 47-663; 268-626; 268-797; 310- 
869; 470-888; 519-1116; 650-1241; 687-1190; 693-973; 710-1044- 710-956 

^OB 13 !^/^;; 34 ?; 858 - 1157? 859 " 1079 '- 872-1117; 873-li°3E \; tU-l^SSl. 
]"i 0 !'\i 034 - 1639; 1227-1792; 1238-1890; 1280-1402; 1353-1719; 1512-1685 
^r-'iaU in^" 17 f^ "12-1998; 1552-1885; 1593-1941; 1625-1942; 1720- 
llllWll o^'.nlV'l^ 9 '' 1874 - 2006 '- 1885-2064; 1888-2062; 1899-2166; 
llll Mil Ir^l IV 1 2220 " 2364 ' 2 236-2900; 2469-3059; 2533-2965; 2555^ 
Vlll\ll\ ,nlV\ll QQ ~ 21Q5: 2607 - 3254 ' 2680-3151; 2694-2959; 2722-2940; 
IAa VLV n 2754 - 3300 '- 2782-3022; 2796-3053; 2874-3103; 2900-3393; 2904- 
llli'dV? iS'* 2950 " 3127; 2995 - 3 "9; 3026-3292; 3066-3335; 3104-3536; 
Unt ' 3104-3233; 3123-3371; 3178-3443; 3186-3488; 3187-3304; 3188- 

lt^\llr> 0 " 348 5; 3247-3743; 3260-3551; 3277-3492; 3279-3498; 3283-3506; 
ll^ llA 3332 - 3600 ' 3338-3642; 3368-3658; 3387-3649; 3485-3679; 352 5 1 
9 ~ 3 Z 99; 3558 " 4 1 3 3; 3576-3812; 3580-4061; 3581-3699; 3584-3977; 
3581-3738; 3611-3952; 3614-3857; 3619-3952; 3623-3742; 3632-3831; 36531 
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3952; 3659-4100; 3674-3943; 3671-4140; 3692-3952; 3696-3923; 3703-4141; 
3686-3942; 3688-3940; 3696-3952; 3696-4142; 3705-4132; 3725-4139; 3710- 
4139; 3728-3952; 3729-4139; 3741-3943; 3726-3874; 3744-3952; 3741-3984; 
3741-4132; 3740-4139; 3759-4079; 3779-4145; 3797-4145; 3785-4139; 3823- 
3952; 3826-4141; 3826-4133; 3864-4112; 3883-4093; 3886-4169; 3885-4140; 
3895-3952; 4010-4133; 3997-4459; 3998-4249; 4000-4128; 4002-4142; 4010- 
4132? 4040-4262; 4041-4140; 4041-4442; 4042-4454; 4057-4123; 4067-4133; 
4223-4663 

189/LG:999183.1:2001MAR30 || 1-509; 11-324; 16-215; 25-573; 26-347; 30- 
4439; 33-395; 33-215; 37-215; 133-609; 221-540; 264-522; 264-501; 274-512; 
381-771; 409-771; 430-998; 694-770; 701-930; 723-1316; 780-1287; 807-1405; 
820-1109; 820-1285; 841-1350; 844-1405; 923-1186; 1050-1224; 1191-1419; 
1215-1456? 1220-1816; 1329-1605; 1404-1484; 1418-1664; 1563-1906; 1565- 
1842; 1569-1860; 1592-1919; 1592-1757? 1774-1956; 1782-2162; 1886-2149; 
1981-2269; 1986-2083; 2028-2550; 2036-2603; 2041-2639; 2042-2634; 2060- 
2667; 2068-2507; 2068-2328; 2070-2176; 2116-2355; 2121-2584; 2125-2578; 
2133-2585; 2183-2582; 2247-2421; 2284-2455? 2324-2823; 2376-2585; 2376- 
2598; 2424-3158; 2434-3069; 2449-2568; 2459-2986; 2492-2785; 2507-2761; 
2540-3169; 2552-2794; 2553-2787; 2553-3128; 2553-3006; 2553-2739; 2576- 
3189; 2602-2822; 2617-2788; 2640-3283; 2647-3150; 2679-2932; 2689-2973; 
2692-2978; 2692-2992; 2698-2848; 2705-2974; 2744-3056; 2778-3074; 2842- 
2985; 2842-3145; 2872-3057; 2872-3354; 2872-3081; 2872-3063; 2872-3109; 
2872-3255; 2872-3195; 2872-3087; 2872-3095; 2883-2932; 2889-3157; 2902- 
3363; 2923-3205; 2943-3067; 2965-3188; 2968-3177; 2999-3400; 3015-3283; 
3015-3216; 3026-3144; 3029-3603; 3034-3321; 3037-3243; 3041-3293; 3050- 
3302; 3068-3147; 3092-3329; 3099-3635; 3128-3414; 3137-3600; 3145-3391; 
3167-3418; 3173-3502; 3199-3444; 3201-3448; 3217-3391; 3224-3320; 3226- 
3501; 3228-3520; 3228-3330; 3236-3438; 3239-3502; 3240-3498; 3254-3546; 
3255-3511; 3258-3366; 3258-3513; 3259-3504; 3262-3837; 3278-3597; 3278- 
3546; 3294-3406; 3300-3509; 3302-3561; 3323-3600; 3332-3809; 3330-3465; 
3337-3598; 3337-3567; 3360-3861; 3362-3679; 3375-3533; 3376-3956; 3385- 
3625; 3421-3656; 3456-3675; 3456-3877; 3462-3721; 3477-3728; 3493-3807; 
3509-3781; 3549-3807; 3564-3792; 3588-3784; 3604-4166; 3605-3867; 3608- 
3919;* 3624-3900; 3611-3976; 3625-4039; 3631-3847; 3647-3877; 3666-4182; 
3676-3835; 3683-4119; 3686-3912; 3689-3966; 3689-4090; 3700-4074; 3700- 
3919? 3700-4095; 3703-4074; 3722-4221; 3711-4183? 3715-4301; 3733-4250; 
3735-4206; 3749-3992; 3759-4323; 3772-4029; 3798-4057; 3800-4403; 3803- 
4050; 3824-4008; 3832-4117; 3840-4397; 3842-3964; 3844-4113; 3852-4183; 
3856-3979; 3860-3959; 3868-4111; 3869-4120; 3883-4156; 3884-4177; 3894- 
4147; 3894-4151; 3894-4152; 3896-4140; 3913-4155; 3916-4161; 3918-4180; 
3943-4187; 3951-4432; 3973-4444; 3989-4438; 3991-4439; 3992-4226; 3993- 
4119; 3993-4254; 4016-4368; 4024-4380; 4025-4434; 4028-4442; 4030-4441; 
4032-4295; 4032-4445; 4036-4323; 4036-4438; 4055-4439? 4055-4170; 4056- 
4394; 4056-4439; 4061-4439; 4064-4441; 4064-4439; 4062-4406; 4076-4544; 
4077-4440; 4081-4441; 4084-4441; 4089-4209; 4096-4303; 4103-4441; 4108- 
4442; 4120-4431; 4115-4343; 4116-4439; 4117-4437; 4119-4372; 4118-4439; 
4118-4441; 4122-4478; 4122-4287; 4123-4375; 4124-4390; 4128-4382; 4130- 
4441; 4130-4365; 4153-4399; 4155-4554; 4156-4344; 4175-4439; 4177-4428; 
4200-4439; 4208-4422; 4208-4407; 4217-4439; 4225-4439; 4225-4444; 4226- 
4441; 4226-4437; 4227-4479; 4233-4468; 4239-4443; 4244-4433; 4260-4442; 
4260-4441; 4266-4439; 4267-4439; 4268-4505? 4273-4439; 4279-4439; 4280- 
4439; 4293-4413; 4300-4589; 4340-4585; 4354-4835; 4359-4439; 4365-4441; 
4382-4554; 4396-4510; 4403-4543; 4409-4552; 4427-4548; 4466-4885; 4466- 
4716; 4467-4708; 4521-4846; 4530-4769; 4572-4892; 4602-4869; 4605-4878; 
4605-4875; 4605-4880; 4606-4902; 4606-4883; 4616-4928; 4617-4746? 4722- 
4889; 4761-4889; 4777-4874; 4781-4889; 4819-4889; 4824-4889; 4828-4889; 
4829-4889 

190/LI:1032972.1:2001MAY17 || 1-206; 4-208; 156-476; 219-687; 222-675; 223- 
684; 226-705; 226-711; 226-398; 227-678; 228-711; 236-421; 238-530; 239- 
476; 238-674; 238-666; 238-595; 238-559; 238-503; 238-468; 238-455; 238- 
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191/LI:170666.6:2001MAY17 || 1-240; 63-670; 63-431; 63-612 

192/LI:197048.10:2001MAY17 || 1-192; 14-734; 13-744; 57-453; 66-633; 90- 



322; 150-679; 
529; 212-461; 
572; 371-870; 
990; 574-825; 
1280; 687-941; 
975; 751-1017; 



164-747; 169-667; 
212-452; 264-452; 



414-678; 
577-733; 
699-946; 



448-1005; 
593-797; 
713-944; 



183-419; 190-639; 212-642; 212- 
282-569; 283-850; 311-470; 319- 
; 477-753; 521-648; 556-804; 556- 
; 667-877; 677-1156; 682-937; 687- 
730-1076; 739-985; 749-1054; 749- 



171-425; 
270-510; 
: 464-715; 
667-1095; 
f 720-983; 

780-1275; 815-1032; 833-1279; 830-1351; 836-1099; 861-1053; 
864-1125; 889-1166; 906-1265; 925-1267; 931-1494; 953-1178; 963-1234; 972- 
1211; 973-1261; 991-1053; 1043-1172; 1051-1306; 1065-1325; 1066-1143; 1074- 
1565; 1079-1154; 1082-1143; 1086-1638; 1086-1276; 1086-1299; 1088-1223; 
1089-1382; 1090-1330; 1092-1506; 1109-1357; 1113-1400; 1121-1710; 1121- 
1554; 1121-1364; 1129-1708; 1138-1402; 1143-1530; 1143-1426; 1155-1559; 
1156-1599; 1157-1377; 1165-1440; 1173-1356; 1179-1347; 1181-1567; 1185- 
1508; 1201-1459; 1221-1371; 1239-1721; 1241-1720; 1248-1488; 1248-1366; 
1270-1795; 1275-1499; 1299-1528; 1309-1579; 1309-1774; 1319-1773; 1336- 
1775; 1340-1624; 1340-1774;' 1342-1780; 1347-1775; 1348-1927; 1348-1603; 
1356-1599; 1360-1648; 1386-1667; 1400-1643; 1402-2021; 1410-1629; 1414- 
1642; 1419-1750; 1429-1780; 1434-1780; 1439-1698; 1443-1780; 1444-1780; 
1449-1517; 1465-1730; 1477-1757; 1505-1765; 1507-1780; 1509-1758; 1521- 
1902; 1521-1719; 1522-1674; 1537-1819; 1546-1764; 1548-1778; 1552-1855; 
1554-1780; 1557-1842; 1557-1780; 1559-2174; 1576-1774; 1586-1777; 1587- 
1857; 1588-1780; 1590-1777; 1592-1780; 1593-1779; 1599-1775; 1712-1954; 
1712-1775; 1717-1780; 1743-2147; 1782-2034; 1784-2061; 1804-2408; 1806- 
2359; 1806-1941; 1806-1865; 1812-2004; 1816-2152; 1825-2129; 1825-2101; 
1825-2060; 1827-2123; 1848-2361; 1835-2105; 1879-2478; 1879-2169; 1907- 
2440; 1914-2168; 1920-2440; 1920-2441; 1931-2462; 1931-2176; 1934-2453, 
1934-2219; 1946-2402; 1969-2168; 1970-2442; 1985-2454; 1988-2224; 1989- 
2441; 1988-2478; 2003-2422; 1989-2173; 2002-2471; 2008-2471; 2012-2075; 
2023-2441; 2018-2478; 2020-2478; 2022-2477; 2025-2478; 2026-2471; 2029- 
2471; 2031-2437; 2032-2479; 2036-2471; 2035-2436; 2040-2471; 2041-2478; 
2046-2478; 2066-2348; 2066-2343; 2070-2481; 2076-2470; 2077-2478; 2078- 
2478; 2084-2478; 2090-2471; 2093-2327; 2112-2440; 2115-2479; 2115-2471; 
2119-2470; 2119-2345; 2137-2487; 2137-2480; 2140-2471; 2139-2259; 2150- 

O /I *7 O . oicn oyni . ni cn o yi*7n . *-» -t ✓ — i r- ^ * * »-\ _ - — _ . 

^xut / « ; 6 iu j-^y / x; ^xoo-^*±xz; zj.oo-z'i / y ; z±b / -ZQ / ± ; 

2158-2380; 2189-2480; 2189-2471; 2196-2471; 2215-2471; 2219-2478; 2220- 

2437; 2232-2374; 2239-2471; 2284-2478; 2291-2477; 2306-2478; 2306-2471; 

2314-2471; 2303-2478; 2334-2435; 2371-2479; 2415-2478 

193/LI:228655.5:2001MAY17 || 1-447; 261-707; 1-488; 2-448; 1-448; 25-449; 
9-208; 80-447; 178-711; 437-688 

194/LI:229789.6:2001MAY17 || 1-851; 65-888; 141-804; 159-724; 208-964; 222- 
889; 250-983; 280-968; 313-943; 446-1031; 446-995; 563-931; 572-1146; 638- 
932; 700-1353; 732-1182; 832-1182; 999-1176; 999-1182; 999-1146; 999-1104; 
1002-1174 
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195/LI : 231500. 8 :2001MAY17 || 377-588; 456-948; 767-1301; 855-1412; 948- 
1510- 975-1443; 1102-1443; 1233-1408; 803-1270; 803-1362; 815-1049; 830- 
1052' 913-1443; 917-1458; 919-1108; 936-1213; 950-1419; 956-1432; 965-1436; 
972-1443- 979-1401; 982-1595; 1039-1408; 1040-1625; 1053-1353; 1103-1442; 
1108-1244; 1135-1807; 1135-1312; 1234-1408; 1264-1408; 1-180; 83-519; 153- 
72o! 368-845; 377-900; 377-862; 377-913; 377-943; 377-594; 377-844; 378- 
984- 377-915- 377-847; 377-846; 377-895;. 377-908; 377-823; 377-968; 383-. 
987- 392-1038; 526-1003; 583-1055; 1329-1408; 588-1101; 629-1046; 791-994 
196/LI:253851.26:2001MAY17 || 1653-2247; 1753-2136; 1681-2110; 1899-2110; 
1996-2110; 1600-2092; 1812-2057; 1776-2057; 1829-2057; 1782-1915; 1570- 
1787- 1595-1778; 1579-1776; 1579-1760; 1555-1740; 1208-1739; 1449-1718; 
132^1714; 137 6 ll714; 1349-1713; 1398-1713; 480-732; 361-624; 68-601; 120- 
590- 194-590; 316-590; 314-577; 174-560; 172-548; 1-490; 176-412; 1449- 
1713- 1496-1713; 1444-1710; 1590-1694; 1412-1688; 1450-1685; 1450-1682; 
1415ll678; 1169-1677; 1080-1675; 1174-1672; 1181-1673; 1289-1669; 1094- 
1641-1382-1636; 1268-1636; 1410-1598; 1195-1586; 534-765; 516-763; 1310- 
1586- 1402-1586 1339-1583; 1346-1565; 1312-1520; 1207-1483; 1281-1428; 
1295ll428 ll23-1421; 1162-1413; 1149-1380; 1165-1364; 1076-1268; 947-1215; 
978^1214 1071-1196; 962-1166; 828-1109; 828-1077; 538-1035; 792-990; 652- 
940; 689-940; 663-904; 677-872; 687-870; 375-869; 319-781 
197 /LI: 373302. 1:2001MAY17 || 1-563; 23-532; 202-459; 206-824; 729-1163; 
79Q — 1"*71 - 1—229* 729 — 819 

198;LI:405707.12:2001MAY17 || 756-1308; 761-1171; 778-1305; 809-1301; 888- 
1312; 897-1309; 937-1185; 945-1159; 1025-1325; 533-1302; 539-1325; 533- 
1313- 542-1325- 551-1107; 552-1310; 541-1309; 558-1302; 578-1312; 575-1311; 
582-1306; 589-1326; 582-1301; 604-1017; 608-1290; 607-974; 611-1157; 611- 
1312 613-1326; 644-885; 637-1304; 651-1316; 646-1318; 639-1312; 652-1309; 
656-1323- 657-1315; 656-1334; 662-1325; 667-1309; 674-925; 694-1243; 698- 
1244; 722-1307; 727-1305; 376-1320; 454-874; 502-1023; 4 61-131°;473-131C ; 
488-1311- 501-1311; 1-392; 68-792; 126-839; 103-808; 102-789; 105-776; 137- 
Sll 1^1726; 108-811; 107-813; 108-857; 109-857; 109-764; 108-806; 108- 
733'; 109-741; 109-618; 112-829; 112-776; 113-787; 113-822; 113-869; 114- 
817 116-747; 115-828; 116-823; 116-844; 127-832; 123-854; 133-833; 124- 
757- 121-787; 125-801; 128-838; 127-703; 126-864; 127-857; 128-835; 128- 
831- 127-945; 129-837; 127-839; 127-859; 128-794; 130-894; 130-741; 133- 
837; 129-751; 129-780; 133-776; 111-1044; 127-885; 126-774; 136-932; 157- 
459!- 266-992; 377-1078; 366-1061 

199/LI: 411441. 8 :2001MAY17 || 332-539; 347-793; 350-921; 350-871; 362-458; 
362-470; 358-880; 362-887; 379-950; 401-990; 396-1018; 399-913; 408-1011; 
410-1052; 410-1118; 448-674; 457-1067; 471-998; 856-1174; 485-618; 475- 
1225; 495-942; 498-887; 505-706; 508-787; 510-1051; 534-708; 534-754; 542- 
808; 556-893; 559-1083; 575-1245; 607-954; 604-920; 604-810; 597-915; 597- 
1207; 598-874; 599-872; 601-931; 603-982; 604-855; 609-1180; 610-860; 619- 
881; 617-825; 624-1283; 632-1238; 645-1072; 645-889; 645^876; 881-1017; 
655-1204; 662-938; 676-1295; 679-1159; 684-1071; 692-1301; 697-936; 705- 
1175- 709-932; 709-1130; 711-981; 716-1328; 720-1260; 732-1048; 726-963; 
740-1353; 730-1144; 737-1288; 759-976; 759-1360; 762-1352; 761-1466; 770- 
1381- 775-1192; 788-1353; 778-1280; 785-1338; 786-1300; 800-1105; 797-1385; 
800-1064; 803-959; 829-1298; 830-1100; 840-1085; 854-1119; 854-1386; 854- 
1287; 884-1462; 919-1461; 932-1415; 934-1067; 950-1440; 973-1456; 1019- 
1415; 1019-1175; 1022-1299; 1028-1149; 1109-1245; 1109-1232; H96-1465; 
915-1451; 885-1298; 888-1408; 890-1495; 896-1146; 899-981; 902-1418; 1-495; 
9-666; 46-626; 47-643; 74-335; 92-610; 92-607; 95-751; 104-632; 113-783; 
121-497; 176-416; 180-650; 183-711; 186-488; 196-442; 196-400; 207-790; 
228-702; 246-817; 257-810; 272-509; 276-600; 288-573; 293-822; 310-613, 
329-732; 329-786; 330-774; 329-795; 317-971; 165-749; 186-579; 233-514; 
2Q2 761* 329 618 

200/LI: 758193. 3 :2001MAY17 || 1587-1840; 1642-1874; 1678-1940; 1713-1968; 
1754-1976; 1825-1980; 1-598; 386-511; 448-680; 509-783; 633-804; 694-947 
715-1269; 757-994; 1390-1649; 1430-1649; 1444-1688; 1456-1666; 1480-1762, 
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1498-1626; 1520-1976; 1546-1812; 1577-1968; 57-524; 289-519; 296-516- 323- 
701; 326-613; 350-604; 390-659; 403-707; 422-826; 431-709; 449-709- 478- 
545; 485-736; 498-762; 543-749; 553-826; 559-827; 587-858; 630-880; 672- 
888; 687-1001; 687-932; 694-1184; 699-1212; 702-971; 706-957- 714-968- 715 
980; 715-1003; 738-1047; 738-968; 757-972; 769-1115; 769-1169- 789-1246- 
791-1068; 807-1325; 807-1009; 809-929; 824-1036; 829-962; 848-1311- 865- 
1231; 879-1133; 888-1185; 891-1128; 898-1164; 922-1086; 929-1435- 941-1197- 
945-1228; 947-1213; 956-1188; 961-1172; 972-1228; 975-1115- 991-1123- 993-' 
1212; 999-1577; 1001-1273; 1006-1273; 1043-1303; 1043-1311- 1045-1606- 
1048-1318; 1051-1291; 1051-1565; 1051-1576; 1052-1288; 1055-1266- 1069- 
1354; 1075-1528; 1086-1593; 1098-1344; 1102-1372; 1101-1254- 1106-1292- 
1113-1359; 1119-1367; 1119-1359; 1123-1321; 1143-1406; 1158ll657: 1158- 
1421; 1186-1423; 1194-1460; 1228-1444; 1237-1559; 1248-1869- 1250-1463- 
1253-1484; 1253-1486; 1273-1805; 1276-1480; 1283-1543; 1295-1800- 1295- 
1462; 1297-1799; 1304-1636; 1305-1568; 1307-1546; 1323-1933; 1325-1595- 
1326-1601; 1370-1633; 1378-1953; 1380-1645; 1381-1626; 1383-1937; 13871 
1951; 1393-1995; 1397-1647; 1400-1545; 1428-1645; 1432-1837; 1436-1711- 
1435-1706; 1437-1711; 1440-1679; 1445-1944; 1455-1695; 1455-1679- 1455^ 
1678; 1456-1645; 1466-1748; 1467-1738; 1476-1982; 1482-1881; 1486-1928- 
1497-1758; 1498-1731; 1499-1940; 1501-1761; 1506-1980; 1508-1733; 1520^ 
1799; 1521-1770; 1522-1968; 1537-1981; 1543-1990; 1551-1994; 1552-1976- 
1560-1827; 1569-1976; 1580-1836; 1582-1976; 1584-1985; 1587-1837- 1592^ 
1984; 1596-1974; 1598-1934; 1602-1954; 1606-1984; 1632-2003; 1645-1877- 
1648-1920; 1661-1926; 1663-1840; 1674-1986; 1674-1837; 1678-1938- 1677^ 
1863; 1679-1979; 1687-1941; 1702-1976; 1704-1975; 1731-1983; 1743-1970- 
1749-1986; 1748-1959; 1770-1907; 1774-1989; 1774-1976; 1776-1952- 180ll 
1979; 1849-1954 

201/LI: 1028562. 3 :2001MAY17 || 23-208; 21-208; 22-208; 1-187 
202 /L2: 104650. 7 :2001MAY17 || 1-411; 1-299; 1-560; 156-423; 235-735; 240- 
'797; 404-793; 429-592; 1-240; 1-582; 1-241; 39-282; 46-399; 46-246; 70-302- 
70-533; 1-497; 1-541; 1-559; 1-444 ' 
203/LI:1094557.4:2001MAY17 || 326-935; 281-936; 290-934; 374-935- 322-934- 
275-934; 277-933; 281-933; 290-933; 283-930; 308-930; 274-936- 235-926- ' 
304-925; 275-924; 278-924; 290-925; 292-926; 435-920; 276-906; 335-736- 
.322-686; 1-681; 7-671; 22-659; 2-652; 19-641; 31-682; 8-641; 92-632- 33- 
615; 506-584; 1-582; 2-578; 32-579; 46-548; 23-539; 31-438 

204/LI =1143528. 4 :2001MAY17 || 1-474; 1-374; 1-509; 1-233; 40-371- 186-425- 
264-460; 325-896; 378-912; 378-645; 398-674; 404-954? 562-958- 577-825- ' 
635-879; 725-994; 776-893 

205/LI : 1172210. 7 :2001MAY17 || 1450-1804; 1531-1801; 1411-1801; 1450-1801- 
i68-736° 3 i 295 4 "J 6 294 1253_14 ° 4; 876 ~ 1368 '- 515-1113; 515-1115; 515-1024;' 

206/LI:1178659.14:2001MAY17 || 1847-2379; 1896-2238; 1970-2435; 1988-2437- 
2033-2435; 2080-2452; 1-539; 3-152; 161-781; 187-317; 360-1070; 417-1113- ' 
444-988; 428-967; 440-728; 449-947; 452-1000; 452-692; 452-947- 452-931- ' 
452-867; 452-933; 452-823; 452-826; 453-1044; 454-1047; 459-1079; 478-926- 
486-1111; 502-737; 502-991; 510-1142; 529-681; 522-1135; 526-1166; 548-710- 
556-957; 570-1086; 580-1265; 577-1220; 609-1219; 644-1338; 651-1068- 650- ' 

nlnl^.'ll? U*t°-lll 6 :™-lll 9 :^-l^i 684-1219; 697-1219; 721-1427; 

, ' '-"6.-o.^ju; /j^-izzo; / d o - ± z i 9 ; 761-1219; 2125-2395- 

2137-2426; 2139-2432; 2140-2432; 2152-2451; 2209-2435; 2237-2435; 2238- 
2426; 2263-2507; 2316-2416; 797-1219; 798-1219; 802-1219; 827-1219- 835- 
1219; 847-1219; 853-1545; 859-1219; 860-1219; 871-1596; 896-1166- 901-1219- 
902-1219; 906-1219; 912-1219; 938-1219; 938-1639; 941-1219; 944-^388- 953-' 
1219; 961-1469; 961-1660; 965-1219; 963-1229; 965-1266; 965-1264- 980-1507- 
llll'^V 2031 - 2439 <- 2045-2438; 2064-2250; 206-6-2426; 2073-2252,: 2084 ' 
?Sf'"™ 5 " 2435; 1001-1640; 993-1644; 1009-1219; 1015-1713; 1018-1219; 
1073-1627; 1069-1601; 1078-1632; 1096-1766; 1115-1786; 1150-1812; 1162- 
nc?!''o^^ 8 " 1544; 1333 - 1901 '- 1345-1980; 1473-2146; 1505-2076; 1509-1809; 
1514-2091; 1510-2046; 1524-2105; 1524-2143; 1526-1957; 1534-1849; 1534- 
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2111- 1534-1969; 1534-1942; 1534-1938; 1534-1890; 1534-1880; 1534-1926; 
1534ll814- 1534-1792; 1534-1760; 1534-1988; 1552-2215; 1546-2112; 1608- 
1862- 1628-1989; 1657-1820; 1648-2170; 1662-2358; 1669-2208; 1677-2285; 
170512152 170212239; 168 2 l2298; 1691-2300; 1691-2201; 1696-2174; 1703- 
llol 1704-2251; 17 3 i-2256; 1716-2255; 1770-2346; 1769-2341; "J9-2358; 
178912353- 1793-2359; 1818-2428; 1816-2435; 1822-2255; 1847-1980; 1865- 
2079- 1874-2395; 1896-2415; 1942-2260; 1937-2239; 1941-2394; 19«-2148, 
194312383; 1975-2438; 1980-2263; 1981-2440; 1983-2442; 1991-2435; 2007- 
2438* 2117—2442 

207/LI : 1983726. 3 :2001MAY17 || 1-526; 1-618; 1-613; 3-417; 3-607; 3-610; 

208/^I 6 2051495 3 3':2001m1y17 || 948-1203; 1009-1203; 1060-1288; 1102-1611; 
^95^685; 1502-1670; 1521-1616; 1596-2117; 1990-2098; 822-1203; 841-1180; 
843-1203; 880-1203; 953-1203; 976-1203; 978-1657; 985-1203; 1035-1203; 
1049-1609; 1050-1601; 1056-1594; 1066-1203; 1073-1598; 1087-1690; 1087- 
1685-1119-1203; 1137-1707; 1489-1685; 1493-2101; 1495-1628; 1501-1691; 
150lll704 150lll688; 1508-1625; 1513-2261; 1521-1669; 1-324; 200-557; 207- 
475 209-384 316-435; 399-989; 399-982; 399-998; 399-1001; 399-1065; 399- 
830 399-655 399-890; 423-939; 423-662; 526-1029; 563-1062; 615-1039; 615- 
"?0- 670-1073; 670-lisO; 732-1203; 742-1200; 805-1606; 1522-1628; 1525- 
2111; 1528-2088; 1532-1646; 1561-1688; 1562-1628; 1574-1627; 1629-1688; 
10-3 icoQ. 1990-2075; 1990-2101; 2004-2116 

2 ^2 8 ll762 9 9 0 l:200Wl7 || 297-566; 346-880; 346-884; 388-970 406 994 ; 
434-987; 447-965; 458-958; 527-1128; 532-1123; 558-1107; 567-1039; 580- 
1140; 671-1141; 673-1342; 720-1272; 722-978; 797-1233; 797-1010; 86 1-1203; 
988-il39; 4-258; 4-253; 1-672; 1-530; 1-384; 1-604; 13-309; 17-591; 35-653; 
79-745; 132-908; 145-788; 185-813; 218-703; 290-841 

210/1,1:2118007.3:2001^17 || 152-619; 1-529; 1-542; 152-578; 360-1016; 
597 — 1017 

211 /LI: 2118292. 9 :2001MAY17 || 335-788; 956-1175; 67-689; 335-676; 1-131; 
26-720 66-588; 66-543; 67-541; 70-545; 72-131; 82-131; 335-504; 335-687; 
342-435; 335-790; 395-964; 435-965; 527-1127; 932-1221; 956-1561; 993-1286; 
994-1231 

212 /LI -2118733 7:2001MAY17 II 1-783; 1-651; 350-795; 457-876 
III 3:2001^17 | | 1333-1995; 2031-2267; 1334-1517; "46-1536, 
1377-1719- 1371-1913; 1404-1535; 1432-1566; 1433-1689; 1441-1940; 2042- 
2299- 1440-1532- 1447-2095; 1451-1742; 2044-2624; 1459-1713; 1460-1692; 
1462ll769; 1473-1743; 1504-1963; 1508-1707; 2082-2483; 1530-1705; 2071- 
2755- 1544-2111; 1550-1855; 1560-1805; 1584-1854; 1591-1796; 1613-2266; 
162ll2123- 1621-1865; 1622-1844; 1624-1870; 1668-2198; 1679-2281; 1694- 
2342- 1699-1948; 1703-1894; 1709-2070; 1746-1990; 1748-2015; 1784-2048; 
1787ll938; 1788-2359; 1791-2280; 1791-2027; 1806-2106; IfO!" 20 ^; 1806- 
2310- 1806-2335; 1804-2107; 1806-2280; 1827-2027; 1840-2509; 1846-2017; 
186412319; 1870-2551; 1885-2099; 1919-2191; 1927-2218; 1937-2139; 1943- 
2428; 1944-2379; 1947-2282; 1947-2201; 1963-2116; 1993-2259; 2008-2689; 1- 
273- 4-245; 8-280; 8-269; 8-250; 9-306; 13-264; 14-282; 17-310; 17-277; 19- 
475'. £9-283- 24-273; 27-297; 29-584; 31-284; 43-300; 144-317; 159-749; 214- 
58l'; 212-530; 240-699; 256-695; 256-504; 287-536; 316-807; 347-860; 347- 
827- 435-742- 447-1032; 531-1028; 573-734; 628-1008; 759-1558; 832-1349; 
864ll083; 877-1417; 877-1439; 877-1443; 879-1165; 887-1126; 911-979; 935- 
1524- 993-1260; 1002-1249; 1012-1279; 1023-1300; 1039-1357; 1050-1495; 
106 6 ll693; 1084-1757; 1088-1348; 1105-1550; 1141-1576; 1143-1384; 1144- 
1416; 1144-1380; 1151-1436; 1179-1545; 1225-1838; "56-1371; 1281-1931; 
1294-1578; 1294-1544; 1309-1594; 1320-1994; 1324-1852; 2520-2864; 2527- 
2860; 2530-2854; 2528-2771; 2547-2856; 2547-2877; 2554-2830; 2556-2827; 
2557-2795; 2560-2792; 2566-2864; 2569-2714; 2570-2710; 2576-2865; 2598- 
2829; 2600-2870; 2606-2854; 2606-2817; 2606-2859; 2623-2870; 2625-2829; 
2627-2858; 2643-2864; 2647-2815; 2649-2808; 2666-2858; 2696-2864; 2700- 
2864- 2719-2994; 2767-3412; 2777-2826; 2977-3093; 3215-3955; 3302-3955; 
337313955; 357213841; 3572-3818; 3622-4231; 3754-4009; 2071-2574; 2088- 

307 



BNSDOCID: <WO 02083876A2_L> 



WO 02/083876 PCT/US02/09921 

Table 3 

2359; 2083-2681; 2104-2392; 2106-2282; 2112-2230; 2112-2400; 2129-2367- 
2141-2413; 2142-2714; 2153-2476; 2160-2765; 2164-2682; 2167-2865- 2168- 
2746; 2189-2416; 2189-2436; 2197-2633; 2205-2833; 2444-2834; 2447-2865- 
2250-2726; 2448-2866; 2255-2505; 2454-2864; 2262-2641; 2458-2715- 2261- 
2532; 2462-2865; 2268-2442; 2276-2807; 2464-2856; 2465-2853- 2277-2780- 
2280-2486; 2467-2862; 2288-2938; 2473-2866; 2474-2864; 230712763- 2473^ 
2732; 2306-2847; 2307-2813; 2316-2823; 2325-2833; 2473-2690; 2323-2563- 
2332-2821; 2483-2832; 2343-2582; 2346-2803; 2490-2601; 2361-2611- 2368- 
2837; 2375-2829; 2374-2864; 2389-2836; 2396-2829; 2400-2871; 2403-2864- 
2404-2685; 2415-2864; 2419-2864; 2419-2862; 2425-2864; 2438-2872- 2440- 
2837; 2440-2698; 2497-2857; 2502-2854; 2502-2834 

214/LI : 2297871. 10 :2001MAY17 || 68-323; 1-649; 39-640; 70-638; 83-579- 84- 
369; 105-402; 202-714; 243-567; 243-670; 266-731; 268-724; 275-724- 277- 
731; 278-721; 290-684; 320-730; 322-729; 329-723; 329-496; 329-684! 357- 
723; 358-727; 390-546; 393-723; 405-686; 405-723; 406-702; 435-721- 440- 
721; 440-731; 468-727; 557-734; 579-836; 579-1011; 608-1209; 621-835; 746- 
1234; 795-1093; 798-1223; 810-977; 861-1220; 861-1218; 861-1216; 861-1107- 
861-1017; 861-1452; 899-1528; 899-1492; 929-1251; 944-1218; 977-1209- 995^ 
1573; 1059-1453; 1131-1218; 1131-1217; 1143-1218; 1380-1582; 1380-1888- 
1387-1857; 1387-1619; 1454-1884; 1584-1662; 1630-2026 
215/LI. -2207876. 5 :2001MAY17 || 1-191 

216/LI:2208743.1:2001MAY17 || 1-590; 12-271; 76-363; 107-271; 454-865 
217/LI: 2208744. 1:2001MAY17 || 1258-1311; 1418-1678; 1-253; 155-409; 155- 
449; 167-591; 377-535; 377-578; 541-1038; 807-1130; 848-901; 936-1241- 
1044-1449; 1147-1470; 1169-1614; 1169-1445 

218ALI : 230905. 3 :2001MAY17 || 1-131; 34-168; 37-299; 38-128; 39-128; 47-128- 
51-128; 118-286; 119-286; 120-286; 125-286; 126-286; 126-226; 128-286; 129- 
286; 130-286; 134-238; 737-1109; 746-1107; 747-1102; 759-1005; 764-1102- 
770-966; 778-1085; 810-1067; 912-1108; 732-964; 734-966; 134-286; 136-286- 
138-286; 139-769; 147-286; 148-286; 147-285; 149-305; 152-286; 179-652- ' 
184-831; 181-286; 183-286; 198-286; 226-940; 224-286; 229-830; 225-980- 
433-1082; 457-755; 552-757; 560-806; 569-1064; 576-868; 577-1093; 577-800- 
580-772; 584-856; 584-805; 584-1120; 588-1001; 588-933; 588-772- 588-768-' 
588-697; 588-659; 588-682; 588-1060; 591-998; 591-1102; 597-911- 597-819- 
597-859; 609-1102; 609-886; 616-892; 616-864; 616-853; 617-814 •' 618-917 • ' 
618-810; 627-914; 629-873; 634-1107; 635-957; 641-1102; 641-1067; 644-1102- 
654-1103; 658-1105; 667-906; 668-1101; 670-1102; 670-971; 670-914- 673- 
1102; 678-1066; 683-1101; 689-1106; 691-1102; 702-1102; 709-1030 ;' 722-1103 • 
730-1086 ' 

219/LI. -235233. 95 .-2001MAY17 || 1-278; 233-843; 408-921- 493-733 
220/LI:235359.24:2001MAY17 || 637-898; 319-556; 323-910; 333-465- 339-902- 
330-594; 331-545; 332-602; 334-908; 333-492; 323-602; 324-778; 340-611- 
328-520; 344-901; 343-845; 343-842; 345-928; 344-865; 343-597- 343-584- 
335-547; 346-592; 350-620; 353-940; 353-532; 349-537; 353-596; 353-530- 
343-607; 343-611; 355-620; 349-613; 350-610; 363-669; 351-647; 365-482- 
356-597; 370-605; 371-620; 374-623; 363-610; 364-625; 364-590; 365-635- 
365-632; 365-465; 369-613; 382-607; 371-604; 385-634; 393-664- 393-645- 
394-539; 393-571; 386-688; 400-633; 403-579; 411-562; 420-721- 416-681- 
tct'ttV tll~l* 5 '' 406_628 ' 426-637; 449-723; 697-1008; 271-476; 265-778; 
2S3-554; 263-554,- 263-576; 263-D61; <S/4-438; 265-767; 265-727 ;' 265-725 • ' 
265-642; 265-536; 265-526; 265-522; 275-508; 267-534; 268-532; 267-536- 
276-495; 269-847; 268-759; 268-657; 269-651; 268-535; 277-410; 269-565- 
269-558; 271-586; 271-554; 271-547; 278-371; 272-576; 281-475; 272-660- 

282- 518; 283-492; 286-497; 287-510; 286-871; 282-865; 282-626; 283-718; 

283- 531; 284-594; 284-561; 283-545; 285-811; 285-595; 285-553; 287-875; 
286-780; 286-607; 287-554; 287-553; 287-543; 286-542; 286-520; 286-772- 
^ 8 " 5 ! 4 '' 2 8 9"577; 289-532; 291-568; 305-484; 298-533; 298-925; 298-354; 
304-864; 317-395; 309-606; 311-589; 312-618; 313-584; 318-627; 318-567- 
319-570; 1-180; 71-548; 198-452; 197-424; 207-277; 217-464; 218-458; 217- 
492; 232-492; 232-466; 233-502; 237-464; 237-446; 237-365; 233-796; 234- 
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521; 234-516; 234-465; 237-544; 240-746; 250-506; 241-301; 252-472; 252- 
379; 252-512; 252-508; 253-500; 253-400; 255-500; 255-490; 258-518; 259- 
486; 252-804; 252-523; 252-521; 250-850; 253-587; 253-532; 252-533; 262- 
516; 262-443; 263-517; 263-512; 263-381; 255-824; 265-507; 265-505; 265- 
501; 266-519; 265-379; 267-461; 266-454; 267-397; 259-553; 259-541; 260- 
562; 260-535; 260-529; 269-553; 261-738; 261-555; 270-441; 271-465; 266- 
495; 262-543; 262-466; 481-906; 678-837; 677-946; 701-1006; 277-862 
221/LI:238365.6:2001MAY17 || 279-516; 467-724; 585-734; 720-809; 725-801; 
1117-1425; 1117-1396; 1134-1389; 1134-1394; 1134-1357; 853-1363; 585-854; 
1135-1192; 1-363; 648-1171; 689-1283; 242-616 
222/LI:260259.23:2001MAYl7 || 1-133; 29-172 

223/LI:321069.2:2001MAY17 || 3325-3625; 3369-3486; 3422-3659; 2280-2530; 
2490-2939; 2584-2849; 2613-3197; 2630-2928; 2692-3114; 2791-3188; 2830- 
3067; 2884-3442; 2990-3135; 1-315; 5-451; 8-324; 376-942; 866-1396; 881- 
1521; 1186-1450; 1206-1823; 1235-1689; 1238-1518; 1441-2060; 1480-1672; 
1515-1760; 1592-2150; 1797-2027; 1808-2081; 1829-2095; 1867-2197; 1867- 
2088; 1868-2244; 1967-2245; 2018-2203; 2072-2564; 2072-2335; 2129-2369; 
2129-2268; 2134-2389; 2144-2684; 2146-2339; 2196-2432; 2197-2468; 2206- 
2444; 2216-2483; 2228-2519; 2228-2414; 2242-2496; 2246-2340; 2264-2464; 
2283-2430; 2410-2732; 2432-2638; 2442-2542; 2503-2736; 2506-2746; 2534- 
2786; 2549-2804; 2574-2747; 2584-2789; 2598-2894; 2613-2796; 2607-2937; 
2613-2981; 2613-3022; 2613-2952; 2613-2910; 2643-2869; 2672-2942; 2677- 
2885; 2691-2941; 2702-2939; 2706-2968; 2729-3024; 2751-2965; 2791-3074; 
2799-3033; 2799-3079; 2828-3076; 2830-3438; 2844-3429; 2862-3055; 2866- 
3440; 2867-3090; 2953-3211; 2955-3246; 2969-3404; 2987-3268; 3004-3466; 
3006-3476; 3014-3479; 3014-3473; 3027-3476; 3031-3473; 3073-3476; 3075- 
3344; 3077-3473; 3078-3473; 3080-3439; 3093-3479; 3100-3480; 3109-3412; 
3116-3473; 3125-3479; 3134-3476; 3135-3473; 3137-3479; 3146-3398; 3155- 
3620; 3159-3528; 3160-3654; 3181-3644; 3197-3402; 3213-3470; 3221-3468; 
3249-3466; 3272-3473; 3272-3481; 3287-3473; 3291-3473; 3313-3479; 3320- 
3473; 3340-3624; 3347-3620; 3350-3476; 3357-3613; 3359-3608; 3385-3578; 
3390-3723; 3390-3715; 3397-3578; 3574-4032; 3779-3835; 3791-4032; 3801-3885 
224/LI:331499.8:2001MAY17 )| 1-257; 11-342; 11-411; 11-268; 14-291; 29-647; 
30-286; 31-531; 33-356; 36-471; 35-418; 35-240; 36-333; 39-278; 41-206; 47- 
289; 49-643; 48-492; 54-319; 56-324; 63-304; 68-324; 68-278; 70-245; 71- 
484; 74-327; 89-332; 91-513; 94-339; 111-307; 166-229; 588-979; 634-1227; 
704-1186; 712-1253; 722-970; 726-1315; 727-861; 731-1212; 740-1218; 760- 
1329; 791-1137; 814-1403; 841-1212; 865-1166; 866-1459; 866-1451; 866-1425; 
868-1510; 876-1142; 885-1494; 964-1431; 973-1521; 980-1610; 981-1645; 992- 
1600; 1001-1212; 1009-1513; 1023-1183; 1034-1738; 1058-1315; 1090-1522; 
1100-1618; 1110-1532; 1117-1538; 1127-1536; 1137-1390; 1138-1462; 1138- 
1232; 1141-1504; 1144-1600; 1144-1842; 1227-1467 

225/LI: 332176. 8 :2001MAY17 || 1-415; 1013-1374; 1060-1316; 860-1310; 968- 
1309; 907-1308; 1081-1305; 749-1285; 746-1272; 849-1267; 542-1219; 459- 
1048; 557-916; 557-776; 403-666; 217-665; 409-660; 157-642; 159-603; 1-599; 
284-536; 53-514; 63-514; 191-514 

226/LI:333952.7:2001MAY17 || 1-603; 1-292; 12-211; 12-540; 12-537; 12-500; 
12-577; 12-581; 12-613; 12-463; 12-604; 12-428; 12-260; 12-366; 12-578; 63- 
535; 119-644; 139-778; 171-456; 243-500; 267-890; 268-497; 292-826; 294- 
578; 303-873; 320-884; 345-917; 362-938; 360-888; 364-837; 456-1051; 440- 
1060; 501-758; 558-1069; 582-1058; 594-1070; 635-1029; 693-881; 684-1059; 
808-1024 

227/LI:338428.2 :2001MAY17 || 1-384 

228/LI:343869.2:2001MAY17 || 3155-3475; 3051-3463; 3049-3462; 3254-3463; 
3128-3460; 3073-3459; 2980-3458; 3241-3458; 3204-3457; 3187-3456; 3114- 
3458; 3172-3457; 3295-3457; 3105-3457; 3110-3457; 3113-3456; 3102-3457; 
3058-3455; 2999-3454; 3032-3453; 3103-3453; 3108-3453; 3129-3451; 3148- 
3447; 3328-3440; 3186-3440; 3119-3430; 3013-3419; 3105-3418; 2988-3415; 
2899-3414; 2964-3408; 3148-3406; 3221-3402; 2928-3400; 3183-3394; 2757- 
3407; 2852-3395; 3030-3389; 3149-3389; 2926-3377; 3143-3365; 3223-3361; 
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2970-3354; 3106-3334; 3098-3325; 3098-3317; 3040-3302; 2953-3300; 3212- 
3294; 3036-3293; 2728-3287; 3105-3278; 3007-3271; 3039-3254; 2572-3255; 
2975-3245; 3046-3233; 2881-3201; 2993-3200; 2974-3194; 2947-3194; 2979- 
3183; 2505-3179; 2929-3179; 2746-3178; 2848-3177; 2930-3175; 2373-3175; 
3043-3173; 4540-4939; 4619-4938; 4316-4937; 4607-4936; 4597-4884; 4371- 
4867; 4431-4868; 4747-4823; 4470-4770; 4392-4659; 4290-4639; 4237-4622; 
4095-4618; 4315-4580; 4223-4530; 3975-4476; 3936-4455; 3874-4439; 4166- 
4426; 3874-4395; 4047-4367; 3969-4334; 3846-4322; 3975-4251; 3845-4238; 
3936-4217; 3903-4135; 3479-3885; 3531-3865; 3363-3854; 3682-3846; 3507- 
3846; 3470-3846; 3529-3822; 3526-3813; 3634-3811; 3507-3705; 3479-3670; 
3353-3604; 3034-3601; 3273-3552; 3155-3550; 3027-3541; 3136-3547; 3115- 
3548; 3122-3547; 3306-3545; 3172-3543; 3220-3543; 3216-3542; 3363-3542; 
3182-3543; 3286-3542; 3265-3542; 3245-3542; 3210-3542; 3130-3540; 3189- 
3540; 3157-3541; 3221-3540; 3083-3535; 3082-3534; 3242-3534; 3126-3531; 
3293-3531; 3323-3530; 3423-3530; 3283-3530; 3358-3528; 3254-3525; 3094- 
3525; 3333-3524; 3460-3523; 3293-3522; 3354-3512; 2959-3504; 3057-3502; 
3033-3501; 3057-3500; 3209-3495; 2927-3487; 3055-3482; 4508-4940; 4484- 
4940; 4570-4954; 4480-4944; 4486-4943; 4558-4942; 4493-4940; 4679-4940; 
1188-1390; 1054-1357; 1086-1363; 1196-1336; 1102-1340; 939-1318; 1075-1279; 
998-1262; 800-1259; 1024-1259; 950-1259; 660-1259; 1002-1246; 966-1222; 
729-1219; 757-1201; 940-1201; 657-1197; 987-1159; 986-1113; 475-1109; 732- 
1070; 488-1070; 476-1068; 732-1064; 549-1004; 754-1015; 832-1014; 686-1009; 
783-1004; 798-972; 793-963; 731-963; 585-947; 566-947; 682-926; 401-903; 
732-871; 580-876; 601-873; 685-814; 732-807; 732-804; 537-794; 472-655; 
391-592; 1-592; 342-578; 465-575; 453-575; 517-575; 520-575; 484-575; 385- 
575; 389-575; 450-575; 133-259; 2926-3172; 2745-3158; 2881-3161; 2673-3153; 
2944-3136; 2663-3127; 2866-3126; 2636-3118; 2688-3114; 2901-3106; 2799- 
3071; 2486-3057; 2779-3057; 2728-3056; 2697-3045; 2670-3035; 2389-3029; 
2381-3030; 2855-3022; 2737-3022; 2766-3016; 2678-3008; 2402-3004; 2377- 
3006; 2547-2995; 2571-2988; 2411-2980; 2415-2977; 2578-2974; 2737-297,?; 
2671-2949; 2678-2939; 2439-2928; 2429-2934; 2649-2925; 2340-2925; 2303- 
2917; 2673-2920; 2271-2917; 2639-2898; 2636-2895; 2665-2886; 2799-2888; 
2633-2882; 2379-2876; 2683-2854; 2588-2844; 2261-2825; 2080-2798; 2587- 
2795; 2330-2792; 2564-2785; 2121-2757; 2264-2755; 2480-2753; 2384-2742; 
2678-2735; 2349-2706; 2264-2704; 1958-2667; 2384-2651; 2431-2644; 2285- 
2637; 2431-2634; 2377-2629; 2351-2619; 2429-2615; 2058-2590; 2284-2559; 
2330-2553; 2261-2542; 1903-2517; 2341-2450; 1992-2395; 2025-2398; 939-2362; 
1979-2108; 1598-2058; 1333-1874; 1659-1872; 1421-1872; 1389-1868; 1406- 
1869; 1257-1867; 1258-1867; 1392-1867; 1292-1862; 1630-1863; 1586-1856; 
1229-1813; 1243-1821; 1537-1780; 1106-1701; 1021-1655; 1348-1645; 1418- 
1645; 1476-1569; 1198-1606; 1259-1512; 941-1511; 1034-1509; 994-1474; 936- 
1440; 1160-1415; 1195-1394 

229/LI:363532.1:2001MAY17 || 1-274; 171-303; 171-786; 605-800 
230/LI:398153.37:2001MAY17 || 1-658; 3-652; 39-575; 30-616; 39-518; 40-691; 
39-522; 39-470; 39-732; 39-680; 39-607; 39-677; 39-558; 39-532; 39-531; 39- 
521; 39-553; 39-479; 39-337; 39-636; 39-623; 54-577; 92-764; 100-863; 129- 
654; 204-640; 276-729; 296-763; 39-581 

231/LI: 416650. 1:2001MAY17 || 1-234; 1-413; 40-413; 53-413; 53-177; 53-284; 
53-376; 68-418; 258-693; 53-417; 53-550; 303-554; 53-377 
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619-811- 619-807; 619-853; 619-855; 619-872; 619-871; 619-878; 619-885; 
tlllll; SS-SSe 619-759; 619-902; 620-720; 549-1048; 549-93 1, 549 -1027; 
1-259- 41-93; 6-243; 7-387; 13-344; 12-259; 24-347; 28-244; 28-252; 32-259; 
34-492-43-299; 45-i 3 0; 48-351; 49-407; 49-162; 52-259; 59-197; 82-259; 90- 
259 97-203- 100-648- 106-377; 107-362; 135-414; 205-466; 295-480; 295-458; 
III' ill- 295-469- 320-450; 329-1071; 345-550; 353-468; 393-550; 435-764; 
401~989- 407-754- 426-754 432-731; 430-1041; 448-703; 448-990; 469-700; 
5131655- tll-iei', 476-960 481-741; 482-756; 437-664; 537-798; 493-708; 
493-738- 498-772 500-734; 506-754; 506-748; 507-710; 510-730; 509-754; 

ill' 512-1004-507-1099; 548-1072; 518-1178; 526-945; 526-873; 504-827; 
lll'-lll' 506-755*' 523-806; 506-681; 506-823; 512-755; 542-754; 546-754; 
III 749- 551-721- 550-751; 551-751; 552-713; 553-685; 559-754; 514-1115; 
lltlOBl- 600-855- 569-75i; 571-770; 574-754; 576-754; 613-855; 542-942; 
lit 921 613-777 613-910; 543-933; 614-902; 615-842; 544-946; 543-971; 
eis'-BBs'; 616-787'; tll-lss'; 545-945; 605-846; 616-889; 1129-1321; "32-1357, 
1112 1480- 1134-1310; 1132-1409; 1133-1378; 1134-1260; 1135-1456; 1127- 
12» ^90-133 6; 1146-1395; 1148-1297; 1151-1387; 1153-1402; H74-1591; 
I?fil'l377 116lll375- 116lll462; 1161-1404; 1164-1372; 1164-1437; 1164- 
lioi 1185-1589; 1136-1376; 1167-1494; 1168-1414; 1168-1422; HJ2-1440; 
^??'l378 1173ll408- 1172-1329; 1174-1459; 1198-1610; 1179-1449; 1201- 
^589 ^82-^430- 1185-1465; 1185-1450; 1170-1502; 1190-1449; 1195-1425; 

2 ^21511449 1219ll592; 1220-1592; 1225-1304; 1211-1434; 1221- 
i ^Tll^-Sl; 14 1220-1372; 1223-1484; 1227-1357; 1»9-1«3, 1233-1584; 
1233-1379; 1234-1379; 1204-1419; 1224-1360; 1237-1465; 1247-1482 1282- 
iofi/_i483- 1265-1544; 1239-1788; 1292-1564; 1247-1463; 1301-1598, 
llfl All itll'-All; 1294ll530; 1294-1516; 1292-1383; 1299-1527; 1257- 
llll 1299-1498- 1298-1538; 1304-1608; 1299-1518; 1318-1595; 1336-1592; 
iSllS- 1333ll514; 132oll449; 1354-1592; 1336-1449; 1356-1589; 1357- 
^92 ^39-1449; 1326-1449- 1332-1449; 1356-1519; 1357-1575; 1356-1494; 
llll'-llll; 1360ll590; 1360-1592; 1362-1587; 1362-1592; 1365-1592- 1367- 
1592-1367-1545; 1386-1438; 1386-1593; 1376-1567; 1376-1560; 1381-1495; 
1383'l588- 1386ll588; 139 0 ll590; 1368-1509; 1464-1549; 1422-1595; 1407- 
J 3 59 5 ; 1409-^567; 1427-1593; 1432-1589; 1421-1592; 1454-1592; 1451-1592; 
1465ll592- 1486-1539; 1538-1592; 969-1270; 971-1181; 973-1155; 956-1237; 
lit 1225 928-1128- 981-1231; 933-1177; 933-1095; 964-1234; 983-1224; 983- 
1245 966-I5I5 964-1592; 986-1231; 987-1251; 968-1285; 988-1233; 991-1231; 
SBS-'llll 971-il89; 993-il94; 974-1179; 945-1120; 993-1184; 994-1237; 995- 
llll 963-1155 1009-1553; 996-1246; 978-1300; 978-1248; 996-1301; 948- 
llll' 95U09O- 998-1253; 979-1282; 951-1114; 1067-1317; 1012-1300; 987- 
Asi' lltllll'. 1036-1227; 1007-1240; 1042-1252; 1013-1251; 1027-1610; 
^1286; 1000-1322; 1051-1282; 1024-1137; 1024-1273; 1024-1231; 1024- 
^232- 1005-1102; 1056-1278; 1026-1286; 980-1095; 1008-1189; 1062-1454; 
1043 1573 1062ll530; 983-1102; 1029-1516; 989-1101; 1020-1562; 1019-1333; 
1073 1210' 1058-1555 1061-1489; .1061-1478; 1046-1318; 1061-1615; 1064- 
155? lOQ'2-loll-. 106i-1483; 1004-1325; 1053-1510; 1005-1100; 1005-1101 = 
ioselliee llls-llll. 1056ll259; 1010-1098; 1014-1095; 1015-1101; 1087 
^286 1077-1323; 1079-1364; 1098-1262; 1080-1365; 1086-1327; 1088-1483 
lllt'-llll 1094ll352; lOSsW; 1094-1341; 1094-1274; 1096-1269; 1099 
llll- ?099-1333- 1102-1335; 1104-1375; 1129-1290; 1102-1326; 1105-1479 
108911248! 1055lli28; IHS^; 1118-1219; 1123-1390; 895-1182; 895-1331; 
o„ s 95-1118- 895-1119; '895-1156; 895-1146; 895-1161; 895-1171; 897- 

1119 897-1180; 897-llIl; 898-1061; 914-1173; 881-1214; 920-1015; 897-1131 
898 llfl 898-i048- 917-1180; 898-1234; 917-1167; 898-1235; 917-1079; 898- 
1384 Hs-llL; 918-1013; 9oi-1190; 920-1124; 885-1194; 920-1051; 903-1181 
921-il59 922-il38; 922-1094; 887-1071; 905-1183; 876-1077; 905-1505; 877- 
1118; 906-1063; 907-1165; 908-1154; 908-1131; 908-1524; 908-1149 ; 911-1074 
928 1039 910-1166- 911-1195; 930-1155; 911-1151; 930-1154; 912-1170; 910- 
11 0; ° 12- 9 ll22; 16 882-1151; 914-1440; 914-1412; 914-1482 ; 

914-1113- 914-1127- 914-1135; 884-1108; 934-1126; 917-1195; 901-1183; 917 
All, 936-1195; 917-llSs- 918-1166; 918-1164; 918-1315; 919-1231; 902-1051 
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919-1184; 902-1193; 920-1461; 920-1056; 920-1153; 920-1591; 923-1195- 923- 
1189; 944-1188; 896-1128; 896-1147; 927-1093; 927-1051; 898-1120; 945-1136- 
929-1230; 935-1555; 931-1150; 954-1234; 936-1194; 937-1454; 937-1530- 959-' 
1243; 940-1160; 940-1151; 941-1164; 911-1117; 943-1244; 961-1240- 943-1133- 
914-1098; 963-1254; 914-1128; 915-1096; 916-1128; 919-1026; 895-1104- 895-' 
1135; 895-1134; 895-1040; 895-1113; 895-1167; 876-1136; 895-1151; 880-1427- 
877-966; 896-1117; 884-1425; 897-1142; 898-1060; 897-1160; 898-1083- 897- ' 
1139; 879-1169; 898-1021; 898-1011; 898-1004; 898-978; 898-976; 898-960- 

897- 1010; 898-1012; 898-1078; 897-1123; 898-1070; 898-1116; 898-1079- 898- 
1111; 880-1347; 898-1033; 898-1131; 898-982; 898-1062; 898-1044- 898-983- 

898- 1073; 898-1090; 898-993; 879-1110; 898-974; 898-1153; 881-1133- 880-' 
1090; 898-1035; 898-988; 898-1009; 898-1029; 880-1103; 881-1170; 881-1168- 
882-943; 900-1137; 898-1001; 901-1137; 902-1097; 867-1155; 886-1473; 869-' 
1170; 885-982; 906-990; 906-1142; 905-1175; 905-981; 906-1155- 891-1197- 
908-1145; 908-1079; 908-1248; 908-1192; 908-1090; 908-1135; 908-1130- 909- 
1132; 891-1193; 913-1083; 891-1126; 911-1167; 893-1056; 911-1037- 912-1?54- 
894-1143; 912-1096; 895-1491; 913-1150; 913-1162; 913-1112; 895-1053; 895-' 
1103; 913-1173; 914-1136; 697-923; 789-941; 1-106; 691-926; 694-954; 793- 
995; 697-973; 698-914; 797-967; 797-990; 699-1211; 701-978; 703-1043- 703- 
944; 704-976; 804-936; 805-964; 805-989; 709-944; 712-1075; 712-1257- 712- 
939; 713-949; 715-989; 702-1308; 814-1007; 717-972; 724-987- 727-979- 827- 
929; 733-1211; 734-972; 734-949; 773-1260; 738-1229; 738-1211; 738-969- 
739-921; 743-1007; 842-984; 751-1006; 752-982; 753-1011; 851-977; 758-1011- 
761-1006; 762-980; 766-1008; 769-1015; 771-1211; 776-1211; 776-1006; 778- ' 
1114; 778-1012; 780-1045; 783-1005; 784-1059; 788-1044; 790-989- 793-1223- 
795-1045; 799-1037; 799-1069; 842-1023; 810-1069; 847-1097; 828-1427- 816- 
1095; 818-1045; 852-1143; 818-1081; 821-1081; 856-1034; 822-1036; 824-1212- 
822-1050; 859-1111; 827-1011; 832-1082; 833-1098; 848.-1401; 853-1088- 853-' 
1114; 839-1090; 873-1104; 841-1067; 857-1487; 878-1128; 878-1102; 843-l?ll- 
879-1071; 880-1113; 879-1082; 881-1009; 881-1102; 864-1516; 884-1171- 886-' 
1150; 886-1039; 869-1125; 853-1161; 841-1099; 891-1095; 857-1137; 892-1192- 
873-1088; 893-1095; 893-11.08; 874-1079; 893-1078; 875-1127; 875-1487- 895-' 
1176; 895-1092; 895-1127; 895-1121; 1299-1433; 888-1187; 928-1141- 932- 
1189; 937-1009; 941-1130; 948-1127; 968-1259 ;■ 1408-1527 ; 631-916; 729-967- 
731-956; 733-974; 676-754; 641-923; 678-965; 739-1006; 741-973; 742-953 
677-945; 741-969; 643-914; 742-959; 743-961; 743-992; 743-989"- 681-1243 

645- 927; 646-1241; 745-992; 652-829; 789-959; 745-995; 745-986- 745-978- 
649-1248; 648-1216; 649-1271; 649-1164; 650-995; 752-992; 654-976- 693-754- 
675-1411; 659-954; 659-927; 758-1000; 662-922; 661-1205; 760-978; 698-754 • ' 
665-921; 702-754; 766-973; 755-1403; 672-1080; 674-1174; 676-936; 775-1004- 
677-973; 678-953; 775-999; 681-1211; 681-967; 684-952; 782-964; 684-1161- ' 
.685-941; 685-937; 687-929; 686-915; 688-954; 691-967; 788-983; 594-768- 
618-754; 597-1238; 639-772; 620-754; 586-984; 639-919; 623-751; 641-916- 
587-987; 641-901; 624-754; 643-896; 626-754; 636-890; 646-826; 646-877-' 

646- 911; 677-983; 673-839; 609-664; 649-950; 596-1169; 651-781; 653-846; 
616-1006; 637-1262; 616-686; 557-864; 659-877; 607-1100; 621-722; 621-691- 
621-793; 687-957; 611-1083; 688-879; 648-969; 649-1159; 691-947; 650-754- ' 
627-1026; 692-945; 694-956; 654-754; 619-1219; 654-751; 623-1186; 622-1184- 
698-958; 699-919; 699-962; 656-754; 723-921; 625-910; 660-754; 663-754- 

. , , -jjui u«-o»*; oui-/o2; 31i)-lUV2 ; bZA-UVb; 620-781; 619-782- 

620-866; 621-866; 551-937; 622-733; 622-918; 622-866; 551-1066; 622-828- 

623- 745; 623-865; 623-822; 623-939; 623-899; 623-807; 623-709; 624-916- ' 

624- 875; 626-887; 589-754; 625-876; 627-858; 607-711; 587-1208; 626-867- 
556-1088; 591-757; 558-1061; 630-865; 559-979; 520-840; 617-880; 563-1227- 
616-909; 618-922; 617-877; 622-844; 619-859; 619-922; 620-877- 603-1178- ' 
603-754; 604-746; 627-802; 624-723; 624-879; 624-864; 628-879; 628-906- ' 
576-1020; 630-875; 631-901; 615-754; 632-856; 633-899; 680-734- 194-259- 
1314-1449; 125-228; 1222-1449; 1367-1560; 1360-1560; 1197-1449- 1246-1517- 
345-613; 292-600; 1161-1481; 1129-1441; 1221-1560; 1223-1560; 1201-1560- ' 
1188-1560; 1129-1468; 1171-1560; 1129-1488; 1129-1560; 1129-1555; 1129-1553 
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233 /LI: 759073. 1:2001MAY17 || 1-209; 156-684; 155-703; 154-630; 155-653; 
155-78->- 155-740; 155-772; 155-763; 165-755; 163-494; 167-421; 172-671; 
172-479; 175-427; 195-814; 195-727; 229-748; 304-972; 322-900; 392-897; 
410-894; 404-855; 435-892; 485-900; 498-894; 496-894; 508-900; 540-1151; 
fii5-1164- 615-1181; 609-1187; 647-1145? 654-1158; 675-1210; 672-1306; 662- 
llll; 688-12667 717-1280; 703-1230; 721-1216; 702-1281; 701-1280; 714-898; 
742-1325- 725-1297; 727-1409; 737-1261; 744-1156; 756-1291; 777-1123; 794- 
1349- 780-1082; 784-1168; 802-1372; 814-1460; 808-1242; 845-1212; 841-1435; 
1093-1310- 1093-1329; 1093-1343; 1093-1345; 1101-1421; 1093-1181; 1093- 
1421; 1157-1712; 1214-1723; 1210-1422; 1228-1422; 1302-1723; 1356-1421; 
1648-1730 

^S:7^6^.t;~i7 till. 18-575; 34-569; 415-597; 415-988; 414- 
985-571-1340; 712-1333; 1258-1782; 1258-1694; 1258-1759; 1262-1684; 1262- 

236/1,1:813699.1:2001^17 || 1063-1340; 1063-1373; 1063-1324; 1-362; 1-404; 
7-511- 7-475; 7-236; 7-377; 7-362; 10-362; 10-248; 45-597; 73-362; 73-597, 
74-362- 73-586; 110-596; 113-686; 117-597; 122-684; 123-655; 126-597; 130- 
597- 130-586; 134-362; 134-597; 134-587; 134-586; 134-602; 134-590; 134- 
652 135-696; 135-678; 145-585; 145-362; 145-596; 145-586; 146-648; 146- 
586- 155-362; 158-597; 167-686; 167-597; 167-362; 167-623; 167-631; 167- 
! i?0-680 207-680; 215-597; 238-614; 244-825; 268-612; 267-680; 284- 
614- 309-680 509-680; 513-737; 534-614; 534-598; 534-586; 534-825; 534- 
1136; 534-655; 538-614; 850-1299; 967-1374; 974-1374; 979-1285; 1066-1225; 
1063lll57; 1063-1170; 1063-1374; 1063-1280; 263-614; 476-680; 534-653; 935- 

^/LI^^^L^OOIMAYI? || 2223-2725; 234-849; 2347-2749; 1843-2225; 
233-831 306-943; 507-962; 1875-2225; 446-713; 535-967; 679-1400; 725-1038 
878-1400- 1237-1401; 1856-2017; 2022-2688; 2074-2746; 2222-2574; 2305-2541 
243-791 414-724; 4i 4 -864; 2357-2691; 238-743; 509-942; 1636-1993; 431-946 
422-946- 1237-1330; 1880-2541; 1237-1400; 626-960; 455-946; 268-812; 289- 
887- 2280-2749- 507-942; 2317-2747; 289-903; 348-857; 335-929; 2415-2716; 
3?Il 7 99 2232-2707; 2320-2684; 2223-2670; 495-946; 617-946; 1821-2378; 340- 
943- 287-791; 1519-1926; 961-1400; 1817-2313; 230-719; 301-867; 268-788; 
2431790; 297-946; 400-943; 414-906; 348-894; 307-884; 533-1057; 238-712; 
238-636- 2301-2632; 238-847; 307-945; 398-711; 257-788; 328-862; 1817-2225; 
2223-2643; 2230-2557; 268-856; 1908-2440; 238-737; 268-768; 238-710; 238- 
778; 290-812; 1810-2225; 280-853; 319-760; 412-806; 322-920; 276-895; 1- 
886 695-866; 673-840; 510-823; 280-803; 618-763; 10-683; 1003-1399; 837- 
1390-1253-1390; 1200-1393; 685-1401; 610-1392; 1216-1364; 692-1344; 625- 
14oS; 749-1400-1064-1400; 988-1400; 1237-1340; 1240-1335; 1237-1320; 601- 
1309 518-1124 530-1132; 455-1119; 2356-2732; 479-942; 238-787 ; 414-818 ; 
380-810; 413-946; 297-679; 413-857; 301-959; 353-767; 414-960; 2254-2634; 
328-946; 2752-3412; 2956-3426; 2348-2987; 312-893; 1752-2225; fll"^ 19 ^^ 
2266-2454; 320-889; 268-702; 1921-2440; 335-816; 1765-2225; 281-624; 2744- 
3394; 2857-3394; 2836-3389; 2741-3378; 2374-3300; 3036-3302; 2503-3098; 
2407-3074; 2305-2962; 2312-2913; 2222-2888; 2215-2861; 2216-2835; 2070- 
2754; 2216-2751; 2002-2726; 1992-2705; 2328-2700; 2328-2698; 2054-2629; 
2328-2598; 2026-2563; 1930-2593; 2228-2563; 1910-2573; 1826-2552; 1706- 
2437; 1720-2446; 1654-2431; 2032-2401; 2222-2389; 1784-2377; 2078-2363; 
1558-2356; 2222-2317; 1583-2274; 1504-2017; 1649-2017; 1392-1971; 1302- 
1926; 1325-1778; 667-1537; 2929-3412; 2945-3401; 268-863; 1237-1378; 401- 
957; 319-588; 648-946; 422-1038; 1689-2004; 1155-1400; 281-710; 353-789; 
291-800; 308-880; 262-931; 413-910; 425-960; 2223-2644; 451-973 ; 305-765; 
335-836; 2274-2634; 538-953; 564-946; 648-861; 238-751; 2258-2662; 380-812; 
626-946; 2255-2611; 233-736; 586-946; 299-895; 364-784 

238/LI: 1018424. 4 -.2001MAY17 || 1-482; 64-468; 69-684; 156-662; 165-358; 276- 
646; 391-989; 474-935; 482-802; 537-1017; 676-1359; 685-1288; 685-1177; 
688-934; 933-1403; 935-1218; 1083-1500; 1083-1652; 1118-1798; 1295-1846; 
1339-2003; 1461-2043; 1457-2065; 1475-1775; 1496-2079; 1527-2077; 1530- 
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1935; 1539-1935; 1584-2045; 1616-2257; 1630-1904; 1657-2221; 1685-1810 
1688-2222; 1733-2013; 1803-2246; 1816-2424; 1841-2465; 1871-2411; 1873 
2248; 1873-2175; 1943-2238; 2008-2594; 2053-2546; 2104-2589; 2150-2610 
2150-2416; 2156-2637; 2157-2818; 2158-2414; 2158-2372; 2158-2666; 2160 
2268; 2167-2714; 2193-2739; 2219-2729; 2318-2546; 2331-2821- 2368-2832 
2402-2503; 2432-2607; 2457-2905; 2501-2710; 2508-2806; 2508-2746; 3379 
3450; 3382-3432; 3382-3513; 3382-3505; 3382-3475; 3390-3746; 3395-3536 
3406-3769; 3438-3746; 3452-3746; 3459-3533; 2524-2956; 2524-2806; 2541 
2801; 2605-3136; 2658-3073; 2656-2908; 2709-3114; 2731-3059; 2736-3118 
2751-2944; 2765-3133; 2821-3125; 2850-3117; 2889-3152; 2898-3090- 2944 
3119; 3021-3593; 3134-3308; 3136-3306; 3152-3263; 3158-3689; 3180-3308 
3172-3521; 3201-3469; 3292-3433; 3329-3658; 3335-3533; 3337-3630; 3339 
3635; 3339-3583; 3340-3629; 3340-3619; 3351-3533; 3363-3550; 3370-3533 
3373-3586; 3379-3533; 3379-3490; 3468-3533; 3471-3533; 3480-3746- 3510- 
3799; 3511-3746; 3535-3746; 3542-3746; 3544-3746; 3545-3782; 3558-3746 
3568-3746; 3607-3746; 3609-3983; 3660-3904; 3663-3746; 3667-3983; 3666- 
3746; 3689-3746 

239/LI: 1085250. 6 :2001MAY17 || 954-1413; 983-1543; 2367-2587; 2406-2975; 
2389-2958; 2411-2914; 2419-2651; 2429-2582; 909-1464; 960-1359; 943-1463- 
751-1309; 791-1388; 799-1253; 865-1060; 869-1389; 894-1325; 927-1364; 2662- 
3107; 4-243; 222-505; 441-1011; 717-1277; 724-1354; 4-274; 2488-2928; 2512- 
2582; 2605-2776; 2620-2952; 2641-3228; 2658-2901; 2441-2984; 1-1673; 1-243- 

2- 255; 966-1331; 1015-1367; 1056-1340; 1011-1293; 1077-1190; 1127-1560 
1084-1607; 1088-1357; 1095-1339; 1130-1261; 1169-1418 ; -1178-1759 ; 1256- 
1569; 1256-1572; 1270-1572; 1335-1544; 1370-1598; 1367-1518; 1454-1572 
1455-1572; 1453-1515; 1514-1951; 1642-1970; 1745-1951; 1777-2459; 1801- 
1951; 1895-2631; 2264-2476; 2310-2582; 2316-2596; 2332-2399; 2328-2692 
2328-2582; 2328-2392; 2332-2560; 2336-2582; 2342-2975; 2342-2737- 2354- 
2463; 2354-2589; 2354-2633; 2354-2668; 2352-2582; 2354-2911; 2354-2825' 
2354-2774; 2354-2577; 2354-2508; 2354-2456; 2354-2692; 2720-2964; 2775- 
3029; 2788-3034; 3045-3219; 3061-3598; 3140-3418; 3207-3440; 3238-3708 
3392-3709; 3392-3635; 3473-4064; 3473-3980; 3473-3970; 3473-3700; 363Q- 
4038; 3639-3866; 3639-3771; 3639-3913; 3640-3814; 3645-4109; 3715-3926; 
3726-3940; 3740-4107; 3767-4107; 3837-4088; 3990-4107; 4020-4109; 4043^4107 
240/LI: 179233. 63 :2001MAY17 || 1-682; 120-565; 127-614; 179-657; 178-1141- 
311-957; 422-655; 497-1041 

241/LI: 2207125 .3 :2001MAY17 || 1-613; 1-283 

242/LI. -235153. 44 .-2001MAY17 |j 724-1162; 2619-2866; 2664-2930; 2751-3026- 
2773-3031; 2774-3045; 2831-3089; 1-354; 1-219; 1-227; 36-182; 1-627; 1-417; 

3- 302; 83-454; 19-1162; 14-342; 117-365; 149-409; 200-390; 241-605; 291- 
574; 307-874; 312-365; 346-688; 350-638; 369-949; 394-781; 396-665; 440- 
838; 451-714; 464-970; 543-655; 566-737; 571-1096; 573-842; 591-945; 596- 
848; 673-934; 700-1007; 714-852; 725-1187; 732-980; 732-1136; 735-1165; 
754-978; 831-1055; 831-1049; 884-1162; 950-1210; 983-1162; 999-1162; 1015- 
1162; 1023-1162; 1037-1162; 1048-1162; 1049-1162; 1051-1261; 1098-1756- 
1099-1162; 1310-1649; 1461-1649; 1467-1702; 1488-1727; 1513-2008; 1520- 
1889; 1523-1709; 1532-2034; 1532-1657; 1539-1755; 1543-1803; 1665-1834- 
1676-1922; 1718-2288; 1726-2163; 1757-2049; 1779-2035; 1898-2246; 1930- 

llln\l°° 8 ~*nZl ! J.°~°~?t 9l! 20 "- 2537 ' 2308-2404; 2363-2619; 2418-2976; 
2437-26S3; 1726-2432; 1858-2367; 1051-1123; 829-1023 ; 1950-2269; 1944-2308- 
1926-2295; 35-529; 1833-2385; 1824-2435 

243/LI: 007101. 10 :2001MAY17 || 1984-2085; 1770-2082; 1738-2082; 1776-2080- 
1984-2080; 1738-2076; 1649-2085; 1771-2081; 1695-2080; 1652-2080; 1676- 
2080; 1633-2080; 1804-2079; 1710-2078; 1779-2067; 1445-2085; 1470-2080; 
1795-2080; 1469-2080; 1480-2080; 1471-2079; 1558-2045; 1427-2043; 1655- 
2038; 1594-2037; 1533-2064; 1799-2029; 1555-2055; 1684-2049; 1325-2011- 
1372-2012; 1476-2005; 1287-2004; 1576-1988; 1313-1979; 1382-1977; 1451^ 
1975; 1314-1975; 1383-1951; 1739-1955; 1575-1994; 1413-1962; 1367-1940; 
1470-1979; 1461-1923; 1377-1916; 1472-1914; 1600-1881; 1594-1879; 1243- 
1889; 1593-1872; 1448-1841; 1240-1826; 1594-1808; 1597-1803; 1363-1796; 
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1550-1803; 1377-1740; 1521-1743; 1215-1693; ""-1691; 1375-1685 ; 1422- 
1629- 946-1558; 993-1543; 1186-1535; 786-1525; 937-1520; 845-1496; 1079- 
1498- 1377-1450; 1090-1373; 1090-1390; 726-1374; 770-1373; 1116-1364; 714- 
1358- 1144-1335; 1023-1303; 968-1246; 977-1221; 630-1202; 904-1202; 936- 
1?92- 674-1140; 457-1092; 639-1089; 332-779; 1-751; 1778-2078; 1792-2029; 
152212063; 1549-2083; 1563-1789; 1594-1904; 1648-1880; 1684-2047 
244/LI: 008541. 2 :2001MAY17 || 1-301; 124-811; 124-718; 124-423; 342-899; 
390-644- 495-918; 715-1195; 716-1230; 763-1427; 784-1298; 911-1528; 913- 
1515 949-1434; 961-1619; 981-1534; 983-1121; 1005-1713; 1042-1690; 1133- 
"37' 1135-1600; 1134-1602; 1155-1672; 1182-1799; 1227-1707; 1243-1707; 
1251-1806- 1277-1707; 1288-1704; 1304-1702; 1324-1707 

245/ L l!009658.13:2O0iMAY17 || 1-359; 13-466; 17-224; 160-735; 197-464; 237- 
483 260-534; 262-536; 263-541; 270-893; 300-893; 300-689; 300-537; 302- 
S34 309-501- 315-649; 360-641; 377-850; 389-856; 421-891; 440-893; 446- 
llt' 448-742- 455-896 473-891; 477-893; 482-829; 489-795; 492-893; 497- 
893'; 500-827'; 508-893; 506-899; 529-895; 527-894; 528-896; 542-893- 541- 
893 563-727 562-898; 568-896; 574-898; 581-864; 588-899; 588-893; 589- 
849- 599-893- 597-895 611-894; 619-895; 622-893; 652-893; 657-880; 711- 
Itl' 711-785- 714-893 747-989; 754-892; 764-893; 790-893; 854-1151; 923- 
?4«. M6-1091 926-1080; 942-1577; 942-1279; 942-1257; 946-1237; 959-1225; 
96^ill3 961-1243; 982-ll96; 1005-1372; 1063-1295; 1082-1307; 1137-1716; 
1138-1368; Ss^Em" 1196-1418; 1242-1549; 1242-1489; 1263-1459; 1263- 
1728; 1267-1461; 1291-1537; 1373-1649; 1417-1603; 1448-1735; 1467-1639; 
1471-1700; 1488-1736; 1490-1675; 1499-1748; 1499-1781; 1503-1725; 1520- 
1850- 1564-2032; 1560-1797; 1601-1858; 1615-1970; 1618-2061; 1617-1956, 
"SllM" 163611958; 1649-2304; 1679-2048; 1682-2044; 1697-2280; 1723 
2068; 1723-2067; 1737-1964; 1736-2118; 1737-2069; 3722-4199; 3746-4059; 
3750U025; 3760U059; 3788-4084; 3794-4035; 3794-3944; 3796-3921; 3798- 
4265. 3802-4270; 3807-4256; 3817-4057; 3819-4269; 3821-4097; 3821-4266; 
383lU 2 62- 384014262: 3858-4265; 3887-4256; 3891-4262; 3906-4200; 3938- 
4257-3948-4260; 3952-4263; 3953-4262; 3953-4257; 3957-4262; 3956-4262; 
397ll4263 3975^262; 3984-4257; 3985-4197; 4054-4268; 4000-4247; 4002- 
4242; 4004-4264; 4014-4262; 4017-4265; 4018-4262; 4016-4264; 4019-4262; 
401314198; 402 2 l4262; 4026-4266; 4031-4261; 4032-4263; 4034-4206; 4034- 
4096; 4038-4229; 4059-4263; 4062-4260; 4075-4262; 4074-4250,- 4102-4262; 
'411514201; 411514262; 4115-4343; 4127-4261; 4139-4263; 4141-4197; 4147- 
4262; 4156-4262; 4156-4255; 2309-2436; 2312-2421; 2311-2430; 2325-2468; 
232812616; 2327-2536; 2332-2523; 2345-2657; 2362-2601; 2365-2434; 2443- 
2780; 246i-2605; 2470-2658; 2470-2608; 2502-2594; 2516-3028,- 2521-2844; 
252412813; 2556l 2 688; 2565-2793; 2565-2735; 2589-2813; 2589-2792; 2604- 
2806; 2641-3004; 2718-2938; 2718-2898; 2740-2998; 2750-2974; 2809-3032; 
281713007; 282ll3077; 2823-3142; 2823-3045; 2823-2893; 2832-3060; 2845- 
3144-2851-3059; 2858-3139; 2870-3061; 2880-3208; 2879-3103; 2891-3034; 
290ll3144- 2905-3233; 2922-3149; 2931-3068; 2953-3424; 2961-3296; 2961- 
3230- 2961-3173; 2961-3235; 3009-3266; 3009-3202; 3018-3204; 3023-3512; 
303413250; 3048-3370; 3057-3150; 3079-3329; 3085-3388; 3086-3339; 3096- 
3494; 3097-3305; 3099-3432; 3098-3349; 3127-3284; 3143-3431; 3162-3686; 
3162-3472; 3183-3484; 3192-3402; 3202-3589; 3202-3498; 3205-3493; 3362- 
3785;. 3368-3579; 3370-3657; 3377-3578; 3429-3686; 3434-3761; 3451-3756; 
345113708; 3480l 3 721; 3485-3742; 3486-3725; 3498-3889; 3512-3783; 3513- 
3828-3539-3794; 3572-3896; 3588-3921; 3590-3857; 3591-3852; 3591-3846; 
3602138731 361513955; 3626-3864; 3626-3878; 3637-3873; 3640-3866; 3641- 
3807; 3651-4135; 3651-3910; 3655-4223; 3657-3777; 3718-4223; 3718-3953; 
173612025; 1737l 2 036; 1737-1981; 1736-1970; 1737-1867; 1737-2068; 1737- 
2027; 1737-2020; 1752-2300; 1772-1979; 1779-2110; 1781-2089; "82-2094; 
178712097; 1787l 2 087; 1801-2132; 1801-2234; 1817-2119; 1826-2362; 1843- 
2440; 1843-2405; 1854-2267; 1854-2284; 1854-2053; 1861 -2149 ; 1861-2095; 
186ll 2 083; 1861-2061; 1862-2007; 1863-2143; 1871-2131; 1875-2145; 1875- 
9?nn- 1875-2126- 1891-2440; 1897-2170; 1898-2214; 1946-2397; 1949-2333; 
195312433; 196212279; 1970-2370; 1972-2411; 1999-2434; 2003- 
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2440; 2016-2617; 2020-2434; 2030-2323; 2037-2436; 2083-2437; 2123-2433- 
2127-2429; 2134-2471; 2133-2434; 2133-2421; 2142-2442; 2141-2436- 2142- 
™'\ 2158 ~ 2509; 2167 - 2434 '- 2167-2421; 2171-2596; 2193-2557; 2193-2409; 
? = nii*" 2203 - 2616 ' 2203-2411; 2204-2536; 2218-2536; 2227-2657; 2233- 
lll ir?, 264-2436 ' 2290-2627; 2290-2536; 2297-2620; 2300-2536; 1737-2200; 
476-896; 322-711 

246/LI: 020012. 14 .-2001MAY17 || 1134-1317; 1139-1800; 1147-1734- 1163-1755- 
1163-1358; 1168-1672; 1171-1729; 1179-1780; 1195-1515; 1286-1814; 1286- ' 
^°o'\ 1357 " 1928; 1495 - 1813 <- 1509-2105; 1599-1856; 1856-2111; 1886-2191- 
2038-2669; 2040-2287; 2045-2218; 2074-2303; 2081-2632; 2083-2260; 2093^ 
2327; 2095-2787; 2105-2337; 2137-2774; 2161-2278; 2165-2739; 2235-2839- 

2237- 2516; 2238-2365; 2253-2633; 2277-2678; 2277-2482; 2301-2532- 2341^ 
2441; 2358-2838; 2380-2848; 2384-2848; 2439-2838; 2481-2846; 2479-2549- 

2238- 2348; 2292-2858; 2415-2863; 2658-3018; 546-1196; 570-846- 992-1305- 
, 1 ?o3"^ 627; 1027 - 1291 '- 574-1190; 605-1157; 1030-1693; 1078-1435; 692-1260; 
1125-1801; 728-1253; 780-1423; 790-1477; 805-1319; 859-1441; 918-1488- 942- 
1457; 959-1459; 1130-1846; 1131-1738; 959-1460; 960-1460; 984-1529- 986- 
1272; 1-271; 69-661; 76-325; 128-616; 128-754; 304-909; 334-841- 339-592- 
llln^lll 43 °- 10 90; 489-1038; 2710-3036; 2754-3007; 2764-3039; 2788-2866; 

247/LI: 020691. 1:2001MAY17 || 516-759; 600-759; 1-235; 1-227; 29-241; 55- 
11V ll~HV 61 " 236; 61 ~232; 61-226; 61-353; 61-233; 61-217; 61-240; 63- 
11V f3: 226 '' 72 " 437; 7 2-261; 72-518; 72-236; 72-188; 72-202; 92-236; 107- 
390; 136-594; 137-280; 143-743; 147-747; 163-250; 483-746; 538-587; 538- 
759; 540-633; 538-766; 602-759; 659-759 

248/LI: 021188. 12 :2001MAY17 || 59-307; 60-339; 60-296; 61-325; 62-323- 62- 
3 oc'',^~ 301; 67 - 209; 7 °-529; 80-340; 116-422; 125-384; 121-364; 125-484; 
125-423; 125-377; 126-505; 126-507; 138-696; 182-587; 180-281; 201-457 
201-474; 206-528; 245-484; 243-641; 243-661; 243-715; 245-539; 245-76o' 
ltl~ll Q} 268 ~ 551 ' 274-697; 287-534; 316-519; 322-578; 324-565; 326-519! 
337-424; 358-602; 359-606; 374-519; 417-511; 433-519; 475-742- 534-979- 
f«2: 10 «o*" 546 - 757; 546-754; 613-1022; 828-1022; 831-1023; 834-1094; 920- 
1094; 920-1088; 920-1087; 924-1088; 926-1088; 926-1096; 929-1096; 935-1086- 
935-1088; 936-1093; 938-1088; 938-1093; 938-1033; 938-1094; 938-1095- 1- ' 
370; 4-245; 5-566; 5-292; 5-280; 8-518; 7-497; 6-269; 6-259; 7-285- 7-140- 
7-276; 7-224; 8-240; 8-484; 10-607; 10-257; 10-259; 10-253; 10-247- 10-224- 
10-217; 10-166; 10-116; 12-254; 11-303; 12-268; 12-261; 12-233; 1 3 1 2 71- it'- 
ll/ il'llV 15 " 227 '" 14 ~ 225; 15 " 462; 15 " 280; 15 - 277 <- W-266, 16-176; 15- 
264; 15-263; 15-256; 15-166; 15-422; 16-308; 16-286; 16-293; 16-272; 16- 
242; 17-168; 22-281; 23-199; 22-322; 26-267; 28-281; 29-271- 29-272- 29- 
240; 30-354; 30-311; 32-263; 33-517; 36-363; 34-472; 39-488!- 35-328,' 36- 

11 Ii\il~*l*\ 37 - 252S 37 " 223; 40 " 254 '- 4 »- 33 5; 41-285; 44-268; 46-447; 

53-287; 54-519; 54-476; 59-520; 59-345; 59-311; 939-1093; 9*0-1093; 940- 

1*1 Lit 2 ' 1093 ' 949 " 1093 ' 949-1088; 949-1134; 949-1053; 949-1094; 950-1094- 
949-1092; 949-1090; 949-1086; 949-1076 

f 4 ^^; 021324 - 4 '" 2001 ^ 17 I' 1 ~ 632; 285-940; 482-1054; 601-1089; 601-849- 
lll 8; 649 ~ 863 ' 676-1168; 837-1321; 971-1507; 972-1083; 980-1493- 985^ 
n ? 7 ?'",«o" 1450 '" 1016 - 1569 '- 1041-1601; 1057-1634; 1079-1355; 1079-1354; 
1113-1632; 1122-1606; 1141-1382; 1141-1530; 1155-1440; 1174-1440; 1181- 
xoou; 1211-1654; 1244-1683; 1258-1648; 1260-1532; 1316-1650; 1378-1779- 
1379-1648; 1378-1655; 1383-1648; 1383-1644; 1418-1611; 1430-1624; 147sl 
1648; 1655-2132; 1737-1903; 1738-1902; 1739-1903 

^? / ^^ 21834 - 15:2001MAyl7 'I 346 " 56 5; 508-722; 557-998; 660-908; 729-958- 
S« l!« 98 ^ 3 ^; 1 1 ° 46 - 1619; 1095 " 159 5; 1129-1571; 1179-1589; 1231-159 8 ; 

f^'' 1275 ~ 1721 '" "92-1580, 1417-1657; 1453-1726; 1459-1748; 1480- 
IA Lei 497 : 1999 ' 1522-1724; 1589-1728; 1-530; 324-615; 332-610; 337-768; 
lil'^lk 385 " 641; 4 62-710; 497-1034; 517-784; 528-1058; 535-793; 549-695; 
^I'loi 0 '\! 34 ~ 1119; 644 ^ 922 ' 645-901; 665-1235; 696-912; 696-957; 703-1032; 
HlZ ; 733 " 972 ' 734-967; 1291-1521; 1294-1567; 1297-1728; 1295-1675- 
1299-1419; 1302-1727; 1310-1510; 1313-1697; 1314-1734 ;. 1316-1730 ; 1316- 
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1725- 1319-1724; 1319-1726; 1333-1725; 1321-1727; 1324-1726; 1327-1726; 
1328ll724 132 8 ll726; 1329ll605; 1336-1565; 1348-1733; 1349-1725; 1355- 
llll. 1357-1684; 1388-1660; 1389-1638; 1389-1656; "93-1727 ; 1391-1730; 
1394ll713- 1394-1726; 1396-1687; 1413-1724; 1423-1726; 1442-1670; 1449- 
iSl, 1452-1726; 1456-1727; 1458-1727; 1457-1726; ^58-1684; 1461-1731; 
1472-1727; 1474-1729; 1479-1727; 1488-1727; 1492-1725; 1493-1724; 1497- 
Won 11*1 1622- 1516-1722- 1517-1726; 1519-1728; 1560-1727; 1575-1727; 
15 6-172 1; 1640ll726? 167611726; 1735ll996; 1740-2172; "14-2314; 813-1020; 
i^i 1261 -827-1130- 828-1109; 832-1113; 843-996; 845-1133; 845-1118; 846- 
SS;"S«-SJ 3 J 863-1389; 863-1058; 879-1403; 880-1152; 888-1086; 741-1341; 
760-1054" 890-1099; 901-1142; 903-1149; 915-1173; 920-1157; 920-1036; 924- 
I366 924-!l53; 925-1189; 940-1179; 940-1037; 762-904; 763-1081; 764-990; 

' fi 968-1227- 971-1237; 982-1620; 979-1211; 1010-1237; 1029-1206; 
1031-1264; ' 2" 9; 1^36-1235; 1061-1334; 1072-1636; 1066-1291; 1075-1388.- 
1118 1628- 791-1033 790-1393; 793-1048; 792-998; 798-1056; 1128-1370; 
112? isie- 1128-1564; 1137-1559; 1137-1710; 1139-1390; 1143-1435; 1145- 
1391- 1^84-1690; 1196-1481; 1196-1621; 1231-1443; 1239-1700; 1243-1528; 
«Sll682* 1247ll719; 1255-1483; 1265-1716; 1271-1735; 1273-1731; 1276- 
1691- 1275-1725; 1284-1727; 1288-1684; 1291-1727 

251/LI 024841. 1:2001MAY17 || 1-885; 131-732; 155-745; 183-819; 181-718; 
183-714; 186-851; 214-902; 233-718; 244-878; 251-1055; 298-936; 306-720; 
399 Qlfi- 336-703- 336-903; 343-796; 358-953; 350-977; 356-1132; 361-1072, 
3?oil2- 363-Io23. 370-684; 372-959; 415-1023; 419-1190; 459-939; 487-942; 
4981936; 497-9?6 '505-1204 549-836; 559-1129; 820-1452; 1198-1729; 1412- 
1674 1423-1899; 1573-1826; 1590-1936; 1596-1956; 1723-1999; 1735-2349; 
180812091 185712062; 1921-2188; 1921-2396; 2165-2549; 2314-2827; 2315- 
2831-2338-2588; 2342-2876; 2362-2608; 2525-2784; 2548-2820; 2642-2887 
264412815; 266513087; 2664-3178; 2682-2798; 2710-3107; 2728-3273; 2763- 
3226- 2845-3361; 2954-3355; 2957-3171; 2973-3361; 2995-3361; 2997-3387 
299713361 2997I3335; 299713371; 2997-3292; 3001-3292; 3006-3225; 3006- 
3109- 30^7-3360; 3017-3361; 3027-3361; 3035-3174; 3055-3362; 3061-3361; 
3088l336l] 313ll3361; 315813361; 3195-3361; 3203-3361; 3221-3361; 3246- 

252^5^ 

6713506 33 9 02l3604; 333 5 1 3 529; 3345-3457; 3353-3565; 3353-3551; 3354- 
3RR1- 1098-1422- 1098-1347; 1120-1423; 1169-1376; 1169-1391; 1279-1710, 
19 5 ll748! "SlliJs, 1416ll611; 1423-1749; 1423-1665; 1430-1706; 1429- 
1618-1441-1690; 1462-1751; 1554-1749; 1585-1749; 1633-1749; If33-2135; 
1635ll749- 1693ll749; 2053-2318; 2044-2598; 2052-2305; 2055-2193; 2055- 
2375- 2^5-2143; 2055-2189; 2055-2116; 2055-2374; 2055-2112; 2065-2340; 
206512323; 207ll 2 303; 2075-2337; 2084-2347; 2088-2306; 2097-2189; 2167- 
3048-2170-3032; 2220-2551; 2223-2953; 2236-2438; 2236-2427; 2233-2936; 
225812494- 2262l 2 430; 2267-2849; 2262-2468; 2273-2508; 2278-2628; 2294- 
2461-2288-2629; 2316-2565; 2317-2582; 2331-2430; 2408-2994; 2411-2869; 
2412-2633; 2435-3125; 2434-2993; 2435-2681; 2438-2680; 2452-3016; 2459- 
2737; 2462-2736; 2466-2860; 2471-2713; 2473-3029; 2486-3258; 2485-2952; 
2486l 3 026; 2485-2607; 2490-3000; 2490-2762; 2495-2702; 2496-3064; 2500- 
2754-2504-2781; 2515-2822; 2529-2942; 2527-2755; 2533-2837; 2546-2794; 
274 35-516; 541632; 67-518; 88-523; 108-519; 119-522; 119-518; 120-544; 
1421242; 142-522; 171-433; 173-437; 190-726; 201-635; 203-670; 203-702; 
203-645 208-519; 224-519; 288-815; 315-708; 315-524; 449-776; 48 9-618; 
533-997; 587-744; 589-1042; 655-857; 655-1119; 655-860; 663-1104; 665-1103; 
683-896; 697-972; 767-1047; 767-1025; 774-1051; 779-1452 ; 826-1398 ; 855- 
1020; 902-1129; 925-1281; 949-1051; 975-1259; 985-1607; 1005-1360; 1016- 
1305; 1049-1556; 1056-1446; 1064-1332; 1069-1217; 1069-1169; 1091-1385; 
1093-1702; 2747-3025; 2759-3005; 2549-2779; 2553-3033; 2558-2707; 2562- 
2848; 2595-2807; 2600-2883; 2651-2707; 2701-2843; 2925-3523 
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253/LI:029328.2:200lMAY17 || 1489-2009; 1525-2050; 1527-2089; 1527-2088- 
1528-2208; 1529-1774; 1532-2037; 1535-2049; 1542-2102; 1549-2038- 1562- ' 
2092; 1579-1999; 1584-1948; 1586-1838; 1589-2173; 1607-2220; 1618-2026 
1621-2079; 1621-2231; 1624-2243; 1627-1880; 1635-2060; 1641-2303- 1641- 
2018; 1649-1930; 1673-2345; 1680-2352;. 1682-2173; 1680-2254; 1683-1930 
1688-2060; 1688-1925; 1711-1930; 1713-2066; 1716-2354; 1718-2260- 1734- 
2294; 1733-2309; 1756-2409; 1767-2331; 1768-2448; 1780-1972; 1790-2332' 
1793-2190; 1802-2066; 1816-2407; 1817-2037; 1854-2060; 1863-2284- 1863- 
2223; 1870-2461; 1907-2198; 1907-2090; 1941-2505; 2022-2483- 2042-2655' 
2044-2483; 2056-2424; 2062-2489; 2072-2482; 2103-2199; 2103-2424- 2149- 
2493; 2155-2483; 2159-2563; 2160-2227; 2179-2572; 2179-2443; 2184-2565- 
541; 3-519; 59-669; 64-298; 163-407; 193-792; 259-590; 264-497; 285-863- 
291-518; 316-858; 353-996; 359-5848; 377-933; 381-640; 482-1039; 497-899- 
500-1110; 535-1057; 569-851; 615-1039; 618-865; 635-1305; 649-1231; 663- 
899; 723-874; 751-1006; 751-1008; 785-1065; 810-1165; 829-1099; 854-1152- 
853-1133; 892-1146; 954-1195; 1037-1175; 1064-1656; 1065-1368; 1079-1605; 
1174-1425; 1178-1459; 1185-1792; 1235-1776; 1249-1840; 1249-1827- 1249- 
1579; 1249-1478; 1249-1479; 1259-1455; 1292-1557; 1324-1902; 1325-1843- 
1342-1817; 1349-1968; 1350-2008; 1362-1998; 1385-1969; 1387-2051; 1401- 
1677; 1405-1865; 1406-1720; 1407-1685; 1421-2001; 1477-2023; 4867-5373- 
4874-5036; 4911-5146; 4911-5131; 4922-5540; 4924-5198; 4924-5190- 4943- 
5036; 4944-5200; 4944-5180; 4946-5338; 4964-5244; 4964-5036; 4971-5507; 
4971-5237; 4977-5412; 4978-5202; 4981-5407; 4987-5215; 5004-5334; 5033- 
5515; 5060-5267; 5062-5274; 5072-5616; 5069-5550; 5069-5544; 5069-5412- 
5069-5347; 5069-5350; 5069-5338; 5069-5309; 5079-5350; 5081-5667; 5084^ 
5308; 5085-5386; 5088-5582; 5089-5642; 5088-5294; 5095-5410; 5102-5200- 
5108-5539; 5113-5357; 5116-5376; 5118-5679; 5123-5662; 5136-5646; 5142- 
5432; 5142-5380; 5142-5343;. 5146-5312; 5199-5412; 5219-5412; 5220-5412; 
5222-5412; 5226-5685; 5229-5568; 5229-5527; 5229-5412; 5232-5412; 5233- 
5412; 5234-5515; 5234-5514; 5238-5678; 5244-5701; 5245-5687; 5248-5808- 
5249-5608; 5250-5582; 5249-5502; 5250-5596; 3645-4230; 3692-3937; 3801- 
3970; 3834-4079; 3867-4075; 3948-4431; 3953-4395; 3953-4387; 3965-4143- 
3972-4499; 4020-4665; 4021-4237; 4053-4290; 4079-4349; 4100-4689; 41061 
4652; 4147-4700; 4184-4677; 4171-4589; 4219-4486; 4235-4541; 4235-4687- 
4235-4483; 4242-4508; 4253-4501; 4256-4701; 4272-4823; 4275-4451; 4314I 
4575; 4351-4598; 4353-4581; 4355-4585; 4403-4528; 4442-4688; 4444-4599- 
4463-4948; 4490-4687; 4492-4687; 4503-4687; 4538-4973; 4544-4996- 4566^ 
4832; 4566-4687; 4570-4811; 4583-4800; 4584-5036; 4593-4799; 4621-4689- 
4638-5041; 4638-5014; 4638-4861; 4712-5104; 4724-4980; 4725-5021- 4727-1 
5000; 4736-5195; 4736-5036; 4736-5032; 4736-4927; 4736-4814; 4736-5206; 
4741-5036; 4741-4919; 4747-5036; 4749-5213; 4766-5287; 4779-5036- 4781- 
5356; 4781-5051; 4784-5019; 4784-5137; 4787-5231; 4787-5296; 4789-5037- 
4791-5034; 4791-4945;. 4805-4897; 4820-5036; 4836-5045; 4836-5134; 4837^ 
4911; 4846-5035; 4856-5036; 4861-5161; 4861-5156; 2196-2747; 2222-2484- 
2240-2481; 2253-2570; 2261-2770; 2282-2701; 2340-2796; 2343-2574; 23571 
2811; 2358-2815; 2361-2655; 2365-2815; 2419-2671; 2427-2705; 2444-2795- 
2448-2809; 2458-2797; 2464-2799; 2498-2802; 2501-2808; 2506-2560- 25241 
2816; 2553-2808; 2558-2749; 2565-2811; 2581-2773; 2634-2737; 2642-2802- 
2746-2994; 2749-3236; 2800-3060; 2857-3354; 2860-3344; 2860-3053; 286ol 
- ' *"«««-JuiJ-; iouo-jiug; do / <±- j±^4k ; ZH/4-jiab; 2877-3065 ; 2939-3148- 

2953-3183; 2969-3486; 2993-3148; 3004-3306; 3011-3376; 3023-3236; 30481 
3346; 3082-3464; 3139-3585; 3139-3410; 3142-3391; 3220-3388; 3220-3363- 
3326-3901; 3337-3663; 3341-3571; 3362-3838; 3378-3895; 3407-4042; 34531 
3763; 3475-3764; 3477-3697; 3518-3928; 3524-3621; 3528-3768; 3610-3862- 
3643-3862; 5254-5690; 5255-5565; 5255-5540; 5255-5506; 5256-5618; 52571 
5685; 5265-5702; 5264-5687; 5265-5685; 5265-5471; 5267-5686; 5271-5423- 
5274-5560; 5284-5685; 5290-5682; 5294-5693; 5295-5680; 5298-5682; 530*1 
5810; 5323-5604; 5339-5509; 5350-5543; 5385-5673; 5409-5870; 5408-5851- 
5423-5684; 5424-5848; 5425-5649; 5431-5688; 5433-5849; 5433-5844; 54361 
5848; 5436-5849; 5437-5849; 5437-5853; 5438-5848; 5454-5854; 5455-5848; 
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5454-5677- 5454-5669; 5457-5851; 5457-5848; 5457-5843; 5457-5836; 5457- 
1X1-1157-5686 • 5457-5685; 5457-5678; 5457-5614; 5457-5583; 5460-5827; 
lltt'-Sstl] 546615678 546715855; 5469-5846; 5472-5683; 5472 5712; 5472- 
^99-5506-5821- 5509-5770; 5510-5844; 5516-5848; 5517-5699; 5526-5854; 
llll'slll 153215834; 553715691; 5538-5851; 5542-5847; 5541-5848; 5542- 
5699 T ?M4-M«; 5549-5818; 5584-5816; 5590-5844; 5598-5848; 5603-5849; 
SSll-sllt; 561415807; 5633-5686; 5655-5839; 5769-5819; 5778-5848; 5797-6001 
254/LI- 032171 5:2001MAY17 || 1670-2131; 1537-2148; 95-493; 1564-2133; 1575- 
2lls 1607-2047 1636-1893 1638-1867; 1649-1909; 1658-2090; 1692-2085; 
1^512129; 174 2 ll838; 1748-2025; 1763-2129; 1770-2040; 1795-2115; 1802- 
1912; 1802-2137; 1804-2095; 1849-2013; 1925-2080; 1925-2091; 1962-2125; 
1962 2024- 199012129; 1-226; 4-307; 5-975; 17-200; 17-597; 30-597; 354-599; 
362-830 443-lsi; 592-1198; 608-801; 608-1070; 652-821; 929-1249; 954-1213; 
9^492 - 983-1227; 1004-1100; 1026-1266; 1033-1942; 1067-1832; HJ2-1257, 
1216-1465; 1299-17i3; 1299-1560; 1299-1501; 1434-1587; 1449-2132; 1466- 
2149-1477-1620; 1490-1713; 1490-1745; 1529-2091; 1557-2149 
255 LI:035055.l':2001W17 || 975-1174; 1063-1683; "J5-1956; 149B-1965 ; 
1499-1904- 1502-1913; 1711-1936; 1-463; 3-246; 56-614; 57-819; 267-737, 
itf 9fi7 412-923 445-727; 445-1026; 483-918; 927-1174; 927-1167; 927-1178; 
tfi9~1 fi I;- 9^5-1181 -975-1198 ; 975-1564; 975-1599; 977-1174; 1014-1552; 
lOll 1562- Io96-?724; 1217-1812; 1308-1807; 1461-1920; 1486-1961; 1491- 
1951 1494-193?; 1499-1681; 1499-1836; 1499-1652; 1499-1696, 1499-1803; 
^50011959; 150 0 ll960; 1502-1800; 1502-1920; 1502-1798; 1595-1798; 1635- 

^/LltoS^^'^-ioO 7 !^ l| 1164-1616; ^24-1488; 1266-1613; 1276-1882; 
1292-1563- 1299-1863; 1314-1447; 1336-1667; 1358-1626; 1363-1620; 1395- 
ie!s- 1397-1655; 1423-1838; 1437-1703; 2-527; 1-527; 107-328; 110-338; 187- 
A\ 187-604 409-974; 412-675; 485-723; 487-1069; 540-1105; 621-887; 904- 
1^3- 904-^60? 904-1327; 904-1174; 904-1346; 904-1472; 949-1532; 1000- 
Sll'; 1^6-1426; 1084-1599; 1100-1365;. 1102-1356; 1H3-1357, 1113-163 ; 
1116 1365- 1122ll555; 1141-1389; 1152-1378; 1159-1688; 1451-1761; 1456- 
1862 ll73-1721; lioi-1776; 1511-1863; 1527-1855; 1527-1880; 1568-1838; , 

15?8ll842; 1580-1861; 1569-2083; 1592-1876; 1854-1980; 1855- 
2107-1856-2037; 1865-2118; 1867-2099; 1874-2152; 1588-2121; 1591-2064; 
I629I1923 161512008; 1639-2209; 1640-2094; 1676-1927; 1737-2352; 1740- 
2?6?-?739-2424- 1740-2005; 1742-1928; 1744-2025; 1756-2094; 1769-2145; 
llll'. 2268 I?73l2013; 1784l 2 291 ;. 1786-2024 ; 1793-2353; 1793-2330; 1793- 
lllll 1793-2202; 5806-2048; 1819-2376; 1813-2410; 1819-2367; 1833-2321; 
183912261- 191912096; 1924-2118; 1936-2156; 1917-2338; 1925-2205; 1936- 
2182-1959-2126-2289-2439; 1944-2036; 1953-2205; 1953-2211; 1980-2144; 
196512444; 19?0l2286; 1977l 2 234; 1993-2451; 2021-2340; 2002-2390; 2017- 
9293-2027-2238- 2033-2449; 2033-2405; 2035-2126; 2041-2449; 2043-2446; 
llll^lll; 206312451 206612449; 2068-2452; 2096-2401; 2123-2383; 2369- 
2449; 2123-2386; 2126-2379; 2156-2392; 2378-2449; "57-2449; 2157-2446; 
215812442; 2186-2414; 2186-2449; 2188-2449; 2188-2446; 2199-2449; 2198- 
2258- 2285-2444; 621-801; 904-1166; 969-1334; 1102-1514; 1138-1692; 1205- 
1476'- 1300-1836- 1383-1894; 1576-2036; 1611-2250; 1660-2074; 1740-2140; 
"wlaSS; 1786l 2 i42; 1793l 2 380; 1833-2090; 1856-2346; "68-2100; 1998- 
2449; 2031-2449; 2042-2408; 2096-2399; 2136-2410; 2186-2400; 2190-2454; 

257/^044301.2:2001^17 || 398-768; 762-1129; 912-1363; 10^-1608 1315- 
1935; 1605-1927; 1781-2047; 2034-2397; 2179-2779; 2397-3000; 1-325; 57-565, 
57-558; 169-493; 458-787; 491-938; 696-1019; 707-1021; 762-941; 762-962, 
893-1503; 908-1355; 912-1141; 946-1115; 960-1560; 1060-1134; 1159-1422, 
1172-1662; 1282-1563; 1365-1705; 1428-1785; 1535-1756; 1535-1911; 1615- 
1788; 1657-1871; 1714-2136; 1722-2276; 1819-2294; 1822-2282; 1822-2333 
1898-2443; 1924-2406; 2050-2485; 2152-2795; 2155-2792; 2165-2697, 2257- 
2775; 2257-2800; 2271-2770,- 2363-2772; 2452-2897 22 -432- 
258/LI: 061585. 10 -.2001MAY17 || 1-731; 6-604; 11-312; 14-513; 14-295 22 432, 
129-762; 223-786; 358-844; 637-1111; 709-1382; 729-1371; 851-1108, 912- 
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1514; 1203-1771; 1266-1525; 1429-1874; 1524-1874; 1612-1871; 1706-2042- 
1706-1939; 1746-1848; 1780-2057; 1835-2045; 1987-2262; 2008-2262; 2086-2470 
259/LI: 066742. 21 :2001MAY17 || 2603-2818; 2687-2954; 2724-2957- 2814-3092- 
2883-3164; 2952-3213; 3555-3879; 3591-3912; 3615-3903; 3650-3907; 3676- 
3915; 3709-3909; 3763-3915; 3902-4322; 4081-4267; 2982-3435; 2982-3376- 
2982-3148; 2984-3131; 3006-3482; 3006-3457; 3006-3249; 3018-3154; 3026- 
3300; 3048-3288; 3088-3320; 3091-3328; 3093-3340; 3121-3379- 3135-3753- 
3155-3691; 3169-3546; 3180-3413; 3182-3331; 3200-3367; 3202-3494- 3202- 
3429; 3201-3362; 3223-3521; 3262-3655; 3290-3594; 3305-3883; 3315-3542; 
3326-3730; 3326-3601; 3334-3592; 3341-3907; 3341-3614; 3341-3600; 3341- 
3599; 3331-3515; 3363-3651; 3356-3502; 3403-3912; 3414-3707; 3423-3908; 
3426-3703; 3431-3873; 3443-3886; 3443-3658; 3443-3643; 3433-3502; 3445- 
3538; 3448-3655; 3449-3860; 3463-3912; 3493-3786; 3512-3916; 3513-3918- 
3514-3912; 3514-3916; 3520-3923; 3524-3793; 3525-3766; 3528-3909; 3528- 
3770; 3528-3764; 3536-3915; 3541-3915; 3544-3923; 3549-3810; 3574-3912; 
3580-3874; 3581-3918; 3590-3918; 3597-3916; 3597-3911; 3598-3912; 3598- 
3845; 3617-3889; 3620-3917; 3622-3872; 3649-3769; 3655-3922; 3654-3912- 
3670-3852; 3675-3912; 3676-3914; 3676-3880; 3676-3879; 3680-3917; 3680- 
3988; 3712-3856; 3722-3896; 3724-3920; 3738-3912; 3780-3914; 3797-3916- 
3800-3917; 3850-3912; 3902-4334; 4014-4461; 4029-4462; 4049-4462; 4081- 
4551; 4096-4462; 4143-4430; 4208-4611; 4466-4749; 740-1156; 740-928; 744- 
925; 750-1009; 766-1373; 809-1064; 825-1157; 838-1062; 842-1058; 847-1430- 
848-924; 858-1060; 859-1080; 897-1223; 928-1154; 956-1162; 978-1217; 1027- 
1157; 1030-1156; 1100-1754; 1111-1342; 1166-1337; 1198-1587; 1198-1414; 
1238-1486; 1243-1478; 1356-1761; 1374-1758; 1390-1501; 1390-1642; 1423- 
1809; 1442-1986; 1442-1934; 1442-1838; 1442-1692; 1486-2020; 1498-1718; 
1520-1664; 1520-1623; .1554-1976; 1557-1770; 1599-1863; 1614-1978; 1630- 
1883; 1650-2146; 1672-1967; 1731-2085; 1817-2264; 1823-2040; 1871-2088- 
1930-2407; 1946-2504; 1981-2223; 1982-2239; 2019-2289; 2043-2495; 2044- 
2495; 2107-2495; 2116-2488; 2141-2638; 2141-2383; 2143-2387; 2171-2413; 
2201-2403; 2207-2432; 2218-2488; 2261-2495; 2264-2548; 2286-2543; 2286- 
2401; 2317-2608; 2332-2586; 2332-2578; 2332-2443; 2339-2465; 2350-2538; 
2365-2620; 2381-2643; 2385-2495; 2395-2691; 2398-2707; 2441-2704; 2498- 
2764,- 2505-2757; 2515-3041; 2514-2779; 2552-3041; 2552-3040; 2563-2764- 
2596-2946; 2597-2881; 2609-2866; 2639-2868; 2661-2947; 2680-2951; 2714- 
2995; 2713-3040; 2713-2988; 2715-2997; 2734-3003; 2757-3001; 2803-3072- 
2807-3006; 2824-3145; 2830-3088; 2857-3152; 2876-3156; 2881-3343; 2887- 
2957; 2888-3385; 2905-3146; 2938-3210; 2973-3139; 2980-3222; 1-638; 83-664- 
83-660; 83-605; 104-396; 122-405; 123-537; 180-570; 184-739; 184-781- 187- 
812; 187-475; 193-488; 222-496; 263-803; 274-886; 287-884; 291-542; 314- 
727; 318-730; 328-886; 335-598; 347-906; 354-885; 357-599; 361-703; 364- 
969; 364-881; 364-623; 363-609; 365-887; 369-899; 370-887; 390-663; 399- 
673; 395-660; 412-670; 418-673; 417-659; 431-707; 434-643; 448-675; 455- 
659; 456-925; 455-719; 458-925; 464-925; 465-925; 469-925; 483-926; 491- 
925; 491-659; 494-930; 494-925; 495-925; 498-1124; 496-925; 499-945- 503- 
897; 505-954; 511-928; 519-925; 520-985; 520-888; 520-767; 520-736 ;' 557- 
925; 562-983; 562-929; 568-925; 567-925; 576-1118; 589-957; 616-845; 621- 
925; 627-924; 628-991; 632-930; 632-927; 689-1153; 700-924; 705-1009; 705- 

706-1161; 712-964; 714-1157; 719-995; 719-927; 725-1158; 727-914; 729- 
S91> 731-1162; 738-981; 1362-lt>21; 2530-3027; 1644-1798; 1365-1526; 987- 
1241; 1478-1760; 3535-3828; 3142-3443; 1411-1758; 3540-3911; 2185-2602; 
3417-3856; 2074-2629; 1117-1719; 3431-4039; 2285-2892; 2170-2795; 3293- 
3912; 3130-3764; 3194-3850; 1031-1158 

260/LI: 075492. 206 :2001MAY17 || 93-456; 101-213; 100-317; 100-338; 105-374- 
105-346; 110-355; 113-456; 126-377; 126-324; 132-394; 149-587; 149-422; 
160-399; 163-431; 196-416; 194-438; 195-705; 196-638; 198-624; 196-349; 
196-414; 196-434; 196-438; 196-334; 207-465; 210-463; 211-460; 214-441; 
219-457; 290-456; 294-492; 345-612; 347-609; 358-630; 382-456; 424-929; 
524-789; 535-701; 535-657; 606-1125; 634-738; 669-1091; 700-1222; 851-1113; 
897-1130; 914-1146; 954-1429; 954-1428; 1-456; 32-466; 30-523; 38-301; 39- 
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315; 57-317; 64-343; 66-342; 65-376; 64-323; 74-456; 87-480; 92-313; 984- 
1246; 1144-1224; 196-428; 733-888; 669-889; 1038-1240; 697-929; 121-194 
261/LI: 090782. 3 :2001MAY17 || 1-700; 22-689; 1-664; 1-491; 1-567; 1-487; 1- 
244; 1-530; 1-543; 44-361; 44-439; 97-645; 224-757; 259-478; 280-764; 387- 
747- 430-748; 430-747; 430-1132; 445-1116; 447-753; 462-682; 469-652; 489-. 
656; 505-1159; 510-755; 546-1098; 547-1262; 615-1284; 639-1283; 968-1705; 
985-1670; 1017-1685; 1017-1416; 1017-1483; 1017-1392; 1017-1355; 1017-1359; 
1017-1312; 1017-1292; 1017-1167; 1031-1651; 1030-1428; 1071-1647; 1077- 
1647- 1101-1785; 1201-1861; 1205-1972; 1251-1886; 1265-1663; 1290-1942; 
1300-1708; 1322-1689; 1328-1970; 1337-1878; 1348-2050; 1347-1812; 1356- 
1995- 1364-1935; 1365-1855; 1382-1755; 1409-2083; 1418-2149; 1447-1993; 
1562-2025; 1573-1681; 1580-2294; 1585-2121; 1668-1966; 1685-2407; 1705- 
2265; 1783-2361; 1795-1952; 1799-2101; 1809-2376; 1849-2308; 1877-2361; 
192712361; 1938-2340; 2116-2287 

262/LI-1031308.1:2001MAY17 || 8-646; 16-646; 6-367; 13-695; 16-509; 16-611; 
16-664 15-484; 20-572; 1-594; 20-485; 17-690; 16-560; 34-635; 48-730; 82- 
491- 101-506; 108-426; 109-426; 129-660; 140-709; 151-716; 258-809; 267- 
563- 267-675; 269-778; 540-753; 618-997; 639-997; 837-1029; 837-1280; 1162- 
1577- 1452-1754; 1499-1755; 1604-2163; 1607-1846; 1864-2249; 1864-2005; 
1866-2115; 1994-2412; 1994-2097; 2177-2640; 2209-2417 

263/LI:1054377.1:2001MAY17 || 1-647; 569-892; 574-656; 581-916; 599-797; 
599-659- 755-902; 755-1385; 756-1359; 901-1504; 982-1341; 1107-1215 
264/LI:1072074.10:2001MAY17 || 11-496; 11-476; 11-468; 11-467; 11-457; 11- 
456; 11-454; 11-434; 11-394; 11-486; 11-381; 11-319; 11-268; 11-767; 11- 
257; 14-626; 11-655; 11-433; 11-426; 13-557; 12-471; 12-418; 32-696; 22- 
710- 12-643; 59-623; 41-486; 55-551; 57-696; 66-690; 89-763; 110-743; 152- 
651- 152-673; 202-472; 228-737; 231-729; 271-892; 315-1007; 325-674; 328- 
697- 367-869; 439-1092; 462-676; 542-1177; 502-896; 606-977; 580-1027; 618- 
1338- 580-1026; 628-1264; 641-1156; 644-1149; 644-1146.; 659-1223; 660-1224; 
723-1244; 691-1163; 691-1164; 801-1375; 808-1372; 869-1619; 923-1413; 942- 
1159- 931-1576; 930-1417; 933-1417; 927-1354; 952-1796; 977-1279; 956-1495; 
978-1657- 1052-1657; 1058-1656; 1061-1656; 1098-1640; 1220-1843; 1196-1866; 
1204-1481; 1265-1608; 1243-1871; 1296-1759; 1349-1870; 1371-1611; 1372- 
1599; 1377-1639; 1379-1611; 1415-2048; 1425-1872; 1464-1953; 1485-2146; 
1509-2158- 1526-2214; 1595-2155; 1682-2186; 1696-1858; 1698-1959; 1706- 
2340; 1709-1965; 1711-2077; 1720-2071; 1720-1954; 1720-1938; 1720-1917; 
1727-2242; 1730-2209; 1738-2256; 1744-2268; 1749-1965; 1-645; 11-623; 11- 
502- 11-260; 11-589; 1-745; 11-573; 1-454; 6-609; 11-335; 11-552; 11-682; 
11-645; 11-615; 11-722; 11-511; 11-555; 11-520; 11-528; 11-658; 11-530; 11- 
364; 11-701; 11-595; 11-686; 11-660; 11-714; 11-593; 11-599; 11-642; 11- 
549- 11-670; 11-5.08; 11-495; 11-483; 2713-3074; 2717-3056; 2694-3063; 2721- 
3064- 2719-2977; 2720-3066; 2701-3062; 2709-2842; 2709-3063; 2713-3063; 
2716-3052; 2718-3061; 2710-3063; 2721-3065; 2746-3056; 2745-3016; 2745- 
2996- 2744-2971; 2724-2908; 2747-3063; 2750-3052; 2755-3065; 2755-3063; 
2746-3060; 2806-3059; 2809-3063; 2811-2953; 2814-3029; 2822-3059; 2819- 
3063; 2845-3063; 2846-3052; 2855-3064; 2878-2991; 2886-2945; 2888-3063; 
2892-3030; 2858-3001; 2919-3063; 2988-3052; 2991-3052; 2993-3052; 3000- 
3058; 2526-2814; 2526-2795; 2531-2767; 2558-2991; 2558-2743; 2562-3014; 
2562-2803; 2562-2789; 2550-2809; 2574-3026; 2553-2808; 2578-3079; 2585- 
3062; 2593-3028; 2599-3060; 2606-2844; 2614-3063; 2614-3059; 2594-2875; 
2618-2967; 2619-2754; 2597-3062; 2602-2962; 2605-2813; 2603-3059; 2604- 
3059; 2632-2817; 2639-3055; 2641-3060; 2645-3052; 2623-3052; 2688-3102; 
2651-3059; 2652-3063; 2632-2887; 2655-3063; 2657-2865; 2634-3063; 2640- 
3063; 2664-3062; 2642-3025; 2671-2961; 2647-3061; 2670-3072; 2673-3060; 
2672-3063; 2673-3061; 2675-3027; 2678-3052; 2682-3028; 2683-3064; 2684- 
3065; 2685-3066; 2687-3069; 2686-3052; 2687-3022; 2691-3063; 2688-3057; 
2689-3059; 2669-2921; 2671-3061; 2695-3056; 2701-3068; 2707-2980; 2685- 
3055; 2710-3059; 2687-3052; 2193-2471; 2194-2450; 2206-2601; 2281-2435; 
2281-2754; 2288-2515; 2288-2601; 2288-2525; 2288-2512; 2288-2486; 2288- 
2469; 2288-2435; 2304-2964; 2330-2608; 2332-2980; 2336-2802; 2341-2622; 
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2524-2800; 2351-2554; 2351-2828; 2353-2592; 2379-2914; 2384-2954- 2362- 
2686; 2387-2700; 2389-2942; 2367-2621; 2367-2442; 2394-2607; 2405-2766- 
2407-2579; 2408-2807; 2409-2620; 2409-2562; 2411-2952; 2399-2955- 2525- 
2808; 2389-2714; 2413-2672; 2420-2691; 2549-3023; 2408-2883; 2416-3035- 
2449-3019; 2447-2695; 2455-2750; 2455-2653; 2457-2726; 2445-3047- 2470- 
3033; 2475-2709; 2479-2823; 2483-2727; 2449-2969; 2449-2999; 2488-2816' 
2472-2986; 2472-3039; 2473-3061; 2481-3016; 2527-2609; 2510-2778- 2533- 
3017; 2524-2857; 2524-2790; 2524-2822; 2524-2816; 1765-1974; 1782-2008 
1784-2085; 1787-2017; 1789-2256; 1792-2266; 1791-2036; 1793-2091- 1793^ 
2075; 1798-2018; 1805-2218; 1810-2266; 1815-2112; 1822-2110; 1827-2026- 
1843-2113; 1842-2036; 1845-2266; 1846-2256; 1846-2378; 1845-2018- 1846- 
2090; 1854-2266; 1856-2031; 1876-2009; 1874-2066; 1894-2005; 1908-2266 
1909-2177; 1931-2438; 1931-2182; 1934-2061; 2161-2395; 1941-2187- 2175- 
2384; 1941-2184; 1942-2237; 1945-2241; 1970-2182; 1975-2218; 2189-2256; 
2003-2451; 1983-2239; 1985-2236; 1988-2511; 1988-2214; 1983-2170; 2005- 
2266; 2017-2256; 2037-2268; 2041-2256; 2069-2536; 2191-2689; 2052-2388- 
2052-2256; 2053-2295; 2055-2449; 2057-2253; 2083-2238; 2092-2352; 2103^ 
2693; 2129-2680; 2110-2354; 2124-2582; 2136-2417; 2153-2*01 
265/LI: 1072889. 15 :2001MAY17 || 1945-2057; 1950-2076; 1951-2079; 1951-2076- 
1980-2082; 1983-2076; 1985-2076; 1985-2073; 1985-2040; 1988-2051; 2000- ' 
2076; 2010-2083; 2011-2080; 1942-2076; 1763-2076; 1766-2076; 1765-1896 
1767-2081; 1769-2074; 1775-2080; 1779-2032; 1780-1947; 1788-2074- 1788- 
2076; 1788-2060; 1791-2013; 1792-2062; 1797-2070; 1800-2076; 1801-2036- 
1800-2080; 1814-2061; 1822-2080; 1831-2030; 1831-2001; 1833-2057; 1835- 
1903; 1835-2077; 1836-2076; 1838-2074; 1840-2075; 1841-2077; 1851-2056 
1858-2076; 1859-2075; 1865-2084; 1865-2021; 1867-2085; 1866-2076; 1873- 
2076; 1875-2076; 1876-2076; 1876-2080; 1880-2066; 1881-2078; 1885-2097 
1892-2076; 1907-2006; 1909-2079; 1909-2074; 1919-2015; 1921-2076; 1944- 
2077; 1661-2038; 1663-1903; 1671-2076; 1673-2083; 1675-2076; 1674-1934 
1683-2082; 1688-2074: 1689-2074; 1692-2076; 1694-2081; 1695-2074- 1697- 
1948; 1698-2070; 1720-1948; 1728-2080; 1725-1951; 1727-2077; 1727-2076 
1733-2060; 1741-2076; 1752-2074; 1749-2079; 1750-2074; 1750-2006; 1698- 
1784; 1751-2091; 1699-2074; 1701-2076; 1751-2074; 1754-2081; 1703-2079- 
1765-1980; 1703-2076; 1753-2076; 1703-1980; 1704-2076; 1710-1959- 1712- 
2076; 1715-1951; 1716-2095; 1718-1953; 1758-2079; 1757-2078; 1761-2076 
1301-1603; 1302-1536; 1313-1536; 1316-1588; 1322-1569; 1331-1729; 1331- 
1504; 1338-1721; 1340-1535; 1352-1581; 1367-1585; 1376-1660; 1396-1561 
1391-1647; 1408-1600; 1412-2041; 1431-1876; 1431-1588; 1433-1582; 1422- 
1665; 1430-1764; 1424-1682; 1425-1702; 1426-2034; 1434-1726; 14*1-1835- 
1440-1693; 1450-1901; 1473-1682; 1482-1592; 1484-1757; 1472-1610; 1481- 
1752; 1485-1631; 1496-1744; 1494-2052; 1491-2076; 1509-2076; 1497-2065 
1498-1743; 1501-1801; 1502-1753; 1506-1867; 1538-1845; 1528-2033; 1533- 
1648; 1542-1743; 1553-1797; 1559-1814; 1569-1676; 1585-2038; 1596-2076 
1595-2015; 1595-1697; 1607-2076; 1610-2076; 1610-2079; 1610-2081- 1611- 
2076; 1612-2076; 1618-2078; 1619-2038; 1618-1861; 1618-1849; 1620-2077- 
1623-1870; 1627-2081; 1628-2077; 1627-1804; 1640-2083; 1645-2076; 1640- 
2077; 1651-1855; 1651-1883; 1654-2083; 1655-2076; 1655-1905; 1658-2074- 
1660-2076; 1660-2078; 1662-2022; 1661-1904; 976-1313; 981-1582; 981-1218- 
981-1234; 981-1156; 1005-1111; 1027-1309; 1029-1586; 1029-1292; 1029-1286- 
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1498- 1234-1554; 1242-1492; 1243-1356; 1252-1480; 1252-1504; 1254-1525; 
1256ll533; 1258-1612; 1257-1526; 1258-1534; 1260-1527; 1259-1503; 1259- 
1464; 1262-1323; 1265-1490; 1265-1415; 1273-1486; 1291-1571; 339-773; 342- 
425-342-670; 362-648; 375-663; 388-623; 400-655; 416-666; 426-623; 414- 
67 7 ; 432-681; 464-715; 477-527; 483-1150; 501-643; 495-666; 525-659; 536- 
609- 556-1154; 572-1191; 574-874; 580-1058; 598-1132; 597-858; 606-873; 
6221859; 614-lo47 ; 631-il91; 635-1132; 636-869; 653-1045; 660-910; 660-884; 
674-1062; 676-940; 664-922; 667-909; 672-908; 688-872; 676-894; 677-1294; 
679-900; 690-930; 738-1112; 739-1131; 743-1027; 759-974; 764-1016; 761- 
1006 767-823; 774-1073; 787-1054; 795-1379; 806-1324; 809-1088; 809-1085; 
809-1033- 833ll324; 833-1311; 839-1214; 840-1375; 840-1264; 842-1161; 852- 

1110 842-1375; 853-1359; 855-1125; 858-1130; 861-1129; 875-1032; 864-914; 
871 1438- 877-ll20; 897-ll56; 900-1469; 915-1104; 904-1142; 921-1139; 921- 
lIoO 922-U98; 922-1136; 912-1153; 925-1293; 918-1177; 931-1221; 940-1172; 
943 1221 943-ll90; 952-1221; 953-1232; 956-1282; 951-1450; 952-1230; 967- 

1111 966-1055 971-1192; 973-1216; 975-1211; 965-1400; 967-1396; 967-1443; 
9 2 66 3 -l219 lll-llll; 972-1536; 1-445; 1-177; 45-185; 66-179; 66-186; 66-207; 
66-423- 66-180; 66-193; 66-177; 66-178; 66-176; 66-364; 68-177; 129-448, 
191-313-193-569; 224-441; 239-436; 255-453; 255-513; 257-538; 261-623; 
261-486- 262-499 265-515 268-524; 277-562; 277-579; 264-513; 279-523; 
281-639!- 289-607 296-626; 296-456; 296-428; 296-405; 297-740; 297-778; 
297-673- 297-425; 303-400; 289-529; 305-568; 306-603; 307-394; 308-411; 
311-583- 310-533; 311-382; 296-410; 311-635; 311-607; 311-587; 311-566; 
Ill-Ill' 311-493 311-449 311-455; 311-430; 311-424; 311-413; 311-405; 
3U-392- 311-390 311-432; 311-411; 311-567; 311-362; 316-558; 316-570; 
319-607; 320-504!- 308-568; 322-677; 322-699; 311-492; 324-581; 331-547; 
•jon cqc. 131-568; 339-578; 170-233; 226-309 
266;Ll!i0^480 l:2001MAY17 || 1289-1454; 1034-1384; 671-1375; 671-765, 477- 

^7^79555 1-2001MAY17 II 856-1334; 519-1295; 4-1132; 409-1064; 724- 
10l9; 670-1049; 564-1^77 604-1046; 747-1046; 879-1045; 826-1046; B01-1046, 
49l-i046; 591-lo30; 460-1030; 453-1022; 427-977; 466-964; 674-957; 450-932; 
394-947-444-945; 212-945; 793-930; 688-864; 437-805; 528-791; 238-779; 
llt-ltl', 1-743; 620-703; 93-682; 179-620; 377-541; 379-484; 1-426; 169-396 
268/LI:1084992.28:2001MAY17 || 221-782; 412-791; 525-785; 652-783; 1-537; 

269/LI- 1085472 5:2001MAY17 || 1-386; 1-548; 68-694; 179-606; 204-866; 323- 
636 ^27-^9; 445-998; 458-998; 491-856; 497-786; 791-1209; 845-1234; 899- 
1521-985-1154; 990-1217; 1009-1207; 1045-1548; 1049-1651; 1049-1445; 1128- 
1625- 1130-1261; 1186-1724; 1188-1421; 1240-1573; 1290-1594; 1305-1572; 
"?ill990. 146 0 ll951; 1554-1724; 1564-2136; 1702-2133; 1744-2140; 1751- 
2270; 1782-2258; 1792-2253; 1809-2085; 1836-2253; 1904-2253; 1929-2253; 
19521-2253- 2090-2694; 2097-2253; 2097-2688; 2179-2253; 2415-2823; 2546- 
2861- 2550-2949; 2550-2672; 2550-3074; 2550-2935; 2550-2878; 2550-2761; 
2550^2748- 2550-2738; 2550-2727; 2550-2658; 2550-2645; 2550-2626; 2550- 
2604-2550-2616; 2550-3028; 2550-2736; 2571-2815; 2577-3174; 2577-2724; 
259813145- 2604-2992; 2617-3022; 2617-3103; 2625-3277; 2647-2919; 2717- 
2874- 2720-2938; 2766-3170; 2766-3014; 2769-3254; 2769-3011; 2772-3063; 
27871-2937- 4024-4573; 4024-4761; 4029-4283; 4146-4762; 4162-4761; 4208- 
4762- 4267-4771; 4279-4755; 4287-4762; 4291-4771; 4329-4762; 4382-4627; 
4442^4763- 4503-4771; 4516-4637; 2798-3416; 2808-3023; 2819-3043; 2827- 
3131- 2830-3199; 2846-3083; 2866-3428; 2889-3145; 2906-3520; 2925-3122; 
293613414- 2951-3185; 2974-3216; 2986-3238; 2997-3131; 2999-3271; 3004- 
3149- 3025-3407; 3068-3505; 3068-3325; 3070-3539; 3072-3325; 3073-3446; 
307413567- 3077-3230; 3090-3542; 3091-3421; 3136-3368; 3143-3410; 3171- 
3629- 3171-3380; 3173-3403; 3194-3477; 3214-3901; 3219-3411; 3223-3500; 
323ll3620- 3231-3487; 3233-3455; 3275-3523; 3291-3715; 3297-3770; 3307- 
3699; 3322-3604; 3321-3562; 3357-3522; 3367-3701; 3384-3810; 3389-3804; 
3390-3594- 3393-4007; 3395-3836; 3411-3729; 3419-3952; 3433-4009; 3432- 
3619; 3442-3580; 3452-3957; 3475-3734; 3479-4005; 3521-3735; 3535-3812; 
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3561-3810; 3562-3799; 3564-4032; 3564-3819; 3571-3821; 3571-4052- 3578- 
4045; 3579-4101; 3582-4040; 3581-3963; 3589-4047; 3584-3866; 3586-4044 
3587-3834; 3589-4044; 3589-4040; 3599-4045; 3601-4043; 3604-4045; 3606- 
4006; 3606-4043; 3607-4045; 3607-4037; 3609-3879; 3611-4045; 3611-3969- 
3611-4040; 3613-4045; 3549-3833; 3569-3944; 3560-3964; 3561-3971; 3570- 
3968; 3647-3935; 3576-3970; 3580-3974; 3581-3966; 3582-3969; 3591-4063 
3660-4103; 3597-3969; 3597-3920; 3600-4027; 3604-3881; 3650-4004; 3688- 
4183; 3655-3932; 3656-3904; 3695-3930; 3664-3900;' 3665-3970; 3670-4009 
3704-3824; 3677-3937; 3721-3989; 3733-3952; 3680-3981; 3707-3980; 3709- 
4004; 3746-4331; 3718-4004; 3720-4103; 3718-3965; 3718-3964; 3705-3972' 
3714-3967; 3767-4004; 3768-4009; 3770-4007; 3799-4004; 3819-4009- 3831- 
4009; 3831-4008; 3809-3981; 3879-4046; 3883-4150; 3834-3981; 3839-3980 
3848-3986; 3991-4296 
270/LI:1086800.7:2001MAY17 || 1704-1842; 1867-2393; 1976-2237; 2086-2372- 
2216-2493; 2334-2697; 2407-2693; 2511-2634; 3256-3736; 3388-3891; 3637- 
3868; 3771-4053; 3854-4253; 4175-4688; 4220-4714; 4331-4717; 4396-4963- 
4436-4692; 4448-4802; 4507-4778; 4551-4989; 4874-4995; 1-625; 31-518- 31- 
296; 53-191; 184-445; 396-784; 419-967; 419-914; 423-637; 534-1058- 610- 
1075; 610-961; 626-913; 756-1380; 1035-1615; 1384-2032; 1403 -2002 •' 1404- 
2020; 1403-1983; 1403-1665; 1403-1552; 1403-1587; 1407-1809- 1407-1667- 
1410-1694; 1584-2069; 1616-2187; 1704-2158; 1704-2121; 1704-12137- 1704- 
1891; 1757-2505; 1765-2191; 1808-2263; 1843-2212; 1879-1997; 1896-2443- 
1924-2136; 1928-2161; 1984-2484; 2020-2681; 2019-2484; 2073-2611- 2107- 
2496; 2116-2484; 2117-2491; 2198-2497; 2216-2473; 2218-2484; 2261-253Q' 
2271-2626; 2331-2489; 2342-2825; 2342-2680; 2383-2484; 2435-2991- 2408- 
2697; 2402-3179; 2463-2694; 2466-3125; 2587-3163; 2630-3211; 2666-3298' 
2805-3054; 2805-3046; 2808-3005; 2808-3021; 2898-3393; 3020-3278; 3030- 
3307; 3179-3456; 3188-3462; 3279-3465; 3319-3451; 3323-3456; 3353-3820: 
3389-3456; 3587-3840; 3612-3879; 3615-3825; 3627-3893; 3643-3918- 3663- 
3901; 3672-3975; 3692-3948;. 3783-4173; 3783-4154; 3783-4024; 3838-4061 
3854-4007; 4163-4647; 4174-4581;. 4174-4530; 4174-4365; 4183-4829; 4206- 
4470; 4215-4723; 4215-4639; 4228-4421; 4229-4681; 4245-4483; 4316-4745 
4361-4800; 4369-4910; 4371-4959; 4380-4955; 4382-4664; 4406-4927- 4428- 
4943; 4434-4799; 4434-4911; 4441-4983; 4464-4917; 4474-4987; 4481-4939' 
4481-5008; 4495-4995; 4522-4968; 4534-4993; 4535-4980; 4541-4995- 4552- 
4996; 4554-4983; 4554-4947; 4554-4789; 4555-4990; 4577-4989; 4594-4995- 
4597-4995; 4612-4996; 4619-4954; 4617-4931; 4622-4853; 4624-4948; 4624- 
4995; 4651-5006; 4655-4995; 4657-4989; 4663-5013; 4682-5002; 4730-4997- 
4730-4993; 4783-4983; 4783-4955; 4784-4990; 4785-4999; 4785-4995- 4796- 
4962; 4798-4995; 4831-4997; 4846-4995; 4929-4993 
271/LI:1089871.9:2001MAY17 || 4627-4883; 4631-4802; 4642-4889; 4642-5009- 
4644-4879; 4690-4893; 4694-4965; 4699-4880; 4700-4886; 4703-4964; 4709- 
4878; 4733-5267; 4744-5011; 4744-5260; 4768-5001; 4770-5058; 4770-4961 
4791-5401; 4788-5261; 4794-5069; 4801-5012; 4835-5115; 4879-5435; 4879- 
5112; 4883-5162; 4941-5117; 4951-5245; 4956-5496; 4956-5399; 4956-5065 
4971-5065; 4973-5182; 4980-5266; 5079-5520; 5084-5367; 5139-5397- 5143- 
5416; 5169-5442; 5179-5659; 5179-5425; 5186-5467; 5115-5480; 5231-5518' 
5234-5428; 5237-5622; 5245-5539; 5246-5777; 5246-5738; 5257-5420; 5264- 
"^'".r 5278 " 5671 '" 5314 -5584;_5320-5777; 5329-5777; 5330-5595; 5338-5782; 
5360-577S; 5373-5629; 5382-56.52; iJS2-5595; 5403-5873; 5410-5666; 5425- 
5687; 5450-5828; 5473-5871; 5482-5872; 5488-5869; 5492-5743; 5523-5785^ 
3338-3825; 3396-3806; 3408-3653; 3407-3643; 3408-3929; 3408-3636; 3417- 
3550; 3427-3748; 3479-3756; 3486-3721; 3570-3834; 3643-4076; 3654-3929' 
3705-4174; 3736-4206; 3736-4264; 3774-4340; 3782-3900; 3813-4356; 3830- 
4129; 3840-4354; 3840-4103; 3851-4081; 3858-4112; 3868-4103; 3871-4145 
3880-4171; 3887-4185; 3890-4447; 3921-4182; 3920-4164; 3921-4164; 3926- 
4219; 3938-4182; 3944-4405; 3950-4477; 3965-4221; 3983-4416; 3983-4190 
3983-4388; 3983-4128; 3985-4209; 3986-4131; 3987-4446; 3989-4199; 3990- 
4425; 3991-4276; 3996-4263; 4001-4190; 4003-4190; 4003-4276; 4015-4265- 
4025-4264; 4105-4407; 4106-4274; 4106-4346; 4134-4357; 4175-4409; 4178- 
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4409- 4185-4598; 4207-4309; 4220-4453; 4309-4468; 4336-4717; 4350-4730; 
ttllUlll; 441514696; 4423-4886; 4484-4890; 4491-4856; 4498-4751; 4506- 
4966; 4509-4960; 4527-4886; 4559-4886; 4558-4799; 4567-4890; "27-4964; 1- 
611 377-936- 378-936; 378-933; 378-922; 378-836; 416-764; 533-889; 561- 
S 3 ; 649-1195; 734-4886; 756-936; 810-900; 872-936; 886-1444; 1237-1724; 
1292 1662- 1292-1564- 1479-1751; 1672-2337; 1672-2247; 1810-2037; 1834- 
2210 1858-2063; 1947-2071; 1950-2239; 2067-2407; 2177-2758; 2204-2466; 
226912872; 2271-2515; 2349-2946; 2464-2893; 2518-2738; 2535-2975; 2612- 
3053- 2615-2860; 2617-3140; 2653-2894; 3001-3452; 3035-3503; 3065-3556; 
307813396 3153l 3 402; 3197-3613; 3198-3526; 3300-3554; 3308-3512; 1-118; 
1301-1923 1823-2370 1950-2111; 2311-2952; 2608-2868; 2757-3232; 3153- 
3614-3311-3553; 3999-4321; 4056-4296; 4172-4678; 4214-4658; 4380-4845; 
4I95I4886 455414960; 524 6 l5501; 5319-5525; 5356-5827; 5384-5779; 5480- 
5777- 5523-5771; 570^-5783; 5546-5813; 5554-5832; 5562-5777; 5583-5766; 

1916-2149 1996-2242; 2036-2397; 2103-2402; 2177-2345; 2279-2391; 1-391; 
82 368 82-321 162-720; 196-457; 323-569; 459-679; 535-832; 555-1149; 555- 
llll 564-795 -'564-1051 565-1015; 564-1004; 564-1013; 564-1155; 564-1074; 
III 1038 5641977- 565-1173; 564-1198; 584-1195; 639-935; 642-850; 659- 

8-1 2 882-1457 887-1413; 930-1453; 930-1537; 941-1464; 944-1374; 
943-1504 949-1519; 947-1612; 994-1631; 1025-1646; 1057-1146; 1098-1533; 
1098 1468; tl03 -1292; 1115-1728; 1120-1694; 1149-1650; 1226-1800; 1246- 
1S03- 1288-1928- 1301-1783; 1306-1857; 1315-1784; 1350-1737; 1352-1465; 
llll'-llll W57ll898; 136 3 ll784; 1388-1784; 1424-1933; 1433-1733; 1494- 
1121- 1524-1939; 1532-1784; 1533-2006; 1568-1784; 1568-1968 ; 1673-1862 ; 
^78712339; 1806l 2 347; 1806-2397; 1806-2149; 1836-2091; 1845-2149; 1845- 
2148- 1858-2020- 1879-2354; 1879-2361; 1892-2342; 1923-2149; 1930-2403; 
I930I217II 194412207; 199212374; 2012-2265; 2022-2397; 2024-2404; 2027- 
2291-2036-2394; 2044-2397; 2077-2397; 2119-2354; 2119-2402; 2149-2391; 
2160l2391; 2188-2399; 2199-2359; 2206-2400; 2206-2395; 22^9-2402 
273/LI 1143463 8:2001MAY17 || 890-1571; 1047-1621; 1103-1767; 1190-1540; 
1296^935* 217012329; 3274-3650; 3419-3486; 3462-3638; 3659-3773; 3843- 
4062; 3906-4171; 4263-4519; 4304-4670; 4355-4622; 4412-4677; 4445-5117; 
448814666; 475714941; 4759-5133; 4811-5128; 4842-5067; 4847-5081; 4879- 
5128- 4885-5300; 4928-5340; 5068-5515; 5068-5323; 5069-5490; 5162-5569; 
517315540 521415360; 79-784; 170-809; 173-817; 207-813; 241-738; 274-872; 
279 B5 315-432; 362-977; 360-999; 376-768; 386-1176; 393-1075; 397-1042; 
473-1144; 528-1193; 587-1284; 626-1212; 630-1249; 1-522; 650-1193; 654- 
tl93 692-1418; 728-827; 1-219; 16-281; 748-1328; 783-1340; 803-1450; 15- 
642 839-1432; 15-320; 850-1294; 15-611; 10-419; 16-594; 893-1572; 965- 
1643-994-1193; 989-1598; 1055-1693; 1060-1299; 17-240; 1071-1561; 1077- 
1621- 1092-1441; 17-285; 1113-1806; 1131-1884; 18-305; H65-1302; 1176- 
1410- 1193-1760 1200-1638; 1217-1775; 1223-1848; 1269-1869; 1299-1883; 
^12032 1360ll69O; 18-209; 28-548; 35-479; 37-507; 39-646; 5234-5631; 
5237-5631 5241-5742 5246-5807; 5252-5631; 5284-5631; 5286-5840; 5293- 
5616; 5300-5480; 5317-5616; 5347-5620; 5349-5622; 5356-5772; "69-5738; 
5374l57l8; 5400-5564; 5406-5617; 5463-5779; 5481-5616; 5497-5617; 5706- 
5768-5009-5128; 5016-5563; 5018-5455; 5019-5576; 5019-5455; 5023-5300, 
502915393; 5038-5302; 5059-5627; 5068-5459; 5068-5495; 5068-5507; 5068- 
5494- 5068-5285; 5068-5517; 5068-5286; 5068-5428; 5068-5496; 5068-5445 
506815539; 5068-5485; 5068-5556; 5068-5426; 5069-5550; 5068-5498; 5068 
5497; 5068-5484; 5068-5345; 5068-5583; 5068-5408; 5069-5566; 5068-5492 
5068-5551; 5069-5514; 5140-5302; 5147-5629; 5152-5626; 5162-5370; 5162 
5591; 5164-5568; 5162-5275; 5176-5736; 5187-5631; 5214-5325; 5214-5631 
521515563; 5221-5566; 4609-5064; 4629-4871; 4629-4873; 4704-5029; 4704 
5164-4720-5128; 4729-4979; 4730-5147; 4730-5128; 4489-4669; 4730-4996 
4730l5009; 4757-4993; 4757-5294; 4759-5003; 4492-4728; 4759-5149; 4515 
4853-4514-4984; 4760-5129; 4765-5231; 4805-5218; 4810-5228; 4809-5011 
4820l5343; 4821-5056; 4831-5219; 4841-5069; 4843-5032; 4844-5305; 4845- 
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5128; 4846-5224; 4847-5128; 4858-5219; 4877-5128; 4879-5129; 4878-5128; 
4517-4821; 4881-5303; 4881-5219; 4885-5128; 4516-4676; 4903-5128; 4907- 
5302; 4939-5393; 4950-5298; 4972-5325; 4529-4812; 4566-4855; 4586-5087; 
4602-4860; 4992-5302; 5009-5263; 3915-4140; 3917-4098; 3924-4109; 4098- 
4441; 4099-4457; 3935-4225; 4119-4307;* 4122-4644; 4122-4711; 3959-4298; 
3963-4468; 4151-4263; 4014-4633; 4016-4203; 4157-4310; 4029-4204; 4045- 
4194; 4046-4428; 4056-4496; 4159-4611; 4080-4674; 4092-4350; 4096-4323; 
4099-4458; 4159-4538; 4159-4633; 4162-4376; 4201-4659; 4226-4509; 4235- 
4777; 4235-4510; 4236-4480; 4243-4494; 4269-4669; 4273-4518; 4271-4446; 
4288-4547; 4291-4676; 4305-4568; 4312-4619; 4334-4614; 4347-4713; 4357- 
4613; 4357-4419; 4384-4457; 4411-4523;- 4419-4909; 4431-4673; 4441-4662; 
4445-4994; 4456-4676; 4470-4641; 4473-4710; 4480-4950; 4486-5061; 2177- 
2624; 2184-2627; 2188-2583; 2203-2623; 2223-2625; 2251-2624; 2258-2618; 
2266-2575; 2315-2624; 2321-2618; 2332-2676; 2397-2637; 2409-2624; 2409- 
2622; 2425-2624; 2440-2612; 2471-2617; 2569-2849; 2569-2754; 2569-3071; 
2585-3166; 2696-2899; 2734-2949; 2739-3036; 2744-3133; 2883-3116; 2916- 
3146; 2916-3142; 2947-3158; 3008-3612; -3027-3165; 3139-3307; 3147-3240; 
3152-3690; 3156-3599; 3161-3491; 3163-3446; 3210-3456; 3242-3321; 3310- 
3942; 3399-3596; 3418-3486; 3443-3697; 3453-3684; 3461-4098; 3488-3754; 
3503-3740; 3572-4219; 3685-3829; 3695-3932; 3707-3901; 3727-3927; 3843- 
4099; 3848-4072; 3855-4091; 3886-3976; 3900-4128; 1370-1621; 1393-2015; 
1399-1941; 1405-1790; 1419-2044; 1434-1851; 1446-1829; 1451-1934; 1470- 
1711; 1487-2053; 1497-1885; 1502-2054; 1515-2281; 1532-2178; 1561-2215; 
1571-2033; 1573-1852; 1613-2149; 1620-2123; 1722-2127; 1733-2151; 1758- 
2357; 1743-2369; 1811-2352; 1837-2240; 1892-2133; 1933-2520; 1965-2630; 
1977-2559; 1998-2486; 2007-2346; 2019-2628; 2024-2217; 2029-2662; 2030- 
2300; 2072-2617; 2121-2579; 2139-2622; 2152-2625; 2155-2622; 2163-2622; 
2167-2624; 2174-2618; 1360-1566; 2173-2329 

274/LI: 1144466. 1:2001MAY17 || 1052-1581; 1154-1455; 1232-1689; 1319-1664; 
1458-1678; 1530-1620; 1965-2223; 1973-2194; 1980-2191; 2115-2167; 1-193; 1- 
444; 134-707; 148-659; 154-715; 295-446; 407-818; 458-1048; 458-881; 458- 
870; 458-1015; 458-875; 458-792; 458-939; 458-905; 458-984; 458-934; 458- 
986; 458-1008; 460-659; 498-768; 611-1099; 608-1286; 607-1089; 655-1315; 
656-1275; 660-1253; 670-939; 670-947; 671-1350; 671-1263; 670-1302; 670- 
1192; 670-1152; 670-1160; 670-1081; 671-1271; 671-1238; 674-998; 701-1257- 
712-951; 718-1205; 723-1226; 735-1252; 744-1260; 768-1359; 767-1367; 815-' 
1426; 857-1500; 885-1515; 892-1513; 955-1158; 973-1563; 996-1580; 1013- 
1458; 1020-1561; 1023-1311; 1023-1307; 1056-1710; 1050-1563; 1053-1580; 
1104-1532; 1106-1523; 1134-1372; 1176-1543; 1219-1679; 1227-1664; 1217- 
1578; 1232-1487; 1277-1662; 1290-1678; 1310-1664; 1329-1664; 1391-1664; 
1425-1679; 1445-2076; 1459-1664; 1451-1580; 1467-1664; 1483-1679; 1495- 
2041; 1546-1664; 1690-2093; 1958-2182; 1960-2194; 1968-2223; 1973-2173; 
1973-2218; 1973-2204; 1973-2201; 1980-2030; 1980-2188; 1980-2099; 2069- 
2200; 2078-2207; 2099-2201; 2143-2201 

275/LI:1170624.2:200lMAY17 || 1-468; 30-523; 30-579; 30-657; 176-365; 237- 
799; 257-538; 386-799; 502-903; 631-1136 

276/LI:1171602.39:2001MAY17 || 1-191; 1-196; 1-214; 30-703; 120-700- 378- 
606 

27yLI:1182361 :; 3:200lMAY17 || 1-600; 1-260; 2-221; 1-605; 1-621; 1-483; 1- 
484; 1-475; 1-377; 1-537; 1-635; 39-694; 56-441; 73-651; 196-750; 165-674- 
164-669; 210-695; 234-511; 284-737 

278/LI:1188194'.15:2001MAY17 || 705-994; 746-1005; 1317-1629; 1317-1613; 
1317-1377; 1317-1428; 1-588; 18-604; 74-533; 202-793; 207-804; 240-804; 
260-448; 276-448; 316-841; 313-930; 317-1030; 317-829; 344-911; 336-973; 
343-1008; 347-993; 347-448; 379-946; 634-1003; 628-1007; 727-903; 731-962; 
734-1002; 733-1011; 746-998; 747-1012; 746-1007; 746-797; 746-1011; 755- 
996; 764-1005; 764-1037; 764-995; 764-1010; 764-996; 764-1004; 764-961; 
764-906; 764-904; 764-867; 764-863; 764-1074; 765-1007; 760-991; 761-1422; 
764-1105; 764-997; 772-900; 764-979; 764-994; 754-994; 769-1404; 772-1030; 
772-1369; 772-1004; 783-1016; 780-1011; 798-1004; 801-1004; 810-1377; 808- 
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1002- 809-1020- 815-1011; 808-1430; 815-1016; 817-994; 828-1011; 835-1483; 
111 1356 846-1518; 862-1460; 874-1002; 879-1508; 881-1476; 891-1019; 892- 
oVa «Qi'i382- 893ll525- 895-1492; 911-1437; 908-1515; 907-1464; 917-1529; 
Il5 ; i603 928ll411; 933-991; 936-1410; 939-1002; 953-1460; 963-1549; 962- 
1503 1150-1591 1308-1707; 1311-1808; 1312-1664; 1311-1871; 1311-1870; 
llll'-llsl 131711389; 1317ll836; 1317-1679; 1317-1767; 1317-1516; 1317- 
^17-1653; 1317-1383; 1317-1372; 1317-1590; 1317-1579; 1317-1568; 
nn'l622- 1356-1807; 1384-1988; 1414-1771; 1593-1717 

??i/TI 1189195 7 MAY17 || 740-1224; 756-965; 791-1418; 801-1021; 811- 

ll?9 AlAlll 973-1484; 1012-1117; 1024-1420; 1024-1245; 1029-1234; 1035- 

S«-1?26, 1203-1459; 1212-1491; 1225-1756; 1226-1612; 1226-1584; 
^7?'l498 1417ll623; 1481-1722; 1488-1722; 1558-1722; 1558-1984; 1578- 
llll lllk-ltll- 1-350; 38-602; 38-573; 38-565; 38-429; 38-299; 49-685; 93- 
^86 96-517 104-610; 112-352; 177-655; 178-710; 178-576; 188-646; 188-603; 
llt\lt 206-681- 206-474; 207-648; 212-657; 238-613; 238-677; 238-671; 
lll'lll' 238-668 238-535; 238-450; 240-596; 240-414; 264-821; 

330-694- 344-892 346-887; 346-733; 349-919; 360-978; 373-841; 379-981; 

3 Q II ' 388-845- 391-845; 409-816; 434-824; 437-939; 448-845; 456-953; 
lllstl- Ill-Ill'; 471-848 472-951; 478-937; 479-755; 480-845; 485-907; 
til ill' tlt-lll- 515-966; 537-950; 539-1212; 549-938; 552-951; 560-1004; 
til o^V til 828 580-950 597-1116; 632-1214; 646-963; 651-1224; 650-1084; 
6^:^17; 69o!i?87; 6 9 l-?i20; 696-1224; 699-1102; 703-1121; 711-1223; 716- 
1240 

XSS'.SSSS^MSSSS'll^ili^. 302-466; 394-1014; 394 944; 412 
?025 451-985 ; 494-1066; SOslllOS; 519-1107; 528-1105; 541-1110; 581-1063; 
III liol 614lli22; 634ll077; 639-1105; 639-1106; 640-1098; 641-1105; 646- 
^ll 6 ! 2 -844- 646lll04; 656-1122; 660-1105; 671-1105; 672-1104; 673-1122; 
111 1011 ItolllOS- 67811105; 680-1125; 692-1105; 698-1105; 703-1105; 717- 
?I 2 3 ?2i-l!l3; 742-1105; 799-1105; 824-1105; 842-1113; 871-1108; 870-1106; 
lll 937-ll02- 936-1101; 1-562; 19-560; 19^559; 19-544; 19-416; 19- 

39 65-556 119 64 4 f 137-679; 227-379; 242-729; 242-673; 245-733; 249-463; 
2481799; 269-532; 269-531; 269-810; 272-547; 284-596 
2 4 82/ L I:l44233.1:2001M A Y17 || 1-235; 1-242; 1-232; 7-23 
283 /I<I : 154608 . 1 : 2001MAY17 || 1-239; 1-255; 1-463; 53-341, 83-374, 2.1V, 

? 2 B ^ 4 i7ri01 7 l 0 2001^Y17^ri:f93; 80-578; 80-360; 164-575; 166-438; 352- 
539 111 loss! J 492-57^; Isl-SSi; 492-926; 663-889; 680-1160; 812-1100; 840- 

590-112l! 592185876^-924; 686-1082; 744-1082; 747-1070; 868-1070; 914- 

^1/1,1.193050 1-2001MAY17 II 1-637; 34-637; 48-637; 294-782; 327-567; 414- 
llt I'll 111 562-1043 -575-796; 862-1182; 884-1011; 898-1040; 933-1197; 
1083 lltl li21-1378 1121-1483 1330-1489; 1330-1487; 1407-1487; 1426- 
llll ^26-1912- 17li-2085; 1793-1960; 1793-1898; 1793-1953; 1793-2259; 
^793' 2 14? ^9?ll884 180312017; 1822-2101; 1822-2217; 1847-2288; 1857- 
9309 1872-2332- 1886-2330; 1888-2183; 1896-2328; 1898-2322; 1916-2328; 
196712321; M6-££>, Ssi^Ol, 2000-2233; 2032-2322; 2055-2295; 2084- 

^^xf^^^L^S || 1-598; 1B5-392; 185 607 439-1303; 452 1155; 
con im. kai R93-1155- 1022-1292; 1029-1220; 1121-1694; 1177-1735, 

6 I 195 4 1249-1746f 1254-1654; 1315-1694; 1320-1744; 1320-1820; 1323- 
1703; 1336-1889; 1357-1740; 1358-1704; "59-1703; 1416-1879; 1370-1650. 
;„„ io 10 . 1379-1951- 1391-1900; 1419-1892; 1445-1654; 1443-1582; 1444- 
SirSw-SSlSi-SS; 1459-1906; ^1-1901; 1466-1729; 1468-1907; 
1469ll967; 1473-1909; 1475-1943; 1475-1820; 1479-1753; 1485-1741; 1485- 
1772; 1486-1737; 1490-1947; 1492-1942; 1494-1946; 1495-1755; 1495-1739, 
149 8 ll950; 1502-1950; 1507-1947; 1509-1777; 1514-1949; 1516-1907; 1516- 
1794; 1519-1764; 1525-1941; 1535-1953; 1536-1793; 1557-1947; 1559-1822, 
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1561-1937; 1573-1945; 1576-1654; 1581-1944; 1585-1945; 1594-183*- 1595- 
1946; 1597-1852; 1599-1784; 1605-1950; 1610-1947; 1609-1936; 1619-1947- 
1620-1938; 1620-1796; 1646-1950; 1745-1939; 1454-1845; 1453-1929- 1151- 
1835; 1399-1826; 1485-1948 

288/LI: 199639.12 :2001MAY17 || 1332-1596; 1340-1629; 1387-1792- 1385-1843- 
1394-1700; 447-681; 1396-1700; 1401-1791; 1402-1701; 1405-1701- 473-709- ' 
1406-1798; 1411-1697; 1418-1856; 1414-1700; 1415-1791; 1415-1751- 521-733- 
724-1252; 1418-1788; 791-1067; 953-1132; 956-1071; 1060-1465; 1060-1253- 
1086-1696; 1148-1253; 1156-1765; 1180-1272; 1182-1272; 1185-1597; 1418- 
1730; 1418-1728; 1191-1682; 1207-1540; 1216-1677; 388-489; 403-669- 406- 
508; 411-655; 412-687; 416-668; 417-785; 428-858; 428-743; 430-732- 441- 
1231; 1-354; 25-343; 114-638; 160-659; 209-459; 359-611; 387-735; 388-591- 
388-522; 1794-1951; 1804-2061; 1808-2365; 1811-2044; 1817-2098; 1820-2340- 
1825-2321; 1834-2082; 1841-2125; 1852-2040; 1858-2079; 1858-2069; 1878- 
2128; 1883-2128; 1903-2134; 1903-2196; 1915-2163; 1922-2144; 1924-2379- 
1926-2376; 1928-2379; 1931-2130; 1944-2186; 1947-2337; 1952-2375; 1958- 
2376; 1960-2147; 1961-2376; 1970-2376; 1964-2398; 1965-2398; 1984-2376' 
1988-2375; 2000-2381; 2011-2381; 2060-2373; 2142-2389; 2188-2310- 2258- 
2376; 2317-2369; 1418-1703; 1418-1701; 1418-1698; 1418-1697; 1418-1564 
1418-1692; 1418-1828; 1418-1682; 1422-1649;, 1429-1609; 1418-1674- 1418- 
1604; 1418-1557; 1435-1734; 1418-1525; 1418-1516; 1436-1704; 1436-1699 
1442-2048; 1448-1716; 1451-1869; 1456-1703; 1456-1702; 1456-1663- 1453-' 
2049; 1464-1779; 1469-1858; 1418-1481; 1470-1663; 1475-1663; 1493-1663 
1470-1873; 1495-1760; 1500-1663; 1507-1866; 1509-2010; 1527-2168; 1537- 
1831; 1551-1697; 1470-1831; 1471-1700; 1472-1841; 1564-1758; 1567-1792' 
1569-2175; 1581.-1819; 1585-1865; 1591-1810; 1591-2114; 1616-1706- 1633- 
2201; 1636-1855; 1670-2126; 1674-2101; 1679-2276; 1685-1860; 1687-2299- 
• 1688-2257; 1692-1865; 1709-2120; 1709-1959; 1746-1863; 1746-1823; 1756- 
2008; 1762-2113; 1795-2244 

•289/1,1: 200058. 6 :2001MAY17 || 28-527; 1-506; 1021-1647; 1143-1639- 1069- 
•1610; 839-1434; 1018-1397; 733-1395; 896-1233; 927-1233; 777-1225- 799- 
1226; 710-1135; 710-1121; 404-1013; 633-1010; 461-996; 710-939; 260-928- 
484-908; 381-898; 293-867; 353-851; 363-840; 275-835; 175-785; 120-770;' 
172-757; 299-751; 147-645; 26-587; 81-577; 1-566 
290/LI: 201374. 23 :2001MAY17 || 1-607; 1-532; 64-422 

291/LI:201824.1:2001MAY17 || 5-492; 1143-1421; 1435-1606; 2079-2282- 2079- 
2263; 2104-2443; 2208-2634; 2343-2587; 2468-2726; 2509-2734; 2629-2870- 
2747-3031; 2787-3010; 2884-3294; 2952-3185; 3099-3702; 3141-3465- 3224- 
3380; 3437-3717; 3526-3717; 3584-3743; 1-492; 267-966; 268-726; 268-829- 
582-1277; 671-1407; 753-1267; 758-1340; 885-1494; 885-1075; 903-1443- 913- 
1547; 930-1213; 936-1422; 1020-1615; 1024-1472; 1043-1573; 1133-1398- 1151- 
1606; 1253-1518; 1343-1606; 1433-1606; 1529-2176; 1552-1988; 1555-1935 
2079-2407; 2079-2301; 2079-2299; 2079-2265; 2079-2260; 2079-2296- 2079- 
2238; 2079-2261; 2079-2198; 2079-2276; 2090-2174; 2104-2408; 2111-2410 
2164-2392; 2179-2448; 2317-2798; 2317-2544; 2332-2797; 2332-2404- 2354- 
2583; 2358-2964; 2358-2639; 2440-3035; 2460-2758; 2460-2729; 2475-2702- 
2484-2726; 2494-2748; 2494-3135; 2566-2814; 2586-2743; 2599-2887; 2621- 
2849; 2637-2893; 2642-3088; 2642-2850; 2659-2939; 2673-2746; 2702-2970- 
2708-2882; 2757-3268; 2787-3174; 2806-3203; 2802-2947; 2818-3239- 2818-' 
J101; 2904-3220; 2911-3162; 2923-3155; 2952-3367; 2968-3236; 2982-3205 
3003-3298; 3011-3202; 3024-3234; 3101-3370; 3102-3380; 3112-3309; 3130- 
3711; 3135-3386; 3143-3424; 3168-3678; 3202-3707; 3224-3429; 3227-3501 
3265-3561; 3280-3745; 3280-3742; 3285-3738; 3286-3696; 3291-3752- 3297- 
3744; 3301-3530; 3307-3713; 3308-3749; 3322-3743; 3325-3590; 3329-3749- 
3349-3712; 3356-3644; 3356-3627; 3384-3738; 3400-3738; 3413-3753; 3412- 
3654; 3419-3741; 3429-3743; 3429-3689; 3436-3729; 3436-3726; 3472-3743- 
3475-3735; 3494-3738; 3505-3716; 3559-3722; 3563-3761; 3578-3749- 3579^ 
3747; 3589-3738; 3599-3743; 3660-3738 
292/LI: 201989. 11 :2001MAY17 || 780-1316; 876-1306; 907-1332; 916-1293- 959- 
1306; 989-1311; 1034-1307; 1121-1293; 827-1436; 631-13.68; 1132-1330 ;' 1113- 
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1327- 628-1324; 1204-1319; 1074-1318; 750-1323; 1001-1315; 1065-1311; 862- 
1310- 915-1309; 942-1311; 851-1309; 693-1310; 967-1309; 808-1306; 905-1308; 
907-1308- 948-1306; 970-1308; 1014-1306; 1026-1306; 1241-1306; 1247-1306; 
910-1307- 970-1307; 885-1306; 972-1306; 1113-1311; 852-1305; 951-1301; 946- 
1301; 900-1298; 898-1298; 757-1307; 947-1295; 989-1294; 911-1293; 1011- 
1292- 733-1312; 812-1298; 940-1291; 1116-1288; 959-1282; 863-1298; 1109- 
1286'; 691-1247; 1013-1241; 1091-1240; 1045-1235; 538-1183; 914-1160; 1012- 
1135- 565-1127; 783-1110; 584-1110; 495-1042; 810-1007; 453-998; 520-989; 
625-989- 528-980? 768-970; 705-923; 440-896; 253-893; 428-887; 722-877; 
590-874; 288-860; 365-848; 599-838; 585-805; 729-793; 457-786; 577-773; 
630-770; 538-709; 43-604; 217-494; 19-454; 20-454; 19-397; 276-359; 14-292; 

S^iUMSi-I-i"^ 2 " 1-619; 75-734; 507-733; 507-716; 540-733; 

29!/Il 3 204818.10:2001MAY17 || 1-556; 124-700; 151-400; 151-361; 159-725; 
209-556-293-830; 335-789; 174-614; 544-1070; 544-768; 621-917; 638-919; 
fiRQ 974- 740-1303; 961-1446; 983-1137; 407-659 

295/LI 2048337. 1:2001MAY17 || 1390-2016; 1400-2016; 1533-2016; 1444-2014; 
1339-1958; 1123-1780; 1567-2016; 1469-2018; 1629-2040; 1701-2163; 1709- 
2128-1752-2123; 1639-2121; 1699-2121; 1775-2121; 1886-2121; 1653-2119; 
151512110; 169912108; 1493-2104; 1508-2104; 1466-2101; 1527-2077; 1599- 
2049-1451-2049; 1494-1770; 1204-1758; 1128-1649; 1203-1479; 755-1302; 503- 
923 575-883; 574-883; 238-865; 306-871; 239-867; 341-863; 239-779; 129- 
778- 239-776; 130-739; 73-730; 124-725; 194-715; 99-708; 44-709; 49-691; 
?3ql641- 239-617; 145-551; 1-531; 239-459; 239-369; 22-252; 77-163 
296/1,1:2049697.4:2001^17 || 1052-1314; 1267-1501; 127 0-1970; 1282-1501; 
1-298- 11-349; 203-660; 214-709; 233-571; 235-345; 237-642; 238-558; 256- 
642- 274-518; 301-874; 419-651; 424-893; 440-894; 457-889; 470-886; 479- 
906- 483-796 485-894; 563-886; 565-888; 604-893; 625-893; 636-890; 810- 
1002- 958-1306; 1023-1270; 1030-1333; 1164-1392; 1177-1367; 1187-1501; 
1222ll500; 1262-1501; 1270-1453; 1270-1907; 1270-1898; 1270-1501; 1270- 
1905- 1271-1501; 1282-1500; 1314-1481; 1335-1404; 1409-1501; 1437-1501; 
1452ll90T; 1447-2049; 1663-2102; 1685-2100; 1794-2094; 1795-2094; 1801- 
2109- 1812-2060; 1815-2094; 1815-2098; 1815-1978; 1815-1905; 1819-2000; 
181912097- 1831-2097; 1893-2097; 1919-2047; 1942-2097 

297/LI: 2050808. 19 :2001MAY17 || 783-1021; 867-1215; 896-1203; 913-1239; 
1055-1238; 798-1234; 931-1241; 981-1241; 794-1240; 801-1239; 801-1238; 889- 
1238- 1125-1238; 806-1237; 943-1237; 731-1231; 803-1223; 813-1223; 877- 
1218- 813-1222; 942-1218; 756-1217; 745-1217; 848-1217; 478-1213; 911-1213; 
804-^213 797-1213; 814-1213; 840-1213; 808-1213; 1080-1204; 812-1210; 768- 
1206; 796-1206; 912-1203; 772-1202; 1044-1200; 690-1198; 786-1183; 937- 
1179- 838-115 8 ; 746-1115; 706-1113; 684-1106; 706-1109; 706-1105; 705-1096; 
706-1097; 619-1081; 785-1063; 427-1048; 711-1015; 747-994; 433-909; 657- 
881; 545-887; 433-860; 433-850; 535-836; 285-832; 380-842; 201-818; 581- 
823- 476-754; 373-747; 180-740; 200-713; 304-704; 201-704; 179-698; 180- 
695- 352-690; 228-689; 413-688; 130-685; 226-665; 400-633; 372-642; 87-568; 
15-575; 1-568; 284-497; 180-470; 180-449; 214-462; 361-424; 179-362; 192- 

298/Ll!209773.25-2001MAY17 || 197-960; 415-1089; 1-950; 248-892; 504-776 
299/LI:2117881.32:2001MAYl7 || 1-620; 330-757; 836-1181; 182-743; 182-782; 
182-699; 182-425; 209-814; 314-694; 317-445; 399-617; 563-792; 739-1296; 
781-1257; 965-1222; 965-1268; 986-1205; 999-1280 „ OQ „ 

300/LI:2118140.9:2001MAY17 || 452-891; 463-581; 513-1164; 820-1411; 994- 
1449; 1113-1706; 1335-1697; 1396-1697; 1465-1697; 1590-1697; 1-580; 1-130; 
2-576; 4-580; 3-112; 2-567; 12-576; 13-581; 33-576; 37-579; 41-512; 67-581, 
63-583- 63-576; 420-577; 439-580; 439-581; 445-581; 452-943; 452-1038; 452- 
580; 452-828; 452-706; 452-936; 455-572; 452-990; 460-580; 463-580; 476- 
1333- 512-1119; 531-1128; 578-780; 598-788; 659-898; 820-1407; 878-1378; 
933-1547- 954-1421; 1014-1591; 1009-1546; 1038-1657; 1029-1307; 1054-1621; 
1146-1461; 1158-1699; 1279-1697; 1308-1697; 1366-1697; 1373-1697; 1393- 
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1845; 1395-1697; 1401-1702; 1413-1738; 1428-1697; 1433-1697; 1465-1688- 
1526-1697; 1569-1697; 1573-1697; 1576-1697 ' 
301/LI : 2118151. 15 :2001MAY17 || 6118-6612; 6123-6601; 6130-6604; 6157-6327- 
6184-6875; 6190-6435; 6201-6575; 6213-6321; 6223-6874; 6273-6566; 6278- ' 
6863; 6285-6813; 6286-6828; 6295-6790; . 6319-6838; 6414-6842; 6409-6874 
6412-6878; 3068-3447; 3067-3331; 3110-3447; 3115-3441; 3115-3394- 3117' 
3363; 3130-3445; 3135-3369; 3137-3399; 3155-3321; 3281-3795- 3370-3445' 
3390-3928; 3478-3775; 3483-3963; 3483-3714; 3564-3736; 3566-4077- 3583- 
3687; 3587-4106; 3609-4157; 3626-4335; 3688-3928; 3720-3982- 3724-4285 
3726-4288; 3840-4413; 3867-4298; 3889-4384; 3925-4260; 3922-4362- 3922- 
4431; 3921-4357; 3979-4153; 3981-4457; 3993-4235; 4033-4316; 4088-4332 
4088-4810; 4144-4737; 4187-4809; 4195-4422; 4197-4810; 4209-4891; 4200- 
4810; 4207-4767; 4239-4810; 4265-4810; 4270-4487; 4271-4810; 4281-4810 
4306-4810; 4358-4810; 4359-4784; 4365-4810; 4371-4810; 4543-4735- 4550- 
4809; 4561-5165; 4598-4704; 4632-4928; 4771-5156; 4881-5174; 4883-5128 
4979-5320; 4987-5489; 4987-5587; 5351-5928; 5426-5852; 5426-5775; 5508- 
6121; 5545-5814; 5743-5922; 5760-6030; 5799-6041; 5809-6125; 5812-6557' 
5812-6462; 5817-6090; 5820-6089; 5879-6280; 5882-6373; 5882-6366- 5891- 
6336; 5891-6281; 5899-6240; 5902-6079; 5902-6295; 5902-6386; 5902-6490 
5902-6353; 2634-3181; 2674-3241; 2677-3136; 2686-3190; 5902-6468; 5902- 
6230; 5903-6435; 5909-6160; 5909-6181; 5909-6313; 5942-6458; 5963-6309 
5964-6429; 5974-6487; 6012-6469; 6016-6434; 6023-6615; 6073-6600; 6087- 
6522; 6094-6568; 6105-6241; 2919-3294; 2924-3350; 2930-3331; 2933-3337' 
2936-3150; 2947-3425; 2964-3221; 2670-2950; 2693-3312; 2704-3233; 2748- 
3010; 2751-3298; 2734-2989; 2770-2933; 2779-3360; 2780-3292; 2793-3353 
2800-3363; 2819-3342; 2844-3061; 2855-3062; 2858-3294; 2864-3330; 2853- 
2971; 2889-3328; 2895-3158; 2903-3125; 2906-3357; 2908-3347; 5902-6326 
5902-6368; 5902-6430; 5902-6378; 5902-6532; 2223-2769; 2237-2624; 2251-' 
2821; 2259-2886; 2264-2618; 2300-2907; 2341-2572; 2355-2558; 2351-2598- 
2361-2651; 2443-2647; 2456-3118; 2478-2834; 2483-2711; 2483-3123- 5618- 
5875; 5812-6300; 5879-6345; 5898-6343; 1-6874; 1420-1812; 1453-1698- 154=- 
1887; 1723-1885; 1902-2171; 1925-2353; 1930-2119; 1935-2184; 1937-2170- 
1971-2318; 2005-2297; 2038-2294; 2036-2562; 2044-2612; 2060-2320; 2066- 
2322; 2093-2668; 2110-2341; 2099-2684; 2129-2414; 2163-2346; 2158-2810- 
.2171-2665; 2190-2341; 2474-3150; 2533-2978; 2561-3119; 2574-3092- 2575^ 
2772; 2571-3153; 2630-3086; 2631-2796; 2618-2922; 2618-3260; 2630-2764- 
6419-6882; 6427-6713; 6435-6874; 6482-6874; 6484-6705; 6494-6836- 6496- 
6729; 6504-6874; 6505-6874; 6507-6882; 2964-3160; 2964-3176- 2975-3363- 
2978-3227; 2997-3447; 3010-3279; 3024-3337; 3027-3448; 3034-3451; 3036^ 
3445; 6586-6847; 6582-6870; 6586-6840; 6582-6882; 6586-6879; 6590-6874- 
6613-6882; 6651-6875; 6700-6877; 6789-6876; 6508-6882; 6509-6876; 6538- 
6874; 6542-6874; 6561-6880; 6563-6878; 6570-6880; 6570-6870; 6576-6815 
302/LI: 2118324. 9 -.2001MAY17 || 2737-2927; 2754-3347; 2914-3173- 2924-2994- 
2941-3178; 2994-3539; 2995-3232; 2999-3224; 3010-3271; 3042-3216; 3081- ' 
3302; 3149-3463; 3151-3446; 3151-3431; 3151-3432; 3151-3409; 3151-3375 
3157-3409; 3185-3410; 3224-3601; 3224-3453; 3268-3547; 3292-3749- 3312- 
3674; 3342-3446; 3389-3567; 3399-3651; 3496-3902; 3524-3741; 3532-3686 
3536-3687; 3595-4059; 3595-3764; 3687-4145; 3690-4123; 3690-4109- 3691- 
InnV ■,llV'~t 1 tV 3693 - 4042 ' 3700-4316; 3702-3821; 3702-3783; 3702-3834; 
3721-3954; 3753-4325; 3759-4028; 3//3-402B; 3783-3982; 3795-4032; 3803- 
4112; 3812-4059; 3815-4218; 3815-4304; 3840-4365; 3840-4022; 3859-4183 
3870-4131; 3870-4163; 3874-4166; 3882-4156; 3889-4450; 3890-4110- 3892- 
4167; 3903-4150; 3905-4171; 3905-4323; 3905-4174; 3928-4100; 3985-4200, 
3987-4327; 4036-4682; 4042-4264; 4054-4330; 4068-4693; 4094-4356- 4150- 
4408; 4166-4416; 4189-4455; 4216-4496; 4216-4615; 4227-4491- 4245-4695 
4250-4689; 4261-^4515; 4266-4735; 4277-4721; 4279-4693; 4281-4732; 4288- 
4730; 4292-4696; 4297-4590; 4314-4693; 4325-4496; 4368-4732; 4369-4732 
4372-4619; 4372-4626; 4373-4730; 4432-4733; 4434-4691; 4288-4738; 4364- 
V a lV tt°^~tH 2 '' 1 - 406 ' 1206-1459; 1586-2175; 2456-2997; 2530-2959; 2651- 
2845; 3903-4330; 3955-4211; 4047-4320; 4160-4433; 4241-4678; 4277-4560; 
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4440-4732- 4457-4734; 4470-4735; 4518-4732; 4520-4730; 4527-4627; 4542- 
4^29 1553-4720-4558-4732; 4589-4730; 4619-4734; 4644-4720; 239-799; 569- 
tno?'- ill 1293 763-876- 847-978; 867-1358; 1141-1491; 1204-1576; 1292- 
1842 1382-^67 - 145^-1778 ;1477:i721; 1588-1848; 1618-2041; 1656-2174; 
l 8 88t 2 449; 200 7 0 : 2 557: 2456^978; 2456-2822; 2456-2984; 2486-3051; 2530- 
2995; 2580-3154; 2608-2873; 2615-3061; 2695-2975 

303/ L I:2118368.12:2001MAY17 || 1-308; 1-181, 3-171; 3-160; 17 269. 

m ,i9. iQ-272- 25-324; 69-728; 170-827; 168-731; 180-782, 190-3/4. Z4« 
III V R A IA 206-838 206-637 228-892; 240-815; 268-915; 324-924; 319- 
HV Ht'ttl' Ill-Ill' 340-544 345-850; 351-895; 368-1025; 360-974; 379- 
llV. lltlll' 393-931'; 395-894 401-916; 481-814; 474-939; 483-1167; 482- 
ni«; 111 1040 499-1075- 493-1102; 499-1090; 502-1031; 501-1069; 499-1154; 
III nt? Sol i.081 522-1032; 513-io90; 521-1095; 520-1093; 527-1103; 531- 
tlll «i 1?21 538-952- 54i:i076; 542-1097; 545-1246; 552-1120; 556-999; 
ioS 582-879 5I3-797; 577-1262; 580-1198; 591-1175; 598-1118; 613- 

2622;io80-2648; 2145-2436; 1658-2127; 1960-2387; 2145-2516; 2152-2732; 
„ qfi ,015- 2436-2679; 2451-2679; 2662-3286; 2713-3362 

III LI :2120 2 23 3 7.:20 7 01^17 || 1-675; 1-44 1; 90 -677 ; 85-621; 176-709, 201- 

11V 4 2 ri0?3- 2 4^9l9- 2 534^47 f 8 - 53 ^S^t^Ol- 1 !^^,^- 
?Ss ?35^97-?37-?046; 737-905; 758-1134; 760-1184; 773-1418; 781-878; 
805-969^ _ 860 9 - 7 1094; 876 1432; 984-1454; 999-1454; 1015-1458; 1036-1455; 
lSL!l302; 1092-1450; 1099-1454; 1148-1448; 1154-1472 ;. 1154-1469 ; 1171- 
1409-1184-1454; 1192-1472; 1262-1456; 1323-1472; 1369-1474 q 
3^6/^1:2^0556 1:2001^*17 || 1-407; 293-592; 294-593, 295-792; 300-509, ■ 
305-819" 327-492; 329-878; 335-792; 447-508; 580-1019; 586-774; 694-1031, 
715-1052; 721-1160; 739-1127; 878-1221; 712-1042 

•a f\n /t t . 91 21577 3-2001MA.Y17 II 1-219; 1-213; 163-219 „„„„ „,-r,o 

^1/^1933^ 11 2001MAY17 I 2356-2648; 2439-2646; 2382-2448; 2409-2652; . 
I %f 351 -ill ikl-llT; TesUoS; 375-981; 408-936; 440-656; 440-589; 445- 
687 447-722 453-931; 489-1107; 520-785; 534-1105; 549-1032; 576-841; 589- 

' 594-990- 618-944; 630-1110; 670-1183; 692-1151; 699-1134; 708-964; 
nil 72? ^336 TS^llSl; 754-1161; 776-1152; 778-1153; 787-1036; 797- 

llll 807-1403 124-1098; 836-1130; 836-992; 838-1148; 840-990; 842-1166; 
lit 106 859-1161- 879-il61; 882-1058; 923-1154; 930-1161; 936-1164; 1021- 
1?48?030-1166; 1030-1152; io33-1240; 1136-1643; 1136-1389; 1369-1632; 
13^' 1624 1389:1584; 1389-1582; 1464-1582; 1498-1954; 1497-1794; 1630- 
2?98 "87-1971- 1774-2247; 1778-2062; 1811-2253; 1811-2007; 1816-2253; 
18l|: 2 200 2025: 2 649; 2072^609; 2080-2589; 2092-2583; 2092-2253; 2180- 
2181-2594-2196-2651; 2216-2631; 2221-2530; 2222-2626; 2223-2441; 
2225* 2651- 2-255 2280^588; 2289-2583; 2300-2549; 2300-2550; 2318-2646 
309/Ll!2i 2 3452 9:20oWl7 || 1084-1283; 1-452; 1-691 ; 1-449 ; 1-185 ; 16- 

, 278- 5-273- 7-190; 5-266; 7-187; 9-579; 9-580; 9-214; 9-205; 9-263, 
9557 10-581; 10:202; 10-571; 14-240; 16-253; 18-421; 18-360; 17-229; 18- 
420- 18-191- 18-174; 18-159; 21-71; 21-603; 26-366; 1-244; 2-259; 29-597. 
5 216 4-23i- !o-603; 11-539; 19-443; 21-200; 72-323; 102-626; lll"3«i 
124-384 124^361- 122-556; 144-440; 145-326; 144-562; 149-323; 159-449; 
\A 413- 183-465- 209-477; 252-785; 264-822; 268-838; 268-799; 281-595; 
348-58?' Z52-196. 353-551 402-821; 401-642; 404-836; 404-682; 421-681; 
III III' Ill-ill' 450-717 460-794; 465-662; 466-743; 471-1107; 474-751; 
491-!o48; 523 -III, 545-1200; 581-887; 584-823; 589-883; 599-854; 613-925; 
624-906,- 637-893; 628-1251; 635-1220; 654-1133; 654-898; 657-1211 663- 
1178; 663-938; 663-911; 663-869; 680-916; 695-1205; 703-796; ™9-1225 720 
917; 756-841; 757-990; 758-982; 773-1248; 773-1192; 773-1026, 771 1242, 
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786-1248; 791-1241; 791-1242; 792-1044; 792-1025; 797-1100; 815-1244- 8?5- 
1250; 829-1244; 829-1026; 829-1018; 829-984; 829-881; 831-1254; 836-1251- 
840-1245; 840-941; 851-966; 863-977; 885-1244; 896-1298- 897-1159- 913- 
1244; 928-1215; 930-1213; 931-1210; 937-1528; 950-1245 ; 938-1111 •' 952-1149 • 
996-1242; 997-1239; 985-1208; 1055-1244; 1061-1421; 1061-1302 1^40-1247 
1140-1217; 1208-1450; 1231-1806; 1654-2044; 1726-1891; 1730-2042- 1754- ' 
2059; 1821-2044; 1834-2044; 1939-2044; 1953-2044 
310/L1: 2164109. 1:2001MAY17 || 1-462 
311/LI: 2168320. 1.-2001MAY17 || 1-518 
312/IiI:2173577.1:2001MAY17 || 1-582 
313/LI:2179256.1:2001MAY17 || 1-631 
314/LI: 2180388. 1:2001MAY1 7 || 1-648 

315/LI:2199713.8:2001MAY17 || 849-1361; 861-1089; 897-1088; 911-1088- 921- 
1264; 1-347; 1-177; 1-85; 7-557; 7-190; 7-120; 13-302; 131-355- 222-485- 
248-744; 260-439; 270-538; 304-747; 366-949; 399-991; 968-1235- 848-1073- 
lil'tnll'' !f?~i°? 8; 921 -" 2; 921-983; 927-1317; 957-1083; 406-602; 457-734; 
ill'IZl 2 ' 512-744; 519-627; 526-624; 533-1050; 623-1088; 634-988; 634-1088; 
635-815; 639-1091; 749-1081; 749-982; 837-1300; 837-983; 848-1317; 848- 
1105; 1035-1371; 1046-1158; 1046-1227; 1146-1317; 1163-1317- 1168-1317- 
mi'^llL 1185 - 1297 ' H87-1262; 1212-1599; 1216-1317; 1252ll748; 1261- 
1617; 1306-1361; 1497-1722; 1497-1773; 1499-1822 

316/LI:2200587.2:2001MAY17 || 421-530; 425-527; 363-525; 425-524- 417-512- 
ll^ll 2 '' 444 " 510; 425-510; 352-510; 375-509; 425-509; 425-506; 444-506; ' 
392-505; 380-501; 425-501; 1-501; 422-495; 375-495; 407-495- 392-495- 378- 
495; 434-495; 444-495; 383-495; 402-495; 190-482; 375-476; 375-461- i-454- 
?^" 4 ^ f 5 " 440 '- 451-530; 474-530; 469-530; 431-530; 47-163; 441-530; 1-' 
213; 457-527; 351-530; 451-521; 1-198; 1-149; 359-530; 14-193; 442-510- 
7S1~ 5 444 530 _509; 366 " 53 °'' 479 ~ 530 ' 471-529; 476-530; 47-134; 24-114; 375- 
317/LI:2200761.12:2001MAY17 || 1-648; 14-462; 16-404; 16-143; 37-681- 90- 
IIV i 1 !" 664 '' 17 °- 68 4; 174-462; 192-663; 214-831; 230-664; 244-664; 243- 
664; 258-872; 330-996; 342-971; 383-462; 413-860; 444-1160; 476-990; 478- 
1123; 487-1094; 512-1113; 523-1101; 528-1094; 527-1062; 550-909 

^ 8 ^ ;2 ^n 3 o^- 1:2 ° 01MAY17 11 1-290; 1-165; 5-192; 10-550; 10-165; 34-192; 
40-504; 40-208; 40-165; 369-497; 379-727; 484-727; 575-1127; 588-727- 59 7 1 
1114; 597-727; 597-740; 597-1107; 608-729; 1051-1109 

319/LX:220495.9:2001MAY17 |j 1-626; 8-656; 582-816- 582-941- 653-916- 65fi- 
854; 688-1032; 808-1080; 808-1082; 835-1039; 871-1178; 920-i 5 21; 98lll236- 
" "^ii 9 ? 8 ^ 57 2; D 1016 - 1633; 1077 - 15£) 2; 1080-1625; 1128-1538; 1128-1271; 
Uli ?S?4 ™" 1588; 1177 " 1853 ' H74-1738; 1192-1368; 1205-1393; 1240- 
1698; 1273-1798; 1279-1553; 1302-1734; 1304-1733; 1314-1720- 1323-1758- 
1333-1702; 1367-1741; 1405-1606; 1403-1666; 1422-1596; 1422-1735- 1422- 
™'\o^ 2 ~ 1692; 14 29-1699; 1521-1735; 1563-1683; 1598-1730; 1620-1860; 
oooo ^fA 1663 -2H4; 1771-1984; 1913-2237; 2071-2693; 2111-2592; 2333- 
2832; 2480-2787; 2490-3039; 2609-3103; 2650-2936 

^°/^ 2205532 - 1:2001MAY17 'I 1_761; 58 ~680; 104-751; 389-1094; 481-1197- 
507-1189; 909-1145; 1-536; 768-1221 ' 

3 ^ / ^ 22 ?^ 27 3^ :2 ° 01MAY17 11 1_359; 57 - 3 25; 115-324; 133-357; 133-323; 
133-364; 144-323;. 147-323; 155-363; 155-341; 155-323: 155-2-R2: 1*0-7*?. 
c^o'o 23 / 265-323; 269-325; 542-935; 542-927; 542-828; 542-797^- 542-683- 
558-810; 558-904; 582-854; 652-917; 729-931; 780-944; 790-1102- 835-904 
322/Ll:2207765.8:200lMAY17 || 520-1155; 42-686- 1-601 
323/LI :2208404.4:2001MAY17 jj 1-344 
324/LI : 2208715. 3 :2001MAY17 || 1-712 

3 " /Ij J- 2208766 • 2 --2001MAY17 || 1-2505; 1-237; 6-248; 120-865; 166-241; 552- 
nlV lit nl 3 '' 566 - 1062 ' 566-629; 566-994; 566-913; 565-829; 566-803; 566- 
732 ; 5 ! 6 I 73 ^; 566 " 7 25; 566-712; 566-706; 566-703; 566-687; 593-755; 601- 
ill i, ;i? 91 '' 619 - 734 ? 639-915; 667-923; 685-1172; 685-1122; 686-931; 
inf; ni, 2 ^n 408; 732 -986; 736-1260; 739-1150; 742-1412; 744-912; 791- 
1043; 791-1030; 801-1014; 820-929; 821-1086; 826-1129; 827-1187; 827-1032; 
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828-1054; 843-1101; 850-1072; 879-1138; 898-1198; 905-1422; 928-1206; 949- 
1518- 951-1280; 975-1202; 976-1205; 976-1427; 976-1173; 978-1276; 979-1275; 
1000-1548; 1034-1260; 1034-1362; 1074-1260; 1085-1260; 1090-1344; 1090- 
1302- 1100-1707; 1118-1409; 1121-1705; 1133-1429; 1135-1436; 1152-1719; 
1154ll261; 1168-1415; 1168-1380; 1170-1430; 1176-1723; 1179-1417; 1184- 
1641- 1188-1434; 1194-1720; 1195-1638; 1194-1436; 1291-1673; 1291-1798; 
1291-1779- 1291-1762; 1291-1714; 1291-1581; 1291-1567; 1291-1542; 1291- 
1481- 1291-1471; 1291-1526; 1291-1437; 1291-1531; 1295-1751; 1304-1650; 
1308-1541- 1312-1605; 1323-1925; 1337-1815; 1346-1607; 1356-1832; 1358- 
1641- 1360-1725; 1372-1991; 1389-1718; 1395-1655; 1405-1631; 1406-1933; 
1406-1723; 1420-1966; 1436-1725; 1441-1689; 1441-1675; 1454-1795; 1462- 
1738- 1462-1534; 1465-1711; 1467-2003; 1471-2061; 1476-1850; 1483-1726; 
1484-1724; 1486-1745; 1497-2001; 1500-2061; 1506-1681; 1518-1810; 1518- 
1776- 1517-2209; 1532-1810; 1574-1994; 1587-1837; 1594-2225; 1610-1887; 
1616-2051; 1626-1905; 1629-1872; 1636-2103; 1636-1864; 1636-1855; 1666- 
1938- 1666-1917; 1666-1908; 1675-1956; 1675-1930; 1685-1951; 1692-2072; 
1692ll958- 1694-1972; 1698-2103; 1698-1921; 1698-2121; 1701-1949; 1720- 
2090- 1721-1971; 1722-2000; 1723-1999; 1725-1963; 1726-1935; 1740-1972; 
1740ll959- 1744-1936; 1757-2024; 1765-2039; 1767-2024; 1784-2003; 1787- 
2321- 1789-1971; 1790-2045; 1793-2343; 1799-1940; 1802-2260; 1816-2081; 
1824-2438- 1819-2059; 1824-2401; 1836-2389; .1859-2441; 1859-2102; 1878- 
2400- 1873-2175; 1873-2149; 1872-2088; 1877-2087; 1881-2280; 1895-2143; 
1897-2206; 1905-2496; 1906-2458; 1908-2466; 1916-2158; 1925-2329; 1926- 
2177- 1931-2455; 1937-2128; 1958-2457; 1959-2249; 1966-2249; 1969-2245; 
1968-2282; 1971-2144; 1971-2249; 1987-2454; 1992-2286; 1995-2272; 2008- 
2281- 2013-2456; 2013-2457; 2014-2301; 2018-2283; 2019-2297; 2024-2500; 
2027^2496; 2028-2496; 2033-2280; 2044-2355; 2046-2501; 2051-2332; 2055- 
2499- 2054-2346; 2056-2496; 2062-2489 ;. 2066-2499 ; 2070-2506; 2072-2500; 
2072^2359; 2075-2420; 2075-2419; 2080-2497; 2080-2445; 2091-2496; 2089- 
2507- 2095-2498; 2106-2361; 2109-2265; 2117-2496; 2118-2372; 2121-2496; 
2121-2457; 2123-2445; 2128-2496; 2138-2498; 2140-2496; 2141-2499; 2141- 
2498- 2159-2394; 2160-2505; 2169-2500; 2175-2500; 2173-2386; 2183-2497; 
2192-2433- 2192-2432; 2202-2503; 2205-2457; 2211-2496; 2241-2496; 2254- 
2505- 2255-2496; 2254-2503; 2260-2494; 2252-2411; 2266-2496; 2268-2495; 
2274-2361; 2281-2446; 2289-2496; 2307-2407; 2316-2496; 2317-2451; 2318- 
2499; 2356-2497; 2361-2505; 2390-2500; 2411-2505 

326/LI:2209636.3:2001MAY17 || 181-331; 355-530; 881-1147; 1192-1648; 1-247; 
97-594; 168-390; 168-331; 168-766; 262-331; 262-391; 381-974; 649-956; 802- 
1035; 881-1448; 881-1175; 914-1139; 948-1120; 1006-1420; 1059-1466; 1211- 
1373; 1233-1420; 1335-1850 

327 /LI : 221864 . 68 : 2001MAY17 || 1-549 

328 /LI : 229267 . 1 : 2O01MAY17 || 1-330; 63-323; 63-309; 63-293; 63-288; 114- 
730- 171-330; 174-330; 249-773; 554-943; 567-1003; 565-1013; 640-977; 640- 
1033- 640-987; 648-935; 648-936; 652-1009; 665-941; 861-1401; 907-1537; 
951-1409; 952-1525; 959-1374; 1317-1853; 1317-1511; 1317-1476; 1317-1636; 
1317-1537; 1326-1775; 1326-1727; 1403-1773; 1452-2093; 1463-1934; 1463- 
2115- 1530-2198; 1538-2056; 1558-2202; 1565-2205; 1602-2166; 1602-2174; 
1750-2206; 1823-2366; 1906-2217; 2012-2566; 2111-2674; 2138-2699; 2268- 
2685; 2284-2784; 2295-2763; 2295-2576; 2303-2504; 2441-2763; 2471-2722; 
2473-2763; 2654-2763 

329/LI- 229648. 2 :2001MAY17 || 1-606; 13-470; 168-808; 169-792; 176-761; 166- 
601- 236-883; 226-831; 253-779; 287-796; 313-1024; 332-915; 380-1130; 403- 
591- 480-1071; 481-1094; 521-641; 535-1130; 541-1187; 583-1135; 583-778; 
594^1218; 603-1122; 612-1321; 721-1388; 715-967; 726-1361; 737-1373; 761- 
1033- 814-1254; 815-1313; 847-1471; 862-1475; 878-1399; 900-1501; 919-1530; 
912-1385; 914-1105; 929-1636; 969-1226; 973-1387; 973-1206; 1001-1283; 
1008-1356; 1075-1809; 1102-1631; 1113-1738; 1201-1471; 1240-1385; 1295- 
1631- 1295-1865; 1298-1588; 1365-1701; 1454-2078; 1459-1641; 1460-1836; 
1616-1903; 1670-2028; 1684-2378; 1702-2398; 1756-2037; 1750-1996; 1753- 
2018; 1753-2010; 1760-2454; 1810-2295; 1.989-2186; 2027-2554; 2037-2291; 
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2038-2269; 2111-2369; 2138-2501; 2140-2634; 2140-2404; 2141-2665; 2144- 
2630; 2143-2629; 2148-2327; 2156-2628; 2152-2416; 2217-2629; 2224-2668- 
2224-2471; 2283-2352; 2297-2669; 2342-2675; 2367-2632; 2416-2665; 2419^ 
2670; 2458-2669; 2573-2668 

33 O/LI: 231016. 1:2001MAY17 || 1-559; 6-236; 170-788; 170-314; 608-1082; 607- 
967; 619-739; 637-1076; 741-1080 

331/LI:231140.5:2001MAY17 || 1-486; 1-419; 2-395; 24-486; 41-486; 42-506- 
7-265; 52-486; 52-439; 52-425; 7-486; 52-396; 52-581; 7-353- 52-339- 53-' 
483; 7-249; 53-486; 53-506; 83-486; 109-486; 112-486; 121-486; 122-486- 
149-391; 189-486; 202-486; 203-486; 258-436; 273-486; 281-483- 290-486- 
315-486; 323-751; 338-766; 8-573; 407-751; 9-486; 654-751; 654-720; 654- 
735; 659-751; 678-1377; 684-751; 684-749; 684-741; 24-506 
332/LI:231695.14:2001MAY17 || 22-789; 1-636; 22-549 

333/LI:232846.24:2001MAY17 || 4293-4575; 4294-4575; 4294-4569; 4295-4576- 
4299-4572; 4298-4547; 4301-4569; 4302-4555; 4302-4559; 4302-4533; 4303- ' 
4569; 4304-4569; 4302-4569; 4304-4547; 4308-4564; 4309-4567- 4312-4570- 
4313-4561; 4313-4590; 4315-4569; 4316-4444; 4321-4575; 4323-4470- 4321- 
4569; 4324-4577; 4325-4612; 4326-4574; 4325-4547; 4334-4513- 4337-4573- 
4337-4569; 4341-4569; 4342-4565; 4343-4523; 4345-4564; 4344-4575- 4346- 
4947; 4349-4569; 4349-4575; 4354-4569; 4354-4545; 4362-4562; 4360-4569- 
4361-4569; 4362-4572; 4363-4575; 4364-4575; 4362-4532; 4364-4565- 4366- 
4424; 4365-4569; 4366-4570; 4368-4572; 4371-4493; 4378-4559; 4391-4565- 
4399-4569; 4400-4570; 4402-4575; 4409-4581; 4423-4569; 4491-4569- 4495- 
4569; 4510-4572; 4518-4569; 4521-4572; 4674-5173; 4677-5131; 4677-5136- 
4677-4819; 4678-4965; 4686-5143; 4681-4953; 4681-4944; 4681-4755- 4683- 
4969; 4681-5073; 4683-4968; 4681-4910; 4681-5067; 4681-5050; 4681-5117- 
4679-5406; 4681-4733; 4683-5090; 4681-5011; 4686-5139; 4686-5127- 4686- 
4864; 4686-4986; 4686-4854; 4687-5046; 4692-5015; 4691-5145; 4697-5100- 
4702-4790; 4695-5144; 4700-4942; 4717-4775; 4719-5177; 4720-5177- 4719I 
4985; 4721-5231; 4722-4967; 4722-5299; 4722-5008; 4734-5013; 4742-5081- 
4765-5036; 4761-4975; 4782-5204; 4794-5050; 4805-5034; 4815-5021- 4822- 
5298; 4184-4571; 4190-4565; 4187-4574; -4186-4571; 4187-4565; 4198-4563'- 
4199-4571; 4199-4569; 4200-4431; 4205-4569; 4205-4312; 4208-4589- 4208- 
4569; 4208-4444; 4207-4403; 4209-4433; 4209-4425; 4208-4449; 4212-4576- 
4212-4456; 4212-4476; 4213-4569; 4215-4347; 4215-4515; 4215-4525- 4215^ 
4541; 4216-4457; 4217-4574; 4217-4569; 4220-4570; 4219-4562; 4224-4578- 
4220-4569; 4223-4570; 4223-4565; 4225-4382; 4230-4564; 4227-4516- 4228- 
4576; 4229-4550; 4230-4539; 4233-4437; 4238-4413; 4239-4417; 4240-4529- 
4241-4575; 4243-4573; 4243-4547; 4244-4575; 4247-4569; 4243-4470- 4247^ 
4487; 4247-4568; 4233-4431; 4250-4552; 4250-4541; 4250-4569; 4251-4492- 
4253-4572; 4251-4446; 4254-4528; 4253-4569; 4253-4524; 4254-4492- 4254^ 
4483; 4259-4562; 4257-4511; 4258-4569; 4258-4565; 4264-4569; 4267-4510' 
4267-4568; 4268-4572; 4270-4575; 4269-4485; 4271-4572; 4273-4526- 4273^ 
4570; 4272-4575; 4276-4572; 4280-4350; 4281-4533; 4281-4450; 4283-4497- 
4282-4569; 4288-4569; 4290-4565; 2705-3230; 2721-2963; 2726-2883- 2731- 
3215; 2734-3142; 2739-3350; 2741-2934; 2753-3226; 2780-2915; 2790-3327- 
2804-3166; 2803-3002; 2813-3003; 2827-3071; 2826-3092; 2841-2950- 2845- 
3393; 2910-3164; 2921-3091; 2921-3211; 2925-3174; 2931-3482; 2933-3468- 
?onn~ 3 ™" lll 5 :' 3 ^ 39 '- 2941 - 3002 '- 2941-3482; 2941-3155; 2941-3179; 294ll 
3200; 2941-3251; 2941-3447; 294i-33y9; 2341-3460; 2941-3469; 2941-3478- 
2941-3239; 2945-3439; 2949-3189; 2951-3218; 2957-3210; 2966-3205; 2986^ 
3288; 3016-3118; 3015-3233; 3020-3465; 3021-3289; 3025-3242; 3024-3326- 
3025-3154; 3025-3255; 3025-3247; 3025-3447; 3025-3203; 3028-3482; 3031- 
3271; 3032-3240; 3034-3198; 3037-3283; 3037-3487; 3038-3478; 3049-3462- 
3058-3206; 3060-3473; 3074-3580; 3076-3609; 3084-3657; 3086-3293; 3087- 
3362; 3088-3618; 3091-3494; 3079-3698; 3098-3617; 3106-3373; 3133-3677- 
3138-3619; 3141-3390; 3125-3598; 3131-3485; 3138-3854; 3141-3442; 3142- 
3689; 3142-3343; 3144-3602; 3148-3380; 3155-3389; 3158-3744; 3159-3250; 
3176-3442; 3181-3614; 3173-3602; 3176-3696; 3177-3599; 3176-3389; 3195- 
3260; 3186-3469; 3188-3617; 3192-3468; 3192-3419; 3195^3444; 3213-3426; 
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4f>m 4598- 4012-4269; 4015-4257; 4007-4266; 4017-4173; 4026-4487; 4026- 
£11 4024 4528-4025-4318; 4027-4294; 4029-4269; 4029-4537; 4032-4347; 
till 43?0 to38l4320; 404414548; 4043-4569; 4047-4250; 4052-4366; 4058- 
J56O 4059-4270; 4060-4330; 4062-4331; 4061-4306; 4065-4556; 4062-4246; 
407914575 408214320; 4093-4356; 4095-4346; 4096-4444; 4096-4373; 4099- 
4281-4100-4334; 4102-4330; 4103-4354; 4104-4386; 4105-4561; 4105-4376; 
ll09U569; fl07l4569; 4108^545 ; 4109-4282; 4111-4571; 4110-4337; 4111- 
S??. 4111-4376- 4119-4576; 4121-4393; 4126-4493; 4121-4360; 4126-4574; 
1?25'4569 tl27l4241; 412714571; 4127-4541; 4127-4321; 4127-4573; 4127- 
0- ; 4129-4361; 4129-4379; 4129-4409; 4131-4569 ; 4133-4378 ; 
41^34675 4142^4485; 4144-4572; 4143-4565; 4144-4574; 4146-4361; 4148- 
tlll llAB-t 526; 4149-4418; 4151-4571; 4152-4574; 4158-4504; 4161-4569; 
1?6?'«M- 416214565; 416214572; 4163-4569; 4187-4476; 4164-4569; 4165- 
S« 1569- 4167-4575- 4168-4529; 4168-4569; 4174-4575; 4170-4391; 

illl^t 1l7ll4390; tlllUsll, 417214569; 4175-4422; 4173-4571; 4173- 
1*74 tl74-4342- 4175-4432; 4178-4561; 4176-4569; 4177-4419; 4177-4567; 
4*18^4535 SSsUsil; 418214565; 4184-4460; 4185-4573; 4184-4416; 4187- 
till- 3833-4086- 3824-3975; 3835-4070; 3839-4357; 3836-4051; 3829-4019; 
llllUlll 38«l4300; 384514176; 3847-4405; 3856-4396; 3849-4336; 3866- 
llll 3R72 4193-3883-4304; 3883-4160; 3883-4158; 3883-4307; 3882-4148; 

till tlllUlll 388814459; 3888-4458; 3891-4274; 3892-4172; 3892- 
lllt 3S92-1111- llli-llll; 390Ul90; 3899-4498; 3901-4103; 3901-4461; 

389214282- 390714546; 3907-4261; 3910-4200; 3898-4250; 3916- 
4168 l^-llll; 3926-4508; 3924-4540; 3925-4157; 3928-4154; 3929-4348; 
illl'AlV- 392814513- 3935-4106; 3935-4176; 3928-4007; 3942-4528; 3944- 
4466 3947-ll7l; 3950-4506; 3953-4204; 3954-4230; 3958-4573; 3963-4516; 
395ll4253 397014043; 3972-4539; 3971-4262; 3971-4237; 3980-4462; 3975- 
lllo- 3976-4299- 3978-4167; 3978-4221; 3970-4228; 3988-4574; 3989-4188; 
till' All 3990l 4 244- 399014223; 3993-4501; 3993-4565; 3998-4492; 3996- 
■* i 42I?- 3997-4238; 3999-4529; 4000-4229; 4001-4283; 4003-4245; 
loot 426? 39l7l4213l 400714569; 4007U264; 4007-4302; 4008-4189; 4008- 
tlA 4008-4266; 4000-4257; 4008-4238; 4009-4303; 4008-4511; 4012-4290; 
401ll4249 180 8 ll932; 1951-2212; 2073-4569; 2233-2818; 2476-2722; 2533- 
32oi- 2569-2700; 2612-3002; 4729-5247; 4785-4956; 4824-5097; 5342-5515; 
2^612575 360ll 3 821; 3603-4159; 3610-3892; 3609-4110; 3610-3837; 3610- 
4^32; 3612-3866; 3614-3855; 3618-3836; 3619-3885; 3622-4208 ; 3621-381 ; 
XAV A179- 3625-3710- 3625-3802; 3633-3850; 3633-4221; 3624-4295; 3639- 
llll 3627-3^1; 3^56-3847; 3662-4157; 3663-3927; 3663-3884; 3668-3848; 
llll^lll- 367314030; 3685-4177; 3692-4207; 3687-3838; 3706-3883; 3708- 
3 40o!- 37^8-3902 ; 3720-3863; 3719-3932; 3716-4097; 3724-4234; 3727-4002; 
373014097; 3724-3986; 3737-4009; 3727-4025; 3728-3980; 3742-3993; 3750- 
4316; 3756-3925; 3758-3999; 3747-4022; 3750-4389; 3773-4225; 3766-4328; 
3767 3892- 3768-4341; 3768-4058; 3770-4330; 3770-3965; 3770-4302; 3774- 
3892 ^74-4324; 3774-4318; 3774-3939; 3777-4357; 3776-4298; 3778-4041; 
3^0' 4356 378514044- 3775-4030; 3788-4052; 3798-4314; 3801-4163; 3796- 
398? 38^-3963; 3817-4276; 3816-4102; 3807-4365; 3819-4084; 3817-4351; 
38?2' 3 962 382514440; 3830-3916; 3830-4074; 3208-3377; 3224-3761; 3216- 
3469 3219-345!; 3225-3482; 3229-3617; 3237-3462; 3238-3482; 3263-3718; 
325313620; 3263-3444; 3268-3485; 3278-3482; 3278-3567; 3300-3559, 3291 
3482; 3291-3771; 3314-3590; 3316-3565; 3319-3575; 3330-3564; 3327-3975. 
334213617; 3330-3856; 3349-3701; 3335-3482; 3336-3604; 3356-3628; 3359- 
2112- 3346-3897; 3348-3624; 3354-3779; 3356-3609; 3357-3917; 3360-3621; 
337513597; 337013598; 3387-3628; 3393-3585; 3385-3655; 3402-3482; 3391- 
3920-3395-3638; 3395-3649; 3395-3842; 3388-3871; 3413-3677; 3413-3482; 
340013647; 3421-3684; 3424-3871; 3406-4134; 3441-3673; 3451-3677; 3452- 
4133- 3453-3710; 3457-3987; 3472-3670; 3495-3552; 3497-3730; 3515-3672, 
351513691; 3515-3688; 3502-4119; 3502-3848; 3515-3618; 3510-3779; 3515- 
3699; 3515-3645; 3515-3929; 3515-3731; 3516-4028; 3531-3781; 3517-3699, 
352913764; 3530-3775; 3531-3743; 3533-3710; 3534-3816; 3534-3787; 3533- 
3781; 3537-3805; 3536-3628; 3553-3701; 3540-3840; 3540-3825; 3541-3691; 
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3545-3798; 3546-3804; 3548-3847; 3548-3817; 3550-3792; 3550-3708; 3553- 
3811; 3558-3956; 3558-4139; 3566-3841; 3566-3859; 3576-3846; 3584-3698- 
3585-3817; 3592-4092; 3592-3813; 3593-4201; 3598-3809; 3600-3840; 4827^ 
5072; 4828-5067; 4843-5057; 4847-5336; 4848-5120; 4849-5084; 4856-5090- 
4859-5090; 4867-5151; 4917-5474; 4932-5473; 4954-5271; 4957-5221; 4958- 
5187; 4961-5478; 4978-5381; 4982-5254; 4984-5257; 4990-5208; 5008-5479- 
5012-5478; 5017-5269; 5028-5486; 5032-5478; 5039-5222; 5043-5183- 5043- 
5310; 5050-5311; 5077-5315; 5087-5369; 5089-5298; 5092-5362; 5101-5369- 
5126-5478; 5130-5515; 5136-5392; 5137-5415; 5169-5333; 5175-5474; 5177- 
5457; 5184-5435; 5185-5457; 5187-5448; 5205-5473; 5206-5441; 5219-5475- 
5235-5478; 5238-5472; 5243-5478; 5244-5491; 5250-5473; 5267-5487; 5279- 
5478; 5288-5515; 5295-5478; 5300-5465; 5316-5477; 5330-5973; 5336-5513; 
5337-5478; 5339-5478; 5371-5480; 5415-5478; 5416-5546; 423-857; 456-719; 
525-1139; 525-663; 560-856; 600-856; 620-830; 632-859; 656-790; 665-919- 
696-1158; 696-969; 730-1177; 741-4569; 774-1158; 793-1158; 826-1159; 831- 
1159; 842-1177; 846-1195; 869-1184; 869-1139; 870-1391; 873-1079; 902-1059- 
1189-1663; 1188-1245; 1188-1554; 1189-1606; 1189-1565; 1195-1631; 1198- 
1637; 1196-1604; 1197-1607; 1197-1769; 1197-1776; 1197-1661; 1197-1675- 
1197-1486; 1197-1633; 1197-1827; 1198-1697; 1197-1684; 1203-1713; 1203- 
1694; 1209-1656; 1206-1633; 1206-1622; 1206-1580; 1216-1687; 1227-1633- 
1291-1483; 1291-1479; 1326-1392; 1353-1934; 1361-1667; 1393-1921; 1393^ 
1923; 1404-1650; 1408-1526; 1413-1683; 1425-1752; 1501-1906; 1547-1645- 
1597-2126; 1603-1999; 1603-1699; 1611-2192; 1659-2189; 1672-2222; 1720- 
2147; 1721-2178; 1740-2190; 1755-2274; 1760-2208; 1760-2032; 1766-1824- 
1768-2190; 1782-2282; 1791-2028; 1794-1930; 1791-2305; 1825-2357; 1837- 
2052; 1883-2076; 1937-2174; 1970-2557; 1983-2544; 2024-2266; 2043-2602- 
.2096-2365; 2129-2685; 2143-2782; 2146-2899; 2171-2347; 2242-2856; 2255- 
2816; 2374-2637; 2442-3006; 2482-2859; 2507-3002; 2509-3002; 2517-2768- 
2541-3002; 2546-3009; 2550-2961; 2553-3002; 2565-3002; 2577-3184; 2600- 
3002; 2610-2922; 2612-3169; 2622-2891; 2647-3230; 1-220; 1-535; 20-92- 24- 
560; 102-447; 223-773; 271-525; 271-837; 305-562; 320-579; 348-831; 364- 
747; 380-638; 405-856; 1732-1977; 993-1099; 2588-2783; 900-1158; 877-1158- 
4259-4575; 5122-5476; 4103-4515; 1195-1669; 1197-1676; 4022-4560; 4702- ' 
5275; 2218-2777; 868-1491 

334/LI: 233411. 11 :2001MAY17 || 2092-2274; 2158-2646; 2194-2476; 1050-1533- 
1050-1572; 1050-1538; 1050-1576; 1095-1576; 1096-1576; 1139-1576; 1175- ' 
1518; 1175-1514; 1175-1494; 1193-1576; 1205-1844; 1214-1406; 1297-1870- 
1299-1896; 1300-1572; 1305-1882; 1322-1789; 1328-1826; 1344-1617; I353I 
1574; 1398-2011; 1417-1570; 1420-2052; 1458-1576; 1471-1576; 1474-2092- 
1487-1576; 1488-1576; 1495-2116; 1495-1763; 1499-1960; 1506-1843; 1507- 
1790; 1697-2162; 1705-2162; 1705-1780; 1705-2159; 1705-2144; 1705-2184- 
1705-2001; 1705-2070; 1705-1895; 1705-2284; 1705-1843; 1705-1864; 1705- 
1871; 1705-2064; 1705-1817; 1705-2199; 1728-2173; 1730-1951; 1755-2178- 
1781-2434; 1783-1975; 1803-2033; 1818-2085; 1821-2421; 1826-2467; 1869- 
2580; 1835-1936; 1837-2099; 1840-2007; 1844-2052; 1844-2228; 1845-2207- 
1850-2190; 1860-2135; 1871-2168; 1874-2157; 1880-2066; 1901-2193; 1918- 
2375; 1957-2234; 1967-2554; 1987-2544; 1989-2232; 2003-2375; 2014-2354- 
2015-2139; 2019-2325; 2020-2374; 2023-2514; 2036-2265; 2037-2683; 2043- 
^^!'\^ 048_2287; 2062-2678; 2066-2550; 2072-2327; 2073-2268; 2077-2200; 
2033-2331; 2116-2725; 2132-26^4; 2141-2498; 2152-2616; 2178-2474; 2176- 
2576; 2188-2497; 2186-2702; 1-274; 5-251; 19-425; 28-617; 29-302; 30-307- 
45-290; 52-308; 52-326; 79-309; 111-324; 300-524; 470-1066; 487-784- 538- 
721; 591-852; 631-735; 741-857; 749-1292; 766-891; 786-1085; 786-1399- 827- 
1142; 834-926; 867-1327; 930-1328; 1050-1314; 1050-1548; 1050-1544; 1050- 
1542; 1050-1308; 3558-3702; 3631-3701; 3449-3701; 2575-2751; 2599-2887- 
2597-2744; 2600-3034; 2597-3216; 2599-2881; 2640-3217; 2640-2936; 2650- 
2890; 2650-2899; 2656-3314; 2662-2748; 2675-3140; 2681-3217; 2680-2867- 
2691-3140; 2718-3133; 2728-3140; 2730-3147; 2740-3036; 2754-2980; 2778- 
3148; 2780-2994; 2787-3217; 2791-3019; 2791-3206; 2805-3354; 2812-3102; 
2817-3141; 2819-3141; 2819-3055; 2826-3141; 2830-3060; 2838-3136; 2857- 

336 



O2083876A2 I > 



WO 02/083876 PCT/US02/09921 

Table 3 

3137- 2870-3087; 2870-3075; 2870-3082; 2875-3509; 2882-3217; 2892-3404 
2906-3138; 2927-3141; 2927-3257; 2926-3148; 2930-3141; 2932-3141; 2957 
3260- 2973-3602; 3005-3377; 3012-3141; 3029-3259; 3055-3328; 3058-3307 
3085-3639; 3118-3279; 3132-3634; 3132-3671; 3192-3653; 3222-3476; 3236- 
3696- 3241-3699; 3248-3704; 3253-3701; 3261-3709; 3266-3701; 3280-3700 
333513697; 3343-3694; 3350-3703; 3359-3701; 3384-3652; 3419-3701; 3430. 
3678; 2195-2870; 2195-2415; 2195-2313; 2211-2719; 2571-3090; 2233-2707 
2247-2599; 2251-2592; 2258-2730; 2270-2502; 2274-2748; 2275-2749; 2285 
2550- 2292-2694; 2295-2751; 2295-2748; 2299-2747; 2302-2748; 2304-2747 
2305-2765; 2305-2751; 2306-2748; 2308-2571; 2314-2608; 2321-2593; 2321 
2706; 2322-2753; 2332-2607; 2335-2735; 2338-2627; 2345-2751; 2574-2627 
2349-3021; 2354-2632; 2362-2753; 2363-2754; 2365-2680; 2364-3021; 2383 
2701- 2392-2680; 2403-2681; 2407-2748; 2411-2748; 2423-2627; 2422-2710 
2427-2627; 2428-2963; 2431-2672; 2437-2748; 2439-2748; 2441-2748; 2447 
2957- 2451-2691; 2460-3072; 2467-3051; 2477-2627; 2477-2680; 2480-2751 
2483-2626; 2497-3036; 2499-2824; 2500-2746; 2503-2741; 2505-2744; 2528- 
2744; 2543-3192; 2567-2808 

335/LI- 233545. 13 :2001MAY17 || 428-687; 431-678; 433-717; 433-708; 433-863; 
466-748; 501-774; 523-1109; 523-1085; 523-1030; 523-943; 521-1206; 523-746; 
550-1028; 550-1089; 555-805; 554-817; 559-980; 559-716; 561-943; 566-1153; 
570-793- 590-878; 596-776; 600-929; 607-949; 611-1129; 611-878; 618-882; 
630-1148; 630-863; 630-858; 633-828; 637-1156; 647-924; 650-881; 658-919; 
661-868; 669-893; 683-951; 689-945; 689-1121; 693-919; 692-932; 697-911; 
699-1318- 698-912; 717-906; 723-832; 736-1176; 765-1045,- 778-960; 783-1340;' 
793-1024; 807-1056; 829-1144; 829-1026; 831-1214; 832-1111; 837-1096; 838- 
1034- 842-1135; 854-1402; 865-1121; 889-1121; 900-1068; 905-1327; 920-1016 
926-1025; 926-1418; 926-1407; 926-1345; 926-1291; 925-1092; 926-1024; 926- 
1295- 926-1080; 933-1120; 946-1108; 956-1088; 959-1177; 966-1233; 968-1204 
969-1203; 970-1220; 970-1210; 971-1223; 1012-1449; 1069-1311; 1073-1715; 
1109-1171; 1117-1172; 1119-1751; 1119-1739; 1119-1773; 1119-1768; 1132- 
1663- 1132-1395; 1130-1379; 1139-1449; 1139-1419; 1149-1405; 1160-1381; 
1168-1792; 1168-1631; 1168-1451; 1170-1418; 1-377; 1-527; 92-613; 181-676; 
276-825; 295-907; 303-919; 326-651; 328-607; 346-630; 392-595; 1206-1511; 
1222-1699; 1220-1444; 1222-1479; 1224-1512; 1224-1499; 1223-1312; 1229- 
1598; 1234-1382; 1241-1517; 1248-1391; 1248-1475; 1250-1510; 1256-1394; 
1259-1801; 1257-1429; 1274-1574; 1279-1809; 1280-1519; 1285-1418; 1292- 
1894- 1297-1392; 1325-1421; 1326-1558; 1327-1894; 1325-1549; 1343-1894; 
1381-1858; 1430-1513; 1432-1894; 1548-1785; 1548-1795; 1581-1769 
336/LI: 234671. 101 :2001MAY17 || 1-615; 1-218; 11-449; 17-259; 69-278; 116- 
264- 187-423; 188-440; 188-442; 189-510; 189-457; 214-460; 214-450; 265- 
826- 266-772; 283-555; 298-834; 306-506; 311-581; 343-474; 371-842; 408- 
664- 438-717; 440-825; 460-789; 468-789; 473-694; 530-779; 532-781; 728- 
1211- 760-1184; 807-1188; 807-1187; 823-1241; 826-1236; 899-1232; 899-1235; 
899-1240; 899-1105; 899-1007; 906-1188; 914-1205; 913-1191; 915-1164; 928- 
1185; 968-1256; 969-1190; 987-1233; 995-1230; 1022-1234; 1069-1239; 1090- 
1237; 1100-1239; 1124-1236 

337 /LI: 236098. 14 -.2001MAY17 || 3109-3374; 2794-3286; 2796-3045; 2829-3184; 
1735-2329; 1759-2009; 1759-2227; 1759-2102; 1856-2077; 1860-1977; 1922- 
2522; 2382-2593; 2394-2551; 2395-2591; 2399-2551; 2400-2935; 2534-2591; 
2712-3184; 2128-2597; 2139-2551; 2141-2551; 2146-2551; 2150-2588; 2156- 
2551; 2157-2551; 2179-2421; 2191-2551; 2192-2593; 2195-2551; 2197-2551; 
2201-2593; 2202-2551; 2202-2470; 2213-2446; 2236-2591; 1-297; 182-299; 217- 
461; 252-820; 416-915; 504-1040; 569-1201; 593-878; 602-1135; 613-1062; 
713-1190; 726-1007; 815-1124; 828-1037; 830-1025; 859-1323; 874-1177; 890- 
1354; 893-1148; 927-1324; 954-1552; 964-1282; 999-1185; 1006-1272; 1058- 
1741; 1082-1349; 1105-1715; 1107-1399; 1261-1573; 1285-1747; 1289-1566; 
1346-1725; 1363-1617; 1923-2148; 1935-2217; 1957-2129; 2378-2612; 2235- 
2496; 2237-2597; 2239-2551; 2241-2597; 2241-2504; 2247-2593; 2261-2551; 
2264-2551; 2276-2592; 2274-2593; 2282-2551; 2304-2551; 2307-2588; 2310- 
2551; 2313-2551; 2339-2551; 2344-2551; 2348-2551; 2353-2431; 2029-2295; 
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2050-2306; 2050-2310; 2080-2556; 2082-2339; 2107-2591; 2116-2382; 2119- 
2377; 1975-2563; 1988-2554; 2014-2554; 2024-2556; 1676-1928; 1676-1919- 
1374-1782; 1382-1971; 1401-1623; 1431-1698; 1473-1706; 1505-2056; 1507- 
2077; 1520-1794; 1527-1771; 1601-2079; 1603-1877; 1614-1838; 1674-1981 
338/LI:236196.15:2001MAY17 || 1579-1788; 1040-1404; 1040-1429; 1051-1631- 
1038-1255; 1055-1267; 1058-1255; 1062-1380; 1073-1322; 1075-1361; 1077- 
1336; 1087-1350; 1089-1413; 1090-1342; 1100-1372; 1102-1363; 1112-1687- 
1112-1535; 1126-1391; 1138-1374; 1142-1411; 1158-1411; 1165-1376; 1157- 
1747; 1174-1746; 1173-1369; 1191-1785; 1194-1717; 1209-1485; 1213-1503- 
1214-1466; 1204-1747; 1227-1527; 1227-1477; 1225-1739; 1240-1623- 1^50- 
1738; 1271-1790; 1272-1511; 1288-1429; 1276-1787; 1285-1785; 1284-1784; 
1286-1785; 1317-1552; 1318-1565; 1319-1455; 1308-1789; 1322-1587; 1311- 
1568; 1318-1571; 1316-1786; 1320-1785; 1320-1739; 1320-1477; 1321-1791; 
1321-1784; 1320-1574; 1322-1591; 1323-1611; 1321-1580; 1326-1790; 1328- 
1597; 1333-1423; 1333-1433; 1338-1785; 1348-1783; 1338-1789; 1339-1791; 
1348-1791; 1349-1791; 1350-1785; 1355-1784; 1357-1790; 1361-1792; 1361- 
1785; 1363-1785; 1367-1785; 1367-1788; 1377-1782; 1376-1532; 1380-1785; 
1381-1785; 1384-1786; 1386-1786; 1407-1628; 1407-1677; 1416-1791; 1418- 
1790; 1420-1783; 1427-1712; 1428-1792; 1429-1785; 1430-1785; 1431-1786; 
1435-1785; 1438-1785; 550-845; 567-720; 570-866; 572-834; 567-957; 589-808- 
595-836; 597-1195; 600-881; 599-905; 586-808; 607-841; 609-846; 597-876; 
615-1252; 621-1188; 622-876; 637-900; 647-1106; 647-896; 649-845; 660-915- 
668-1260; 662-1259; 697-1152; 680-1407; 691-960; 704-1259; 709-1338; 718-' 
1146; 716-972; 722-1058; 727-952; 734-1139; 738-998; 739-981; 743-981; 746- 
1134; 746-873; 746-984; 748-1026; 758-1319; 758-1031; 774-946; 775-970; 
783-1040; 798-1183; 817-1081; 822-1051; 841-1117; 825-1088; 846-1110- 868- 
1158; 869-1148; 871-1151; 873-1068; 861-1127; 876-1134; 878-1211; 878-1136- 
881-1138; 885-1461; 885-1124; 885-1362; 884-1132; 885-1131; 876-1089; 897-' 
1134; 903-1248; 903-1135/ 904-1171; 921-1145; 922-1461; 922-1166; 922-1138- 
955-1264; 955-1477; 955-1171; 955-1182; 957-1232; 958-1240; 960-1120; 962- 
.1208; 966-1213; 972-1226; 1009-1493; 975-1484; 966-1226; 982-1182; 993- 
1484; 994-1489; 1001-1244; 1003-1234; 994-1220; 1009-1274; 1021-1218; 1007- 
1288; 1022-1181; 1030-1512; 1030-1297; 1036-1310; 1038-1224; 263-700- 262- 
363; 263-900; 263-819; 262-678; 262-507; 263-330; 264-601; 267-482; 267- 
549; 267-900; 271-447; 268-353; 273-793; 273-583; 273-483; 273-457; 273- 
443; 273-430; 273-863; 273-738; 273-442; 279-955; 295-583; 285-904; 287- 
542; 289-435; 290-941; 299-575; 299-580; 303-854; 302-980; 310-1062; 307- 
906; 321-665; 322-580; 324-573; 326-888; 326-576; 329-597; 335-574; 365- 
900; 351-757; 365-610; 374-776; 384-776; 392-776; 413-672; 418-704; 434- 
561; 434-1171; 447-763; 448-741; 452-965; 458-873; 465-573; 475-1144; 489- 
759; 484-718; 517-702; 521-797; 512-967; 513-821; 519-987; 537-863; 528- 
986; 528-1163; 553-775; 559-799; 1-478; 1-427; 1-380; 1-443; 1-416; 1-589; 
1-386; 1-524; 1-158; 104-561; 200-560; 240-788; 243-649; 262-311; 249-818- 
249-485; 259-461; 263-596; 252-510; 253-799; 253-602; 253-792; 262-463; 
257-542; 257-583; 257-531; 257-570; 260-593; 262-602; 260-612; 262-739; 
262-369; 261-330; 262-704; 262-546; 262-435; 262-329; 262-796; 1440-1834- 
1460-1750; 1460-1745; 1460-1731; 1453-1736; 1454-1738; 1457-1741; 1466- 
1834; 1498-1785; 1500-1785; 1487-1783; 1496-1698; 1518-1809; 1531-1763- 
1534-1790; 1536-1779; 1538-1783; 1542-1785; 1541-1785; 1546-1754; 1550- 
1790; 1556-1772; 1557-1785; 1564-1792; 1567-1782; 1567-1785; 1572-1843 • 
1569-1785; 1580-1792; 1582-1787; 1584-1792; 1600-1785; 1618-1785; 1635- 
1736; 1647-1841; 1651-1785; 1709-1782 

3'39/LI:237086.1:200lMAY17 || 919-1075; 920-1118; 933-1140; 934-1118; 934- 
1066; 934-1140; 1-176; 7-660; 16-176; 80-176; 530-1074; 705-1114 
340/LI:238585.30:2001MAY17 || 1-551; 4-206; 157-337 

341/LI:238672.6:2001MAY17 || 712-1012; 526-1001; 639-1192; 556-1123; 734- 
1092; 568-1060; 638-1059; 781-1057; 954-1056; 604-1054; 838-1054; 927-1054; 
888-1054; 643-1051; 682-1051; 665-1050; 768-1015; 278-971; 659-963; 355- 
949; 274-600; 366-589; 355-574; 274-534; 1-507 



338 



02083876A2 I > 



WO 02/083876 PCT/US02/09921 

Table 3 

342/1,1:239579. 9:2001MAY17 || 1612-2056; 1619-2053; 161 8 :^; 1622-2056; 
1625 2053- 1631-2051; 1636-2049; 1641-1922; 1641-2049; 1646-2053; 1650- 
U22 ?650-188i; ^60-1907; 1662-2047; 1667-1965; 1685-1935; 1688-2053; 
i£UlB71; 171^2059; 1716-2051; 1718-2000; 1721-2209; "30-2009; 1732- 
9053- 1732-2017- 1737-2056; 1750-2045; 1752-2043; 1753-1922; 1754-2053; 
lll\'-2M, 1?5 8 : 2 048; IT^^; 1766-2023; 1771-2057; 1780-2047; 1777- 
2052-1779-2035; 1800-2054; 1802-2008; 1808-2054; 1810-2053; 1819-2053; 
I8I8I20I3 1833ll964; 185ol 2 035, 1853-2053; 1859-2053; 1873-2053; 1878- 
MM- 1895-2051- 1928-2007; 1929-2053; 1933-2053; 1939-2050; 1952-2034, 
iSHlaX" 1984l 2 ol7; 198412042; 1995-2047; 1313-1805; 1316-1930; 1323- 
llll- 1323-1542; 1328-1585; 1325-1555; 1327-1568; 1333-1549; 1345-1908; 
UMll912s 1360ll621, 1378-1650; 1382-1617; 1381-1600; 1395-1535; 1396- 
^60-1401-2043- 1404-1531; 1404-1915; 1413-1922; 1424-1922; 1428-1945; 
l!32'l678 1451^1696; 146 3 ll712; 1469-1557; 1472-1922; 1473-1593; 1478- 
^706 " 84-1907; 15oi-1922, 1503-2016; 1505-1922; 1505-1780; 1506-1922; 
Sg'1922 151 3 ll725; 1521-1701; 1544-2000; 1521-1919; 1531-1751; 1535- 
ilSI" 1537-1922- 15*6-1806; 1548-1840; 1557-2053; 1557-2024; 1560-2043; 
llll'-lolV- 156711922; 158312057; 1587-1844; 1591-2059; 1591-2053; 1598- 
2053- 1601-2053, 1612-2053; 1312-1880; 224-347; 235-495; 247-515; 247-722; 
l\l kl\ 258-502- 261-489; 264-802; 280-903; 293-626; 296-524; 299-850; 

ITl-lH] 352-708 355-616; 411-684; 412-721; 414-639; 416-698, 
aI\ III' ali-691 502-736- 999-1234; 1002-1266; 515-674; 522-829; 1014- 
f 2 76 !o22-128 9 t' 532-669; ' 542-823; 545-902; 549-789; 550-707; 550-912; 553- 
lll 803 558-799- 575-831; 580-851; 580-837; 592-881; 601-856; 602- 

826- Ill-Ill'; 636-750 640-1162; 661-1243; 666-891; 668-936; 677-1216; 684- 
lll' 684-1250; 700-1167; 707-940; 738-1055; 737-940; 769-940; 777-1210; 
ill' 1062 -8041969; 804-lo86, 806-1076; 806-1166; 816-1327; 839-1093; 842- 

10 6 1160 873-1129- 911-1094; 935-1179; 955-1250; 956-1288; 965-1175; 
XS-ilS 965-i236; 965-illl; 968-i 2 82, 975-1238; 974-1551; 984-1221, 990- 
1204 995-1200; 995-1211; 996-1086; 996-1233; 2-520; 1-583; 38-656; 38-667; 
II ^7 76 600 78-384- 83-310; 101-614; 109-448; 119-387; 149-381; 205- 
f 5 2 2 il-5oI i023-1270; 1030-^283; 1031-1310; 1040-1247; 1046-1307; 1051- 
t 2 43- ^53-^357 1054-1330; 1055-1618; 1090-1223; 1126-1384; 1138-1264,. 
V?58'l288 ^7811440; 118 3 ll451; 1192-1437; 1196-1422; 1199-1439; 1200- 
lil? ?2?3-1534- 1215-^474; 1218-1449; 1220-1762; 1231-1516; 1234-1487; 
»«lli«- 1255ll500; 1258ll522; 1273-1516; 1289-1592; 1300-1532; 1303- 

343%it2f97lo 2 ^;200^ 9 || 174-663; 375-786; J59-831; 58 2-770, 645 908; 
787-1490; 883-1159; 1014-1550; 1145-1782; 1160-1394; 3034-3295 '3065-3329, 
7143 7622- 3174-3623- 3182-3469; 3184-3620, 3200-3403, 3210-3619; 3236- 
3532 «- 1, 3271-3529, 3287-3540, 3314-3597, 3359-3503, 3396-3621, 1- 
294 .'1-517-1-607, 9-581, 27-698, 32-119, 36-632, 164-533, 166-402; 183- 
166; 190-602- 2261792, 234-548; 339-1024, 382-751, 405-776, 41 3-1049, 458- 
10S9- 477-973- 489-985; 576-1101; 582-854; 582-1137; 583-1164; 591-781; 
llV-lltl; 69ll298; 682-865; 725-1138; 760-1326; ^0-1504 , 842-1355 , 844- 
1095- 849-1389- 898-1506; 898-1419; 930-1502; 944-1571; 984-1601; 1027- 
lll ; lf09-182i, 1?44-I8i8, 1123-1688, 1^-1826, 1158-1716, 1158-1416- 
1157ll616; 1197-1450; 1211-1554; 1220-1745; 1223-1547; 1261-1571, 1251- 
1R13- 1280-1732- 1297-1757; 1297-1802; 1314-1681; 1314-1576; 1297-1692 
1293ll937 i 7 345ll8 2 18l 138512022; 1406-1619; 1435-1850 15*7-1783; 1606 
17RV 1714-2255- 1797-2373; 2173-2765; 2676-2943; 2677-2976; 2679-2978 
2*6 912945* 26 5 99l2961; llls'^U 2699-2869; 2699-2956; 2699-2860; 2699- 
2897; 2699-2765, 2699-2756, 2699-2757, 2699-2979, 2699-2909, 2699-3263 
2699-2859, 2699-3156, 2699-2855, 2699-3043, 2699-3050, 2699-3237 2699- 
2867, 2699-3096, 2699-2863, 2701-3000, 2701-2756, 2793-2986, 2804-2901 
2845-3111, 2880-3154; 2881-3010; 2884-3241; 2884-2984; 2901-3126 2902 
3330; 2903-3099; 2909-3101; 2924-3092, 2928-3453, 2938-3149; 2945-3191 
2970-3507, 2975-3518; 2984-3516; 2991-3519, 2994-3165, 3008-3092 3016 
3581, 3018-3365, 3018-3103, 3038-3582, 3045-3594, 3052-3576, 3058-3468 
3097-3614; 3112-3303; 3130-3619; 3138-3577; 3154-3623; 3162-3619, 3163 
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3614; 3168-3622; 3173-3580; 3182-3589; 3175-3619; 3177-3432; 3182-3583 
3182-3599; 3183-3619; 3182-3462; 3184-3619; 3187-3632; 3191-3619- 3202^ 
3621; 3202-3478; 3204-3499; 3208-3619; 3218-3612; 3230-3614- 3235-3619 
3236-3619; 3236-3614; 3238-3622; 3239-3619; 3244-3494- 3246-3599- 3250- 
3620; 3252-3620; 3255-3620; 3257-3445; 3280-3614; 3281-3598- 3281-3599 
3281-3614; 3284-3619; 3299-3619; 3299-3579; 3299-3506; 3320-3580- 3341- 
3619; 3346-3573; 3357-3623; 3374-3578; 3376-3480; 3378-3622; 3382-3607 
3406-3619; 3436-3528; 3443-3619; 3515-3614; 3521-3619 
344/LI: 240037. 6 :2001MAY17 || 21-584; 319-1012; 366-490; 389-952- 406-722- 
484-909; 555-1005; 586-1040; 821-1037; 1-220; 17-98; 32-282; 331292- 34-' 
374; 36-240; 81-347; 368-742; 365-829; 363-1011; 366-785; 366-820; 366-869- 
374-982; 384-893; 384-694; 390-885; 393-712; 403-891; 403-1017; 410-1026- ' 
450-951; 480-1041; 484-910; 499-999; 518-781; 538-821; 542-1023; 558-1023- 
553-1022; 569-1022; 574-909; 573-740; 588-967; 591-959; 591-1036; 680-1025 
345/LI: 243900. 7 :2001MAY17 || 838-1158; 838-1146; 838-1116; 838-1143- 840- 
1144; 839-1056; 841-1061; 875-1103; 1072-1143; 411-970; 436-712; 486-754- 
556-1157; 731-1054; 835-1079; 837-1125; 887-1155; 388-966; 402-1083; 408- 
862; 408-837; 408-942; 408-653; 408-925; 408-553; 408-952; 408-958- 408- 
1061; 408-688; 408-959; 408-917; 408-970; 408-566; 408-909; 408-953- 408- 
976; 408-866; 409-505; 412-652; 412-685; 427-720; 428^658; 467-754,-1-330- 
467-729; 468-710; 469-728; 1-228; 113-330; 211-369; 477-696; 322-617; 387- 
641; 503-581; 506-945; 506-798; 544-1204; 634-1167; 640-1139; 709-1180- 

777 - 1177 '- 814-1177; 819-1167; 823-1062; 833-1177; 835-1084; 835- 
1096; 835-1087; 837-1145 

346/LI:244378.1:2001MAY17 || 254-637; 340-561.; 421-932; 1416-1645; 1473- 
1714; 1510-2248; 1531-2027; 1554-2241; 1567-1957; 1595-2071; 1621-2216- 1- 
535; 178-744; 254-815; 254-713; 255-563; 271-763; 271-557; 313-805; 313- 
556; 328-681; 338-415; 340-524; 349-612; 366-872; 384-558; 438-905- 438- 
804; 476-689; 562-1072; 604-1017; 630-1093; 633-1180; 669-1284; 705-1047- 
771-1242; 771-982; 775-1249; 830-1343; 838-1368; 863-1094; 869-1368- 879- 
1450; 886-1381; 896-1727; 896-1458; 896-1157; 896-1439; 908-1369; 906-1186- 
913-1153; 914-1545; 949-1430; 975-1483; 1001-1579; 1001-1244; 1010-1450- ' 
1021-1450; 1041-1587; 1074-1704; 1030-1767; 1074-1698; 1074-1711- 1074-' 
1743; 1074-1757; 1074-1236; 1074-1781; 1074-1692; 1074-1777- 1074-1747 
1074-1738; 1076-1327; 1078-1690; 1083-1526; 1082-1752; 1108-1472- 1127- 
1638; 1126-1615; 1131-1311; 1160-1687; 1173-1740; 1173-1397; 1194-1697' 
1194-1817; 1199-1657; 1202-1458; 1216-1896; 1228-1378; 1231-1491- 1236- 
1497; 1235-1655; 1276-1750; 1278-1725; 1286-2050; 1290-1810; 1290-1809 
1309-1902; 1314-1838; 1335-1787; 1345-1607; 1347-1991; 1365-1639- 1365- 
1970; 1363-1882; 1382-1627; 1393-1639; 1397-1905; 1405-1997; 1410-1953 
1414-2242; 1415-2173; 1433-1980; 1430-1901; 1452-1969; 1473-1879- 1486- 
2276; 1480-1795; 1481-2001; 1508-2151; 1510-1967; 1510-1827; 1510-1730' 
1510-1623; 1529-1680; 1537-1865; 1556-2197; 1531-2249; 1535-2061; 1553- 
2281; 1570-2252; 1560-2073; 1559-2252; 1568-2249; 1565-2131; 1583-2248 
1590-2249; 1600-2249; 1594-2207; 1618-2199; 1616-2249; 1619-1883; 1621- 
2249; 1620-2041; 1638-2252; 1628-2249; 1646-2272; 1659-2246; 1655-1811' 
1662-2249; 1675-1925; 1699-2249; 1687-2249; 1693-2224; 1707-1932- 1710- 
1964; 1742-1900; 1750-2122; 1749-1866; 1754-2191; 1754-2412; 1764-2197' 
1784-2255; 1787-2242; 1803-2073; 1805-2214; 1812-2253; 1816-2028; 1841- 
^55,- 1843-2253; 1838-2248; 1848-2217; 1866-2019; 1861-2259; 1864-2254 
1901-2126; 1904-2254; 1912-2249; 1940-2248; 1951-2206; 1957-2250; 1984- 
2239; 1973-2168; 1982-2254; 1999-2385; 2009-2148; 2058-2250; 2055-2257- 
2082-2213; 2088-2385; 2105-2259; 2088-2212; 2128-2257; 2133-2256- 2145- 
2208; 2187-2385; 2182-2254; 2281-2385; 2286-2385; 2286-2^79 
o!L /LI ^ 55 o 0 - 3:200:LMAY17 H 2482 -2901; 2487-2718; 2487-2960; 2488-2790; 
2491-2905; 2494-2955; 2493-2907; 2493-2730; 2497-2789; 2498-2905; 2504- 
2899; 2508-2733; 2509-2911; 2515-2953; 2515-2844; 2515-2897; 2515-2904; 
2515-2956; 2516-2902; 2519-2905; 2519-2755; 2520-2763; 2520-2758; 2520- 
V,ll\lll X 'lll 2 '' 2521 "2707; 2522-2646; 2522-2722; 2522-2779; 2525-2906; 
2526-2752; 2526-2704; 2526-2783; 2528-2955; 2528-2774; 2528-2953; 2529- 
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2905- 2537-2813; 2540-2905; 2544-2955; 2545-2667; 2546-2823; 2546-2800; 
2548-2955; 2552-2955; 2553-2908; 2555-2773; 2557-2955; 2558-2811; 2558- 
2879; 2561-2832; 2561-2771; 2562-2962; 2562-2955; "63-2905; 2564-2967, 
2567-^953; 2568-2955; 2569-2783; 2569-2851; 2570-2955; 2572-2957; 2573- 
2955-2575-2843; 2577-2955; 2578-2906; 2583-2919; 2585-2881; 2589-2741; 
2588-2956- 2589-2771; 2591-2955; 2335-2867; 2337-2862; 2337-2867; 2341- 
2905-2341-2910; 2346-2596; 2348-2621; 2350-2794; 2351-2607; 2353-2597; 
23^' 2631- 2359-2593- 2359-2611; 2360-2612; 2360-2633; 2360-2650; 2360- 
2616 23^-2634.- 2360-2521; 2362-2863; 2362-2595; 2364-2836; 2367-2855; 
23^12619 237212636; 2381-2646; 2382-2911; 2383-2913; 2384-2961; 2384- 
2830- 2385-2916; 2393-2656; 2397-2468; 2398-2885; 2400-2655; 2415-2953; 
"oS^SS; 240ll2688 240ll 2 621; 2402-2659; 2402-2947; 2408-2861; 2408- 
2719-2412-2660; 2417-2655; 2419-2660; 2423-2662; 2424-2905; 2428-2905; 
243312870; 2433l 2 621; 2435-2904; 2436-2705; 2436-2678; 2437.2795; 2438- 
9663-2439-2905- 2440-2905; 2444-2920; 2446-2575; 2450-2643; 2450-2905; 
24lol2593 215212908; 245 2 l2905; 2455-2902; 2460-2911; 2462-2639; 2462- 
2718-2461-2702; 2465-2908; 2466-2907; 2468-2708; 2468-2742; 2477-2893; 
llll'^ltt 2I79I27IO; 2481-2649; 2481-2746; 2482-2902; 2486-2917; 2486- 
3061-2032-2269; 2032-2312; 2034-2294; 2035-2176; 2038-2297; 2046-2328; 
20dl'2262 204612335- 2048-2125; 2052-2291; 2052-2281; 2061-2318; 2064- 
llfx 2067-23^0; 2071-2327; 2076-2334; 2081-2259; 2082-2304; 2082-2676; 
20831263T 209012280; 2093-2363; 2099-2312; 2100-2369; 2110-2480; 2109- 
2356- 2112-2329; 2112-2405; 2114-2645; 2114-2348; 2117-2373; 2117-2385; 
2u5l 2 S" 211912386; 211812402; 2120-2402; 2125-2389; 2126-2374; 2131- 
2365-2133-2377-2133-2412; 2136-2371; 2140-2401; 2144-2402; 2145-2401; 
215212684 "5312434; 215512875; 2156-2389; 2158-2395; 2164-2449; 2169- 
28ot 2177-2402; 2177-2409; 2180-2437; 2180-2285; 2180-2432; 2180-2415; 
2!s5l2337- 218712724; 2190-2437; 2190-2855; 2196-2390; 2212-2854; 2215- 
2^11- 2215-2472; 2217-2715; 2222-2476; 2225-2832; 2232-2498; 2234-2510; 
224212457; 2247.12868; 2247-2802; 2247-2867; 2248-2533; 2255-2324; 2254- 
2902-2261-2528; 2261-2488; 2263-2537; 2267-2529; 2279-2584; 2304-2751; 
230 6 1 2 5?1; 230712507; 2307-2583; 2308-2558; 2307-2598; 2309-2593; 2311- 
2831-2311-2421; 2311-2867; 2311-2811; 2311-2574; 2312-2487; 2313-2851; 
231412534; 231712527; 2319-2614; 2320-2581; 2322-2558; 2329-2599; 2331- 
2533-2332-2559; 1577-1765; 1583-1817; 1603-2078; 1618-1908; 1644-1877; 
IMslJoB; 1669ll857; 1672-1903; 1675-1879; 1678-1839; 1675-1909; 1675- 
2187- 1675-1927; 1677-1940; 1685-2215; 1691-1971; 1694-1953; 1713-2016; 
17llll961; 1715ll958; 1725-2255; 1728-1923; 1731-2030; 1731-1973; 1732- 
1984-1736-1977; 1736-2035; 1741-2057; 1748-2273; 1749-2008; 1759-2010; 
1^12^28; 176212305; 1765-2027; 1767-2154; 1768-1992; 1769-2007; 1769- 
2029-1788-2032; 1795-2013; 1800-2055; 1807-2058; 1815-2014; 1826-2073; 
1R3412268- 1838-1978; 1859-2059; 1852-1919; 1857-2298; 1867-2151; 1867- 
21 2 t 1^1-2096; 1870-2120; 1873-2141; 1874-2032; 1876-2117; 1885-2300, 
188512095; 188512512; 1890-2177; 1901-2148; 1901-2164; 1907-2139; 1911- 
2179; 19li-2065; 1912-2146; 1918-2410; 1928-2208; 1929-2045; "36-2169; 
194212200; 194312203; 1948-2192; 1949-2160; 1953-2171; 1958-2214; 1979- 
2138- 1982-2217- 1983-2250; 1985-2258; 1986-2039; 1993-2212; 2002-2232; 
200312254; 200312277; 2005-2243; 2006-2258; 2007-2257; 2009-2293; 2012- 
2406; 2017-2252; 2028-2480; 2028-2275; 2028-2291; 2029-2275; 2030-2572, 
2031-2241; 1111-1268; 1117-1368; 1116-1719; 1123-1327; 1123-1401; 1125- 
1278-1127-1362; 1128-1618; 1131-1400; 1135-1428; 1149-1461; H49-1360; 
1154ll368; il64ll673; 1171-1413; 1176-1287; 1182-1418; 1198-1801, 1196- 
1451- 1210-1496; 1214-1498; 1222-1621; 1234-1507; 1238-1513; 1241-1390, 
1267ll522; 1271-1503; 1274-1848; 1272-1415; 1273-1534; 1273-1412; 1278- 
1486; 1277-1484; 1280-1465; 1297-1766; 1315-1573; "27-1594; 1347-1594; 
1353ll606; 1368-1641; 1372-1618; 1379-1947; 1381-1954; "85-1645; 1389- 
1628; 1391-1499; 1414-1674; 1414-1670; 1415-1539; "29-1888; 1427-1699; 
1433-1516; 1436-1675; 1437-1772; 1436-1700; 1438-1659; "39-1618; 1443- 
2051- 1444-1705; 1454-1701; 1460-1613; 1463-1703; 1465-1660; 1469-1763; 
147lll686; 147lll718; 1475-1768; 1480-1771; 1483-1736; 1487-1649; 1489- 
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1585; 1500-1763; 1505-1776; 1507-1699; 1509-1770; 1510-1768; 1510-1745- 
1511-1664; 1512-1768; 1512-1754; 1513-1785; 1516-1780; 1528-1771; 1538- 
1735; 1538-1731; 1538-1705; 1549-1800; 1563-2131; 1576-1828; 1576-1811- 
1580-1835; 1583-1835; 1581-1842; 1587-2115; 1589-1879; 1583-2332- 1595- 
2188; 1595-2955; 1604-2174; 1607-1873; 1610-1839; 1613-1842; 1618-1882; 
1641-2202; 1641-1872; 1641-1863; 1644-1885; 1648-1900; 1650-1922- 1653- 
1768; 1654-1932; 555-1119; 557-1162; 558-1094; 560-1138; 559-644| 563-793- 
567-939; 573-1157; 575-1004; 616-917; 619-761; 627-884; 627-875; 633-892- 
649-904; 628-1095; 633-903; 652-1252; 658-786; 656-1261; 660-837; 664-917; 
674-1314; 680-1318; 682-1331; 688-1297; 696-1321; 697-810; 704-840; 707- 
1118; 704-972; 715-1102; 717-1335; 732-1279; 718-918; 737-890; 749-989; 
750-1033; 753-1168; 755-1046; 755-1001; 756-1038; 750-883; 771-1245; 775- 
1067; 782-1344; 781-1009; 775-922; 784-1053; 807-1346; 793-1045; 793-964- 
818-1038; 823-1301; 858-965; 871-1108; 880-1337; 885-1495; 888-1154; 888- 
1108; 890-1142; 900-1139; 900-1099; 901-1145; 903-1148; 909-1156; 880-1224- 
915-1417; 917-1479; 923-1138; 923-1116; 924-1189; 925-1200; 932-1170- 933-' 
1487; 932-1245; 934-1151; 935-1182; 942-1532; 948-1378; 952-1369; 953-1528; 
953-1456; 956-1211; 971-1058; 975-1266; 1012-1433; 1017-1264; 1017-1271- 
1025-1205; 1028-1277; 1040-1256; 1041-1255; 1054-1552; 1056-1269; 1080- 
1306; 1089-1346; 1110-1561; 1110-1349; 1-281; 28-621; 170-625; 196-660; 
200-429; 201-696; 212-697; 212-668; 225-784; 225-637; 233-785; 241-647; 
250-794; 250-813; 283-629; 294-840; 294-384; 345-799; 341-644; 343-707- 
375-912; 379-673; 380-877; 394-706; 395-752; 403-675; 423-747; 456-584; 
459-705; 475-712; 475-940; 475-699; 488-717; 488-752; 500-668; 506-756; 
508-1024; 520-662; 526-660; 526-1176; 535-1046; 539-782; 549-819; 2721- 
2903; 2722-2962; 2736-2955; 2738-2905; 2743-2957; 2769-2875; 2778-2885- 
2783-2907; 2784-3012; 2788-2894; 2793-2905; 2829-2955; 2839-2955; 2848- 
2907; 2853-2955; 2868-2958; 2884-3153; 2893-2955; 3037-3158; 2593-2903; 
2594-2820; 2594-2842; 2595-2955; 2596-2905; 2597-2899 ;. 2600-2846 ; 2601- 
2879; 2601-2877; 2602-2955; 2602-2905; 2603-2967; 2606-2955; 2607-2955- 
2607-2868; 2607-2913; 2607-2896; 2609-2840; 2609-2883; 2615-2862; 2616- 
2959; 2622-2952; 2620-2892; 2621-2891; 2628-2905; 2629-2887; 2630-2908- 
2630-2754; 2630-2906; 2631-2942; 2633-2907; 2635-2955; 2634-2950; 2637- 
2899; 2644-2953; 2645-2871; 2644-2932; 2652-2905; 2650-2962; 2652-2965- 
2653-2823; 2657-2955; 2657-2911; 2658-2961; 2657-2904; 2660-2905; 266?- 
2913; 2664-2951; 2663-2905; 2663-2930; 2665-2915; 2674-2958; 2675-2957- 
2678-2926; 2683-2952; 2685-2955; 2687-2932; 2688-2962; 2694-2955- 2701- 
2947; 2701-2901; 2701-2955; 2704-2906; 2706-2955; 2721-2904; 618-888- 1136- 
1558; 927-1380; 1489-2103 

348/LI: 245982. 24 :2001MAY17 || 1569-2192; 1576-1734; 1578-2092; 1588-1865; 
1596-2103; 1596-1849; 1596-2043; 1602-1997; 1602-1874; 1604-1856; 1565- 
2129; 1617-2175; 1616-1733; 1627-2128; 1630-1874; 1634-1733; 1639-2168; 
1642-1733; 1642-2164; 1642-2201; 1642-2176; 1642-2170; 1642-1881; 1642- 
1854; 1647-1931; 1647-2015; 1653-1912; 1654-2046; 1654-1908; 1656-1920; 
1656-1868; 1656-1732; 1656-1733; 1656-2097; 1657-1940; 1672-2084; 1682- 
1940; 1682-1926; 1712-2156; 484-1040; 563-1143; 571-1047; 583-842; 587- 
1095; 656-1321; 683-1188; 684-1177; 719-1290; 754-1340; 771-990- 771-1019- 
798-1340; 805-1059; 828-1448; 853-1382; 884-1439; 883-1171; 919-1331- 944I 
1659; 948-1488; 926-1518; 966-1539; 973-1436; 940-1500; 941-1501; 978-1536- 

Q £ Q _ "1 "31/1 - Qon 1 IT ft . 1 nnr 1 xnjt 1 i «-> — ~ _ - . . _ _ ' 

, - * , o-uu ,-±i xujj.-x^//; iuos-1 /zz ; lliy-1368; 1121-1358- 

1128-1358; 1130-1232; 1159-1447; 1190-1807; 1248-1516; 1180-1302; 1206- 
1483; 1286-1505; 1272-1900; 18-80; 12-109; 1562-1620; 1565-2095; 1-625; 
209-844; 269-807; 345-980; 1793-2193; 1793-1924; 1793-2199; 1793-2143; 
1793-1952; 1793-1847; 1793-1966; 1794-2044; 1793-2004; 1744-2196; 1747- 
1989; 1748-2193; 1749-2198; 1753-2173; 1753-2199; 1758-2201- 1793-2014- 
1795-1913; 1796-2194; 1801-1969; 1801-2042; 1801-2078; 1808-2156; 17591 
2050; 1808-2053; 1811-2193; 1812-2193; 1817-1988; 1819-2197; 1817-1989; 
1821-2197;- 1821-2193; 1824-2081; 1825-2009; 1759-1974; 1763-2164; 1766- 
2193; 1767-2196; 1771-2074; 1769-2197; 1772-2024; 1780-2025; 1781-2153; 
1782-2197; 1783-2197; 1787-2197; 1786-2183; 1793-1955; 1793-1990; 1793- 
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2194- 1829-2193; 1834-2099; 1847-2196; 1859-2198; 1864-2193; 1864-2132; 

186612099; 1866-2097; 1866-2115; 1867-2197; 1867-2194; "72-2195, 1874- 

2132- 1874-2201; 1874-2112; 1878-2137; 1879-2029; 1881-2197; 1895-2197; 

189712196; 1898-2201; 1905-2216; 1905-2081; 1905-2134; 1912-2196; 1919- 

9171-1925-2199- 1923-2198; 1925-2368; 1935-2049; 1956-2193; 1959-2243; 

196^2232 196ll2196; 196812375; 2002-2196; 2054-2193; 2084-2176; 2087-2192 

349/Ll:246054.1:2001MAYl7 || 489-687; 514-783; 576-851; 600-874; 658-872; 

710-916; 819-1215; 903-1200,! 947-1488; 1328-1609; 1374-1630; "20-1630; 

1500-1636; 1-256; 1-557; 2-230; 23-383; 41-230; 42-230; 235-568; 249-568; 

256-350; 258-516; 283-555; 295-546; 301-479; 280-362; 301-389; 301-414; 

301-429 301-430; 301-433; 301-443; 301-449; 301-444; 301-537; 301-450; 

301-460- 301-519; 301-423; 301-506; 301-630; 301-461; 301-610; 301-579; 

loi-ttl: 301-517 305-596 313-556; 317-630; 318-672; 321-738; 331-426; 

W 575 337-557- 337-572; 338-880; 338-577; 338-836; 344-713; 344-585; 

344"-803- 346-596!- 349-714 352-609 361-605; 372-536; 396-868; 404-636; 

JiJ-550 457-876 455-805; 467-871; 474-749; 478-653; 501-917; 505-907; 
508 915 512-912- 512-797; 523-912; 537-781; 555-845; 562-820; 579-912; 
tlilll' 190-766- 597-942 601-869 626-757; 629-845; 630-1077; 665-913; 
6t1"89?' 708-907- 710-944 710-912; 710-875; 710-873; 777-912; 799-962; 
S2-1127- 856-1203; 877-1072; 879-1162; 910-1170; 930-1199; 942-1183; 947- 
1194 958-!l6lf 976-1137; 977-1194; 978-1167,- 982-1162; 992-1554; 1005- 
llTe', 1010-1223; 1016-1303; 1019-1267; 1020-1246; 1033-1317; 1042-1615- 
1057ll6O6; 1062ll588; 1133-1296; 1139-1631; 1158-1629; 1160-1296; 1170- 
1632-1168-1630; 1170-1347; 1174-1645; 1174-1635; 1177-1631; H82-1630 
1189ll630 119lll630; 1202-1638; 1204-1630; 1206-1638; 1208-1630; 1209 
llll- "31-1631; 1233-1634; 1231-1357; 1250-1477; 1259-1636; 1264-1630 
1268ll632 127lll618; 1276-1634; 1285-1498; 1285-1630; 1296-1623; 1299 
lltl- 13li-1630; 1327-1619; 1334-1630; 1335-1630; 1340-1631; "54-1630 
" 7 !ll6S3; 1380ll844; 1391-1633; 1412-1631; 1417-1630; 1429-1623; 1433- 

1441-1630- 1448-1636; 1520-1609; 1623-1883 
350^25605? 229:2001^17 || 644-771; 656-771; 524-771; 681-771; 720-771; 
535-771; 299-694; 294-653; 1-399; 242-399; 294-399; 114-371; 1-207 
351/LI:260629.7:2001MAY17' 1-145; 19-145 

352/LI- 272723. 1:2001MAY17 1-386; 7-391; 278-795; 278-863; 279-386 
353/LI: 272766. 1:2001MAY17 1-662; 1-112; 441-873; 570-957 
354VLI:275726.1:2001MAY17 1-157; 1-583; 1-97; 1-554; 4-97; 33-97; 451- 
594; 456-591; 456-521 

355/LI: 276815. 1:2001MAY17 || 1-250; 48-455; 48-598 

356/LI: 283562. 5 :2001MAY17 || 1-584; 352-807; 367-887; 584-1235; 906-1537; 
Il92-1669; 1339-1548; 1540-1824; 262-667; 297-515; 313-980; 352-622; 364- 
938 364-873; 367-975; 367-965; 367-979; 454-1036; 558-1236; 569-1230; 571- 
1227-639-1227; 660-1234; 775-1036; 822-1319; 906-1441; 1059-1583; 1059- 
1585; 1059-1618; 1272-1498; 1274-1485; 1333-1669; 1335-1958; 1385-1510; 
1525ll968; 1525-1922; 1528-1805; 1528-1809; 1567-2204; 1595-1838; 1597- 
1753- 1675-2166; 1674-2357; 1689-2259; 1688-1915; 1758-2216; 1758-2376; 
177612093; 1776-2028; 1777-2080; 1782-2073; 1782-2066; 1774-2018; 1783- 
1993-1826-2406; 1839-2097; 1839-2266; 1814-2431; 1817-2314; 1822-1974; 
1829ll970; 1894-2533; 1924-2534; 1916-2151; 1919-2585; 1976-2570; 2018- 
2564; 2049-2539; 2066-2638; 2053-2661; 2128-2742; 2128-2344; 2161-2759; 
2157l 2 851; 2169-2738; 2202-2576; 2222-2860; 2257-2759; 2283-2885; 2330- 
2929- 2353-2747; 2417-3003; 2471-2746; 2550-3096; 2418-2692; 2437-2640; 
244212653; 2445-2709; 2451-3078; 2468-2968; 2587-3217; 2593-2842; 2713- 
3314- 2751-3003; 2754-3288; 2755-3318; 2761-2994; 2765-3262; 2762-2940; 
279212878; 2807-3361; 2827-3375; 2841-3361; 2844-3378; 2887-3377; 2895- 
3364; 2922-3313; 2928-3361; 2935-3362; 2934-3152; 2968-3198; 2990-3364 
299313361; 3081-3317; 3118-3361; 3155-3285; 3167-3361; 3265-3378; 3288-3359 
357/LI: 289066. 15 :2001MAY17 || 2967-3112; 2107-2266; 2143-2303; 2102-2253; 
2086-2268; 2114-2268; 2096-2268; 2098-2286; 2123-2256; 2136-2268; 2109- 
2267- 2109-2272; 2109-2266; 2109-2268; 2134-2268; 2138-2266; 2158-2272; 
216ll2254; 2169-2268; 2174-2267; 2170-2252; 2200-2265; 2164-2220; 2210- 
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316-564; 
594-870; 



2312-2962 
2834; 2600 
2666-2905 
2937; 2722 
2761-3025 
3046; 2786 
2808-2858 
2301; 1757 
1760-2267 
2062; 1805 
1833-2307 
2225; 1839 
1864-2307 
2307; 1890 
1891-2305 
2301; 1913 
1927-2259 
2210; 1929 
1950-2278 
2240; 2006 
2002-2217 
2295; 2060 
2113-2318 
2224; 1086 
1107-1561 
1483; 1154 
1168-1414 
1519; 1197 
1278-1524 
1782; 1320 
1353-1613 
1584; 1389 
1428-2075 
2019; 1500 
1486-1583 
1753; 1543 
1554-1738 
1836; 1595 
1627-1899 
1889; 1695 
1709-1841 
316-537; 
594-936; 



2378-2949 
3223; 2603 
2699-2994 
3251; 2728 
2774-3248 
3248; 2785 
2820-3251 
2031; 1735 
1774-2043 
2192; 1805 
1824-2093 
2300; 1839 
1865-2301 
2325; 1880 
1894-2307 
2307; 1903 
1914-2250 
2306; 1934 
1951-2301 
2314; 2006 
2005-2245 
2298; 2064 
2119-2318 
1328; 1090 
1132-1380 
1541; 1162 
1177-1462 
1333; 1214 
1314-1958 
1818; 1336 
1363-1614 
1722; 1431 
1430-1929 
2050; 1478 
1494-1731 
1984; 1550 
1582-1809 
1774; 1606 
1634-1931 
2272; 1698 
1709-1974 
416-649; 
593-722; 



2495-3172; 2513-2782; 2553-2803; 2585-3134; 
-3073; 2628-3233; 2643-3145; 2648-2769; 2659- 
2700-2939; 2700-2993; 2700-2863; 2716-3248; 
-2945; 2727-2953; 2733-3251; 2746-3150; 2757- 
2775-3048; 2781-3251; 2781-3248; 2785-3211; 
-3072; 2787-3050; 2790-3248; 2804-3247; 2809- 
2825-3068; 1712-1976; 1721-1903; 1754-2114; 
-1912; 1739-1967; 1742-1958; 1773-2047; 1754- 
1770-1958; 1798-2259; 1800-2011; 1801-2100; 
-2076; 1808-2300; 1827-1977; 1827-2010; 1844- 
1839-2301; 1853-2132; 1826-2115; 1843-2301; 
-2261; 1856-2301; 1858-2303; 1847-2305; 1863- 
1866-2299; 1858-2103; 1859-2278; 1860-2296; 
-2282; 1868-2302; 1869-2312; 1885-2282; 1878- 
1885-2304; 1900-2299; 1893-2278; 1893-2304; 
-2308; 1930-2182; 1907-2166; 1923-2301; 1912- 
1938-2300; 1926-2287; 1924-2191; 1926-2306; 
-2303; 1949-2305; 1945-2314; 1945-2227; 1960- 
1953-2261; 1956-2119; 1959-2300; 1946-2258; 
-2263; 1987-2272; 1990-2261; 1995-2266; 2002- 
2040-2288; 2008-2229; 2052-2271; 2071-2284; 
-2298; 2059-2324; 2077-2270; 2111-2247; 2078- 
2084-2266; 2122-2321; 2097-2281; 2102-2250; 
-1332; 1094-1255; 1112-1371; 1112-1231; 1101- 
1137-1376; 1145-1341; 1152-1394; 1132-1538; 
-1406; 1162-1341; 1162-1691; 1163-1761; 1165- 
1177-1423; 1178-1432; 1180-1386; 1183-1413; 
-1511; 1215-1472; 1237-1514; 1245-1529; 1265- 
1294-1551; 1294-1428; 1317-1547; 1317-1566; 
-1582; 1340-1977; 1345-1745,- 1352-1603; 1353- 
1363-1609; 1369-1621; 1370-1649; 1374-1660; 
-1789; 1409-2035; 1410-1996; 1428-1958; 1428- 
1440-1674; 1470-2009; 1472-1731; 1448-1735; 
-1727; 1503-1776; 1506-1797; 1485-1729; 1486- 
1502-1937; 1535-1810; 1511-1717; 1537-2070; 
-1768; 1568-1816; 1568-1788; 1544-1851; 1546- 
1588-2220; 1564-1916; 1572-2195; 1568-2043; 
-1809; 1586-2218; 1627-1733; 1606-2108; 1633- 
1657-2154; 1650-1871; 1671-2154; 1644-2203; 
-2266; 1712-2237; 1703-2284; 1712-2249; 1709- 

1693-1950; 1712-1942; 1-555; 29-569; 107-570; 
447-677; 577-1269; 591-866; 590-1000; 591-929; 
595-725; 596-997; 596-816; 596-881; 596-1016; 
; 596-841; 596-900; 596-995; 596-807; 607-870; 
614-1009; 615-822; 615-880; 615-1084; 619-1105; 636-1113; 648-1179; 653- 
933; 655-902; 658-946; 658-889; 664-870; 672-965; 688-896; 715-1006; 719- 
984; 743-946; 765-1327; 765-1343; 810-1048; 892-1198; 893-1066; 921-1186; 
901-1168; 905-1028; 963-1117; 946-1402; 977-1247; 987-1208; 967-1531; 967- 
1501; 1004-1213; 1027-1277; 1004-1532; 1007-1158; 1043-1292; 1057-1347; 
1073-13t>6; 2836-3249; 2839-3248; 2847-3249; 2849-3246; 2855-3249; 2858- 
3248; 2871-3106; 2873-3091; 2896-3251; 2898-3120; 2906-3251; 2924-3174; 
2936-3160; 2941-3210; 2941-3172; 2942-3250; 2953-3251; 2953-3244; 2953- 
3248; 2956-3248; 2958-3186; 2965-3247; 2966-3246; 2970-3181; 2977-3231; 
2981-3231; 2985-3218; 2992-3246; 2997-3254; 3033-3202; 3043-3248; 3055- 
3249; 3080-3248; 3139-3248; 653-914; 670-886; 719-989; 885-1138; 946-1155; 
971-1197; 1007-1348; 1067-1292; 1569-1828; 1590-2135; 1620-1764; 1649-2099; 
1674-1949; 1709-2299; 1712-2279; 2831-3046; 2852-3256; 2895-3248; 2934- 
3159; 2944-3246; 2957-3249; 2980-3043; 3006-3218; 3134-3251; 40-465; 780- 
1118; 596-1080; 671-1239; 719-1338 



596-1015; 596-982; 596-772; 
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358/1,1:331040.17:2001^17 | | ^VJl^ 

709-839; 728-838; 740-943; 776-838; 602-846; 1-320 1 265 2 

114-394; 138-508; 143-427; 151-438; 171 726 1/4 tu 295 _ 633; 300-550; 

213-517; 218-800.; 224-657; 257-784; 257-812 258 673. 295 6 0Q; 

300-862; 303-592; 324-585; 331- 11; 341-838 35 838 35^^ ^ ^ 

374-840; 370-651; 375-798; 374-838, ° ' 445 _ 841 . 4 49-852; 453-844; 

422-841; 426-574 J41-84X, 442-850; 444-841 445841 

451-841; 456-676; 457-847; 479-B4J-, <±o° 597-841 
505-647 511-844; 528-848; 528-838; 549-841; 569-841; 590-827 ^597 84 
359/LI:332414.5:2001MAY17 || 1-550; 1-60 0; 68-669, £59 429, ^ 49Q _ 
657; 240-489; 253-828; 268-608; 268-516; 267-908 281 487 « * 5 41-1127 ; 

1073; 481-1079; 509-1090; 522-1079; 507-1100 536 1093 535 L > 
544-il62; 548-1205; 556-1069; 595-1231; JJJ^"*» "Jo-SllT 7 2 I-1405; 

1217; 679-1217; 682-1273; 701-1090; "5-1402; 713 1384 710 12 . 

1^724,^ 

^l^-^^-^^-^^ SS^S, -01-1719; 1414- 

1715; 1504-1718; 1621-1714 1AH-1523- 1411-1752; 1430-1774; 

360/ L I:332730.16:2001MAY17 | "38-1533; 1411 1523 1411 1?7? _ 

1448-1621; 1504-1786; 1577-1915; 1626-1868 ^ _ 1934-2152; 

2030; 1788-1912; 1789-2046; 1859-2322; ""-2353 ,1931 220 , 

1946-2485; 1975-2172; "80-2216; 2020-2178 2074 2344, 2 2268 _ 23 62; 

2439; 2239-2683; ="0-2682, 2246-2671; 2255-245^ 2258 > 2653 _ 

2390-2642; 2396-2928; 2397-2645; 2401-2577, 2413 i ' 2769-3391; 

3003; 2720-3182; 2731-3182; 2749-3174; 2752-3352 2755 ' 28?5 _ 

2769-3365; 2774-3174; 2796-3067; 2796-3038 =796 3181. 3109 -3356; 

3131; 2882-3450; 2886-3088; 2895-3315; 3065-3180 309S ' 34?6 _ 

3150-3425; 3151-3404; 3201-3445; -3266-3526; 3286 3530 3426 92; 

3962; 3551-3771; 3551-370 , 3 51-3 748; .3743. 3574 3?29 _ 

3623-3794; 3645-3927; 3686-3869; 3688-3943, 3/12 £ 3796-4132; 

3992; 3729-4141; 3741-4043 ; .3769-4013 ; 3789-4069, 378S • 

3801^030; 3833-4344; 3864-4081; 3864-4141; 3868-4608 3867 > 

4143; 3902-4138; 3909-4283; 3944-4176; 3949 428 395 3?9; 4Q80 _ 

3978-4236; 3980-4238; 4023-4563; 4023-4227, 40b8_ ^_ 4618 4175 -4631; 

4356; 4113-4678; 4 "2-4359; 4129-438^ 4147 4523 4 x65 ^ 

4189-4437; 1-693; 11;J«; 63-358, 229 781 , 243 68 2-1168; 714-1260; 

844; 462-652; 538-1071; 546-886; 580-899, 6// iu^. 976-1403; 1003 

728-1151; ^8-1270; 737-1059; 746-965; 850-1490 . 891 1270. 9 

1401; 1013-1404; "22-1608; "25-1227^1025 ™f> 1083-1404; 1089- 

1055-1404; 1066-1401; 1073-1270; 1080 1403 10bb ' H80-1443; 

1366; 1092-1322; "92-1363; 1087 -1629; 1143 ^,1181 • 4815 _ 

1178-1556; 1195-1363; 1190-1397; "86-1598, 4811 ^ ' 4846-5210; 

5202; 4818-5003; 4822-5065; 4823-5209; 4834-5209, 4841 5209, 

4847-5127; 4848-5210; 4851-5130; 4851-5117; J^-5202 4853 520 .^^^ 

5210; 4852-5214; 4857-5209; 4858-5047; 4859 5209 4862 2 . 

4884-5209; 4881-5167; 4886-5211; 4892-5180 49U1 ' 4947-5209; 

5202; 4913-5180; 4942-5211; 4943-5209; 4944 5209, 4944 1 > 

4975-5172; 4978-5202; 4982-5182; 4986-5202 4991 5126 419 g4; 

4428; 4195-4256; 4230-4392; 4259-4507; 4263 4521, 4286 « L 

4752-5212; 4754-5211; 4754-5209; «S|-5209; .'"^M, 4790-5209; 



5209; 4811-5209 
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361/LI: 333849. 21 :2001MAY17 || 1-566 

3134; 3013-3526; 3059-3604- 3915 Hit liln 5?S~ 3 ° 50 '* 2954 - 308 5; 2998- 
3606-3910; 365l-404 0 ; 3«^:39?i^i2;^■39???'^7?^^;!"- 4053 '• 3971-4239; 
2545; 2495-2545- 4159-4S7fi. aaII ZV 3713 " 3 982; 3873-4529; 2490- 

4243-4640; A2esUfol 427^453 "lij? ; «?? 9 " 4640; 4243 "^48; 4243-4494; 
2832; 2673-3057; 268i-3057 268i till Vkl\ i^S" 4867 '' 4343 " 4 593; 2664! 
2681-2752; 2681I3174 L \ 28 '' 2681-3013; 2681-2753; 

3452; 3178-3644; 3194-3644; llU-ltll ^ 4043 JS?" 2 ^; J 690 " 2782 ' ^91- 
4109-4511; 3566-3895; 3365l 3 643- ?t««\i!i 3 " 4332 ' 4 °97-4600 ; 4109-4393; 
3633; 3453-3642; 3463-3812- li« " 3 ! 3 416-3643; 3444-3594; 3451- 

3488-3643; 336ol 3 629- 1-5249 1 lll'^iZl'* 016 ' 3474 - 38 40; 3476-3845; 
891; 418-891; 434-891; 439^47 461 l^ 9 '' 192 ~ 512; 392 ~891; 394- 

847; 535-885; 579-883- 596 6So'- if J " *" f 7 ? _614; 5 10-847; 515-891; 534- 

1035; 1205-1455; iJSlJSj "fisO-l^S i 6 59 ^S? ? ?^ 0 ~ 98?; 774 " 863; 796 ~ 
1756-2203; 1762-1911- 1763ll974 , 11 '' 1718 ~^87 ; 1719-1977; 

2425; 1868-2059; 1965-2271 19 A llnl ll*L l 801 " 2202 ' 1863-2126; 1867- 
2066-2269; 213412545; llll'^l'l lllV All lltV 2007 ~ 257 ^ 2008-2419; 
2545; 2247-2545- 2262-254R III* lit,' 545 '' 2159 -2415; 2174-2545; 2196- 
2279-2523; ^ei^Tef 2378 254 \ lliV -,11V ~ 2 ^'' 2271 ~ 2 ^^ 2271-2473; 
2833; 2746-2806; 27^-3307 2830 3017 til'n "f 2989; 2746-2938; 27461 

2851-3077; 2856l 3 125 32 0 l' llll loll'' 2 J°' 3 ° 98 28 30-3083; 2830-3051; 

2579; 2606-3051- 2622 3071 tiV n 3222_3641; 3234 ~ 3 644; 3273-3888; 250 9 1 

4380-4638; litsUlll ^UlUlU ^VA^ 2806 '' ^ 55 ~^' 4366-4879; 

4698; 4518-4900- 4534 9 ! All'** 12 '' 4458 -4921; 4465-4918; 446 8 1 

4593-4919; 46O2I492 ; llllUtlt't lll\flV 'HIV A f 68 " 4923; 4 ^9-4887 8 ; 

5205; 4806-5068; 4848-5244; 4859-49U V Hl[ t 2 H ' 4735 ~ 4928 <- 4779 ~ 

363/Ll:337606.6:2001MAY17 I 1 L ,^ ! f 

277-631; 292-631; 35^63 ; ' 468-631 47 \~tlV ^ 234 " 631; 234 - 647; 

364/LI:338032.10:2001MAY17 | | l-lll ll'-lll 

Ll7 / -200lf 2 2 6 2 5 59 1 - 6 2 6 2 9°9 01 ^ llV^l^ 9 ' 1201 > 1142 " 1469 '- 1278 "^ 3 ^- 
879; 187-630; 207-852; IS-ll^^gl^f 7 2 1 76 34 7 % 0 - 3 "f^ 1 " 255 ^ 156 ~^ "8- 
910,- 660-1064; 671-1064- 739 10*4 an? ^11 fP'' 281 - 63 °: 314-630; 417- 
1102-1469; 1102-1467; lio2-1476 ills \ foo"' 471 '" 902 - 1458 '" 984-1172; 

1664; 1248-1469; 1280-1373- lltl IHI illk ^l~ 1436; 120 °- 14 58; 1223- 
1608-2156; 1814-2458; ISll^lll lo76 zllt i™?'' * 486 - 2 ° 91; 15 69-1828; 
2748; 2727-3147; 2775-3149- 2780 III 1 tin 2281 ~ 2842 ' 2283-2530; 2311- 
3245-3384; 3248138247 3257-3lll zllo All 'WlV.ll 42 ~ 3 ° 97 > 32 °5-3473; 
366/L1 : 344646 . 4 - 2001MAY17 I I 1 ike iiin f f ' 3407 " 354 8 ; 3452-3811 
1124-1362; 113^1363^ SI9H38? 1530 17^ iM^'' 1597 ~ 1796 ' 1599-1760; 
960; 730-1222; 1-857 306-541 309-7?" 320 S«" 8 ?!'" 658 ~ 925 '- 7 09-990; 725- 
369-633; 371-768; 388-707- 399-801 lin III 3 20-769 ; 348-756; 348-565; 

496-811; 498-813 509-1176- 1 a ^ ' j/ 2 : ?19 '" 467-708; 488-811; 
732-1001; 730-1390; 74 - i 2 ° 7" ? ;, 557 " 777; 567-856; 593-1215; 

1292; 816-1225; 834-1059 835 ? 04P ^f^ 983 '* 795 " 1127 '- 802-1146; 814- 

944-1234; 944-1308? 956^064 96o!i 2 25 965 { J 21 "^" 2 '" 922 ~ 118 1; 917-1630; 

1287; 1013-1233; 1031-1141 ■ 10?« i«5 JS!"" 81 '" 986 ~ 1221 : 986-1556; 1012- 
m-7-, Z' .. JJ - ±J -^> 1038-1654; 1048-122Q- mjs.nio. , , .' _ 

1448; 1261-1715; lllk-llll 111* H06-1578; 1230-1720; 125 9 1 

1279-1755; 1284ll760? K ^« ' ^f^ 3 1272 -1518; 1279-1756; 
1760; 1301-1757; 1306-1761- itVn J?« 1298 -1 7 54; 1300-1755; 1301- " 

1315-1759; 13l 7 ll786- SSllS 131 '"n ^°~ 1 1758 1 1309 " 1757 '- 1512-1759; 
1760; 1341-1720; 1345-1755- lit'* ™ 72l 1335-1760; 1337-1761; 1343- 
1359-1754; 136 3 ll752 Ss'l760 ^7«''i^ 9 " 1629; 1352 -1 7 61; 1355-1538; 
1759; 1389-1768; 1391-1723 7 IfSl iSSi 138 1-1758; 1382-1752; 13 86 1 

1400-1661; 14l 2 ll655 llll' f'SSNSi 4 -""' 1397 -"27; 1399-1759; 
1760; 1446-1757; 1466-^ ^468 f!Si ^f" 1758 '" 1438 -1549; 1438- 

1515-1759; 1515-1760; Stiw" "SSll^ 3 - 1761 ' 1487 - 1754 '" 1513-1760; 
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367/LI- 347393 7:2001MAY17 || 1-380; 923-1312; 1044-1315; 103-283; 224-843; 
lllilkl; lol-lOlO; 804-1340; 909-1315; 930-1343; 953-1349; 1022-1299; 

3™3481^ M«. 3-492; 1-219; 4-492; 3-219; 4- 

^sLlt-351120 6-2001MAY17 II 2875-3280; 1-245; 12-454; 12-173; 12-124; 38- 
5 " 5B-511, 139-426; 178-682 ;• 178-419 ; .186-688 ; 296-518; 296-426; 320-613; 
3?' 737- 401-810- 430-680; 430-604; 433-541; 506-742; 519-737; 531-1173; 
627~Io87- 273?-3047; 2740l2941; 2749-3043; 2752-3047; 2755-3003; 2770-2935; 
2770-2^63-2792-3047; 2792-3043; 2800-3043; 2807-2972; 904-1038; 905-1374; 
9lli?65 921-1183T 896-1106; 728-1338; 730-1360; 740-1256; 761-1055; 819- 
llll 819-1122 820-1125; 830-1066; 834-1371; 838-1087; 845-1116; 850-1100; 
III i'i?7 861-1144- 863-1490; 862-1114; 871-1144; 879-996; 891-1135; 896- 
1120 925-fo4 2 t Sli-Ss, 950-1042; 966-1032; 973-1455; 981-1249; ^-1574; 
1^7' All- 1123-1593- 1131-1339; 1134-1586; 1133-1588; 1137-1407; 1139- 
1588- 1145-^592- 1145-1401; 1146-1451; 1150-1592; 1159-1588; 1159-1587.- 
ll^llSsI 1159ll547; 116lll371; 1161-1409; 1859-2093; 1862-2110; 1862- 
llll- W6i-2107; 1863-2090; 1865-2124; 1865-2162; 1865-2076; 1865-2073; 
?BM2143- 186612124; 1867-2354; 1867-2017; 1866-2100; 1869-2114; 1869- 
2085 2634-3070- 2638-3043; 2649-3043; 2661-3043; 2663-3043; 2679-3044; 
llll'-iotl 268913043; 269813043; 2707-3046; 2713-3042; 2720-3047; 2721- 
3olt 2722-3061; 2723-3044; 2731-3034; 2886-3043; 2886-3295; 2897-3043; 
llVl'-llll; 2960l 3 034; 3054-3206; 2848-3280; 2849-3280; 2849-3094; 2849- 
lltl- 2850-3241- 2852-3047; 2857-3044; 2859-3240; 2883-3043; 1491-1723; 
1505ll724 llll'-llll; 1522ll590; 1527-1585; 1540-2053; 1688-1979; 1692- 
W33- 1699-1922; 1718-1982; 1722-1959; 1858-2228; 1859-2140; 1220-1587; 
1226ll503 1233ll484; 1239-1586; 1238-1479; 1244-1582; 1245-1532; 1248- 
Sm" 1248-1824; 1248-1587; 1249-1591; 1253-1587; 1255-1587 ; 1259-1588 ; 
125lll518 1275ll723; 1288ll592; 1297-1493; 1296-1585; 1296-1546; 1303- 
isl?.13?4-1587; 1325-1587; 1326-1592; 1339-1587; 1343-1576; 1343-1572; 
^311567 134 3 ll548; 1355-1587; 1356-1587; 1356-1589; 1360-1587; 1362- 
SS- 1364-1587; 1366-1570; 1373-1587; 1374-1587; 1379-1803; 1379-1587; 
llll' 1585 1462ll723; 146 2 ll588; 1466-1586; 1477-1590; 1490-1587; 1491- 
itll; SU-wS, 1379-1549; 1380-1587; 1382-1587; 1383-1588; 1382-1579; 
1^84 1590 1390ll587; 1401-1587; 1451-1841; 1410-1723; 1433-1588; 1436- 
lill lllk-llll; 1446-1585; 2219-2760; 2219-2456; 2257-2496; 2261-2536; 
22792537 228 2 l2514; 2301-2534; 2348-2593; 2356-2886; 2355-2602; 2364- 
2633 2368-2562; 2287-2475; 2301-2574; 2374-2748; 2016-2292; 2021-2298; 
2022 2253- 203ll2331; 2035-2186; 2065-2333; 2080-2657; 2095-2350; 2110- 
2517 2119-2?03; 2129-2368; 2140-2371; 2150-2386; 2170-2408; 2180-2276; 
220912454; 288512968; 2659-3041; 2587-3045; 2596-3006; 2601-3044; 2602- 
2810- 2608-3041- 2621-3043; 2624-3043; 2626-2904; 2626-2894; 2630-3043; 
llll'-ioll 263ll3042; 2377l 2 594; 2377-2535; 2388-2901; 2406-2684; 2411- 
2576-2432-2721-2442-2749; 2446-3047; 2462-2627; 2476-2723; 2488-2749; 
1111-2696 2500l 2 720; 2510l 3 049; 2524-3043; 2536-2792; 2542-2856; 2547- 
Itll- 2164-3046- 2570-3042; 2575-3046; 2580-2944; 2586-3046; 1163-1451; 
1161-lltl 1168ll252; 117 4 ll593; 1176-1591; 1179-1589; 1179-1588; 1181- 
lltl- 1182-1589- 1182-1416; 1182-1413; 1183-1587; 1183-1585; 1184-1588; 
llll'-llll; 120lll587; 1203-1319; 1206-1463; 1206-1452; 1210-1442; 1220- 
1588; 1000-1535; 1014-1298; 1029-1268; 1034-1315; 1037-1546; 1040-1506; 
1049ll552 105lll301; 1073-1544; 1075-1557; 1075-1368; 1077-1548; 1079- 
XS, 1100-1242; 1100-1426; 1100-1381; 1100-1364; 1100-1352; 1121-1730; 
186912071- 186912228; 1869-2149; 1869-2101; 1869-2109; 1869-2011; 1872- 
2055- 5872-2034; 1872-2033; 1872-2023; 1872-2134; 1872-2108; 1872-2063; 
?872l 2 052; 187 2 1 2 088; 1879-2113; 1883-2131; 1883-2360; 1885-1972; 1887- 
2395-1900-1966; 1945-2436; 1948-2161; 1958-2224; 1998-2319; "M-«72; 
1998l 2 258 922-1175; 973-1241; 994-1140; 1037-1165; 1075-1339; 1087-1477; 
llll-lllo', 1121-1587; 1142-1587; 1159-1411; 1159-1445; 1464-1590; 2209- 
2382-2312-2741; 2364-2600; 2571-2847; 2591-2900; 2616-3047; 2661-3045; 
?923l2492; 12-134; 2832-2968; 2657-2936; 12-303; 3-290; 2721-3041; 2544- 
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2937; 2599-3038; 2602-3046; 2291-2743; 2479-2937; 2285-2743; 2590-3041- 
2580-3047; 93-596; 2437-2997; 2065-2630; 2058-2663; 2406-3047 
370 /Ll -358762.41:2001*^17 'I 668-795; 671-789; 524-762; 552-754; 481-636- 
476-574; 476-528; 1-528; 668-1054; 704-1037; 734-1037; 644-1037- 666-lOlfi' 
483-1011; 668-967; 668-918; 1311-1684; 668-863; 1307-i 6 55 IObJiJ"- ^ 
1643; 1004-1579; 670-798; 924-1178; 724-1126 ' ? " 

q^ /L ^^"°"- 48:2001MAY17 I' 7 20-1034; 758-1030; 764-1038; 770-1030; 772- 

2^ ; J! 4 " 1031; 795 - 1033 <- 805-1029; 808-1015; 809-962; 815-1037; 
.III III 831 - 1031 ' 852-1036; 865-990; 872-1031; 872-1033; 875-1034; 892- 
lA 3 Ll 94 l 1029; 907 - 1032 <- 913-1032; 919-1033; 918-1044; 923-1031; 983-1033- 
^?; 82 ^ 0 558 " 748; 565 ~ 1033 ' 565-1031; 566-863; 570-1033; 572-1033; 573- 
sS? \nll llV^l~ 10 c l 3; 582 - 1036 '" 583-1033; 584-1030; 588-1035; 590-1036; 
oll 11 ' 594 - 1033 ' 587-1033; 595-1038; 595-1031; 608-816; 608-817; 608- 
11V lll'^lV 622 " 851 ' 623-1037; 625-1033; 631-914; 632-831; 634-883; 636- 
AV.ntl' 1031 ' 6 43-1033; 643-876; 645-866; 644-896; 651-1033; 653-1035; 
,ltl IV 657 - 1014; 658-1039; 658-937; 661-1034; 661-1030; 663-1030; 668- 
Jtl L 6 69 ; 1036; 669-1034; 671-1033; 672-1034; 673-1030; 679-1033; 687-898; 
687-881; 688-991; 688-889; 688-886; 689-1034; 690-996; 696-960; 728-1031- 
729-1033; 734-1036; 734-1033; 734-986; 737-992; 737-1035; 737-969; 750- ' 
1036; 753-1033; 756-1034; 69-652; 339-700; 337-993; 342-638- 348-1023- 353- 

11V lll'HV lll^lV 353 - 6 ° 6; 353 " 589; 353 ' 419 '- 355 ~ 599 <- 3 56-579? 360? 
llV Hn AV IVtrVtV 360 " 415 '- 357-603; 360-527; 360-542; 360-522; 360- 
11V Hc'itV 36 °- 635; 360-610; 360-597; 367-612; 364-623; 364-608; 365- 
tll'' Int'l ' 366 " 852 '- 371-995; 371-649; 371-594; 372-609; 373-556; 374- 
" 8 '' 372 ~! 2 ?; ; llt-tlV 371 - 692; 374-548; 372-641; 378-614; 380-640; 382- 
597; 385-440; 384-579; 388-567; 398-956; 405-713; 405-505; 413-1034- 414- 
969; 424-954; 434-717; 437-709; 440-957; 450-810; 475-820; 475-724; 476- 
.991; 477-991; 480-741; 5.07-687; 511-721; 523-653; 524-778; 531-1011; 534- 

.1030; 1-530; 657-811; 243-333; 638-1031; 658-1031; 607-1031 
372/LI:370899.6:2001MAY17 || 2425-2623; 2434-2623; 2438-2701; 2443-2714- 
2501-3079; 2501-3073; 2529-2997; 2425-2551; 2529-3006; 2545-3002; 2^53-' 

' 2??fi ; ^« 76 i^'\L e 2 3 " 2996 '' 2539 - 2999 '- 2642-3183; 2696-2992; 2723-2979; 

II III I' 3123 ~ 3648 - 3352-3639; 3352-3649; 1-494; 18-447; 24-554; 26-661- 

III III' 31 - 5S7; 48-338; 49-296; 54-303; 153-770; 221-813; 267-604- 279-37^- 
295-525; 316-636; 352-531; 385-786; 417-830; 462-677; 498-694; 498-891- 
IV> JLJ-'" 513 - 919; 529-749; 539-609; 586-834; 593-1103; 641-1082; 643-1031- 
642-995; 663-1157; 751-1145; 752-1267; 803-1084; 872-1457- 881-1085 889 
1141; 959-1181; 1031-1490; 1031-1492; 1036-1493; 1041-1492; 1056-1454- 
HVl'^ll'' 1061 -1495; 1062-1493; 1067-1432; 1073-1494; 2367-2616; 1075- 
1493; 1079-1493; 1081-1498; 1084-1496; 1087-1434; 1090-1497; 1090-1499 
1093-1493; 1092-1497; 1093-1492; 1094-1493; 1097-1491; 1096-1459; 1097- 
, 4 ™'\^ 1-1490 '' 1102 -1493; 1106-1495; 1108-1499; 1115-1492; 1122-1457 
Hit 33 '' 1129 -1346; 1129-1492; 1130-1495; 1141-1387; 1145-1375; 1156- 
^IViHt^HlV 1188 " 1490; 1200-1459; 1205-1493; 1207-1494; 1235-1493, 
J"«?S " 1258 - 1493 '- 1315-1614; 1372-1692; 1376-1493; 1391-1496; 1517- 
,111' Hll 7 - 1807 ' 1530-1646; 1530-1649; 1528-1664; 1530-1985; 1530-1716 ■ 
i?«"\ 8 ™'" 1547 " 1976 '- 1547-1852; 1561-1778; 1621-1963; ISSl^; 18571 
llnV-yH^'HtV 1 907 -2126; 1912-2079; 1930-2197; 1930-2203; 1990-2266; 
lln ^f 40 '', 2007 : 2186 ''. 2036 - 2506 '' 2 °50-2608; 2128-2571; 2131-2398; 661-869; 

, , iuii-^ji; -1.050-1490 ; 10/^-1495; 588-1023 

373/LI:376470.1:2001MAY17 || 1-544; 1-88- 379-544 

?i 4 S L ^ 4 2 09 n 6 i^ 8 n : L 00lMAY17 " 1468-1821 ; 1751-1821; 1640-1807; 1152-1768; 
4 ' 103 I- 161 ° ; H 5 3-1594; 1117-1550; 1192-1542; 1110-1514; 1263- 
H^'' 1110 -1 476 '- 1284-1473; 1260-1471; 1219-1455; 1182-1452; 
J"- 1 5; 1103 - 1443; 1202-1437; 1109-1422; 1192-1424; 1107-1417; 111 2 1 
^ll\\nl 2 ~HlV 1163 -1 397 '' H60-1393; 1179-1393; 1163-1382; 1134-1379; 
Hll~ V^i 1198_1369; H20-1365; 1111-1362; 1106-1363; 1187-1363; 1102- 
HnViHl H^ 5: 111M355; im-1352; 1108-1351; 1104-1339; 1109-1336; 
J«S" 33 ^* 1112_1334; 1111-1333; 1109-1331; 1100-1330; 1114-1329; 1123- 
1330; 1111-1326; 1111-1312; 1111-1309; 1108-1307; 1110-1282; 1110-1278; 
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906-1254; 1111-1247; 1100-1234; 1119-1217; 849-1173; 886-1170; "5-1165; 
„° \tr A . 7R7-1164- 791-1164; 732-1163; 699-1163; 663-1163; 770-1163; 763- 

: U Ii63 847-Il62 739-1162; 715-1162; 707-1162; 837-1162; 989-1161; 
702 il60 843-il60; 763-il60; 712-il59; 767-1159; 715-1159; 697-1159; 675- 
SSi iT?7 7li-1157- 883-1157; 758-1157; 790-1158; 687-1157; 715-1157; 
7l 9 -il 7 57 '82 5 l 7 -ll58t llV-ill" 856-1157; 729-1157; 706-1157 ,1051 ^Jj W.- 

^IV IIVIIIV TAllV- V ^!^ 57 7; 7 -1 7 S iV-ll 7 '^ll^ ; 7 770-1157 ; 
nil Vs, 767 1157 isl-illl; 923 -1151 , 763-1-157; 806-1157; 823-1157; 821- 
I 7 To5- 7 1157f 7 57 46- 7 1157; 1 7 5 88-1157; 720-1157; 736-1157; 813-1157; 733-1157; 

, nR7 . 8 6o-ii56- 1074-1155,- 705-1155; 714-1155,- 707-1155; 853-1155, 

nil All 890-1148 945-1145; 870-1142; 855-1139; 1020-1137; 772-1136; 

11^1- 698-1130- 741-1122; 603-1121; 715-1119; 701-1119; 543- 
i?S 619 'All • 675llll7 ; 715llll2; 704-1109; 546-1105; 581-1104; 

671 1096 75i-i089 6^090; 640-io88; 775-1084; 841-1084; 816-1084; 760- 

; io59 550-1058- 760-1055; 792-1054; 813-1054; 626-1052; 589-1052; 
1079; 703-1059, 550 1USB. /o ' 813-966; 732-964; 772-960; 728-955; 

S?'i!S 533 948 728-944^691 931^ 715 -927; 693-922; 680-917; 658-914; 
7 6 2 63: 9 90 3 0 Ill-Ill, lllltl. 665-876; 605-865; 608-845; 288-845; 626-792; 

2 3 f 5 ;S;of4r 2 68 2 5 o;2o^ tr-t^: 4 i^:^o; ^» i1S 3, 

^iS'^qi 1R1fi2098 1574ll877; 1578-1878; 1657-1961; 1663-2188; 1665- 
2076 T jSi-SS ^4-2121; 1874-2195; 1913-2195; 1919-2131; "28-2141; 
?987: 2 397 2?98l2373; 2309l 2 532; 2309-2486; 2309-2399; 2420-2675; 2427- 
2909-2477-2770; 2528-3071; 2553-3095; 2565-3120; 2565-3106; 2613-3214; 
?T^\ltl 2602-2848- 2627-3028; 2609-2859; 2613-3002; 2628-3096; 2660- 
7974 T SSi-""- 2678-3131; 2687-3125; 2680-3131; 2657-3116; 2658-3031; 
oVnt\Al 2710l3134 272ll 3 136; 2734-3125; 2710-2852; 2737-3132; 2738- 
• 3 i 3084- 2716-3131; 2759-3152; 2771-3022; 2773-3132; 2782-3131; 
279li3066 8 1? 8 9 8 :2984? 280713093; 2828-3131; 2808-3030; 2841-3245; 2850- 
lUt- 2862-3110; 2988-3131; 3012-3131; 3016-3130; 3026-3123; 3055-3125; 

^I^So^^^^O^niUs-; 285-905; 346 831; "J^g^ 
664-1222; 664-1018; 687-1273; 713-960; 936-1212; 1-653; 247-499, 254 5b/, 
267-532; 285-600; 298-598; 331-827; 334-615 

^•7/TT.anfi^B9 1-2001MAY17 II 1-479; 10-577; 10-469; 390-667; 402-715; 418- 
7^1 514-740 649-9^ 6541936,- 697-1069; 700-967; 927-1213; 929-1464; 
1130-1515; ^46-1557; 1148-1583; 1152-1668; 1185-1561; 1224-1557; 1249- 
1867; 1249-1555; 1273-1557; 1400-1561; 1449-1516 

378/^1:406833.1:2001^17 || 1892-2135; 1955-2223; 52-337; 72-616 

100. Qfi "?84- 99-632- 105-371; 181-379; 186-576; 189-358; 230-843, 372- 
73v 372-496 449-662; 464-938; 477-957; 522-786; 540-774; 540-724; 568- 

3 n 7 ' 3 IL 7 65- 570-771- 630-1052; 696-905; 718-937; 743-983; 746-901; 747- 
10?7 7?Mo05. 773-1293; 851-1466; 854-1121; 934-1209; 1007-1318; 1028- 
™\V IIl2?633- 1120-1647; 1163-1383; 1181-1470; 1275-1671; 1272-1545: 
1777 1630" 127711855 1277ll777; 128oll367; 1282-1557; 1350-2098; 1364 
llll'; 1 "So-1633; ?416-2051; 1510-1971; 1513-1633; "17-1970; 1539-1633 
155ll2108; 1568-2033; 1646-1899; 1660-2191; 1772-2010; "86-2226; 1786- 
2136; 1853-2113; 1863-2040; 1870-2424; 1877-2140; 1896-2452; "J 0 "^" 
194512184; 1954-2511; 1971-2409; 1971-2222; 2033-2278; 2092-2250 2092 
2431- 2114-2361; 2118-2337; 2131-2340; 2134-2421; 2144-2366 ,- 2175-2387 
221ll2500; 2232-2909; 2267-2542; 2280-2736; 2295-2901; 2305-2880; 2324 
2868; 2326-2870; 2327-2806; 2330-2873; 2332-2807; 2J41-2493; 2353-2627 
235712408; 2376-2812; 2376-2618; 2400-2573; 2409-2909; 2414-2851, 2436 
2653- 2436-2733; 2437-2706; 2438-2865; 2441-2910; 2440-2903; 2448-2907 
2456l 2 7o1; 2456l 2 912,- 2462-2911; 2475-2901; 2480-2905; 2480-2912; 2480 
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2909; 2490-2909; 2498-2927; 2501-2869; 2509-2905; 2513-2905; 2554-2905- 
2566-2912; 2579-2862; 2674-2861; 2690-2924; 2699-2927; 2702-2901- 2707^ 
2859; 2724-2853; 2731-2912 

379/LI : 407921. 3 :2001MAY17 || 3156-3405; 3164-3595; 3183-3412; 3279-3881- 
3384-3920; 3415-3829; 3477-3920; 3517-3844; 3517-3747; 3540-4032; 3618- 
3885; 3683-3812; 3841-4130; 3858-4099; 3882-4375; 3882-4376; 3922-4520- 
3945-4051; 3965-4132; 3976-4349; 3999-4178; 4033-4323; 4070-4672- 4188- 
4487; 4188-4630; 4188-4778; 4188-4416; 4188-4622; 4239-4726- 4244-4493' 
4252-4532; 4259-4834; 4291-4908; 4323-4571; 4328-4755; 4328-4598- 4335- 
4572; 4371-4552; 4406-4982; 4435-4500; 4525-5044; 4575-4643; 4601-4847' 
4668-5242; 4732-5331; 4764-5168; 4765-5331; 4792-5032; 4820-5209; 4821-' 
5219; 4890-5192; 4895-5149; 4949-5122; 4974-5207; 4980-5331; 4993-5254' 
5034-5173; 5043-5306; 5048-5552; 5053-5191; 5058-5158; 5058-5208; 5088- 
5224; 5100-5547; 5101-5585; 5135-5589; 5144-5590; 5150-5593; 5163-5586 
5181-5585; 5201-5585; 5210-5586; 5215-5586; 5215-5587; 5217-5592- 5221- 
5589; 1-539; 48-541; 271-418; 362-712; 443-832; 551-1267; 629-1189; 646- 
1242; 646-1238; 795-1450; 857-1250; 870-1284; 914-1281; 972-1289; 992-1286- 
1053-1486; 1085-1657; 1220-1675; 1221-1598; 1424-1994; 1611-2016; 1611- 
2011; 1613-1936; 1701-1921; 1744-2249; 1819-2349; 2254-2811; 2364-2587' 
2373-2825; 2373-2909; 2563-2756; 2719-2999; 2755-3216; 2841-3141- 2845- 
3512; 2942-3048; 2944-3048; 2950-3048; 2953-3048; 2960-3468; 2972-3298 
2972-3048; 3044-3634; 3054-3304; 3130-3535; 3130-3422; 5230-5411; 5230- 
5541; 5230-5583; 5230-5318; 5240-5589; 5240-5549; 5253-5592; 5258-5585- 
5261-5583; 5268-5585; 5269-5587; 5275-5574; 5289-5585; 5294-5416- 5293- 
5592; 5296-5586; 5307-5513; 5316-5586; 5327-5576; 5331-5586; 5331-5577- 
5331-5547; 5352-5576; 5374-5586; 5383-5588; 5390-5583; 5397-5587- 5409- 
5585; 5504-5586 

380/LI: 409078. 54 :2001MAY17 || 1-612; 375-623; 404-950; 421-621; 423-810- 
425-609; 495-1086; 613-922; 691-1013; 742-1103; 893-1137; 917-1229; 1051- 
1342; 1100-1339; 1100-1293; 1112-1404; 1114-1189; 1138-1189; 1282-1917- 
1431-1797; 1620-2067; 1872-2070; 1930-2064; 1930-2027; 1987-2256- 2164- 
2636; 2183-2846; 2183-2706; 2183-2969; 2183-3076; 2185-2398; 2438-3031- 
2471-3075; 2493-3242; 2500-3294; 2548-3209; 2581-3449; 2597-3158- 2662- 
3495; 2662-3399; 2678-3140; 2704-3401; 2703-3496; 2713-3336; 2759-3619- 
2837-3561; 2863-3477; 2854-3603; 2846-3457; 2877-3028; 2968-3581- 3049-^ 
3728; 3070-3358 

381/LI: 423601. 6 :2001MAY17 || 691-1245; 1049-1186; 804-1181; 779-1180- 790- 
1179; 830-1179; 839-1179; 1062-1177; 934-1177; 615-1132; 823-1121; 655- 
1114; 956-1104; 768-1088; 721-1044; 582-1043; 791-987; 823-983- 666-957- 
348-777; 76-748; 1-748 * 
382/LI: 425024. 5 :2001MAY17 || 709-907; 933-1141; 1058-1585; 1193-1334- 1193- 
1746; 1195-1413; 1205-1767; 1213-1461; 1217-1751; 1253-1540; 1261-1510' 
1264-1510; 1428-1746; 1-544; 40-697; 60-608; 279-916; 635-1151 
383/LI:427909.29:2001MAY17 || 708-942; 2330-2735; 2330-2697; 2332-2738' 
2330-2500; 2334-2738; 2335-2741; 2335-2694; 2338-2735; 2347-2735- 2347- 
2615; 2347-2535; 2352-2736; 2353-2735; 2354-2735; 2354-2703; 2359-2735- 
2359-2610; 2359-2619; 2359-2733; 2361-2605; 2362-2735; 2364-2735- 2364- 
2734; 2365-2729; 2366-2735; 2366-2618; 2367-2735; 2370-2729; 2368-2614- 

llll~ 2 llV. lllt~ 2 llli "? 9_2380; 237 6-2735; 2376-2739; 2376-2738; 2379- 
2729; 2384-2G51; 2385-2636; 2386-26ut>; ^ JB/-2735 ; 2389-2692; 2393-2735 ■ 
2394-2739; 2396-2735; 2418-2739; 2420-2685; 2427-2733; 2432-2691; 2433- 
2735; 2436-2735; 2439-2734; 2441-2901; 2445-2739; 2448-2733; 2448-2735 
2448-2702; 2448-2670; 2448-2634; 2448-2943; 2460-2737; 2459-2733- 2460- 
2735; 2461-2741; 2462-2735; 2464-2735; 2466-2736; 2468-2730; 2469-2729' 
2489-2735; 2494-2735; 2496-2734; 2497-2735; 2499-2735; 2500-2737; 2502- 
2739; 2502-2729; 2507-2658; 2518-2729; 2523-2729; 2528-2754; 2528-2735- 
1911-2165; 1919-2351; 1923-2146; 1928-2485; 1956-2222; 1960-2174; 1961- 
2217; 1968-2247; 1975-2227; 1978-2084; 1981-2222; 1986-2246; 2005-2279- 
2022-2300; 2026-2285; 2026-2246; 2049-2591; 2051-2318; 2051-2300; 2054- 
2264; 2065-2313; 2069-2222; 2086-2191; 2100-2273; 2100-2217; 2109-2595; 
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9111 2111-2347- 2121-2635; 2116-2222; 2118-2335; 2122-2403; 2153- 

llni K« SS- 2168-2428- 2177-2440; 2203-2735; 2209-2697; 2213-2690; 

2735 ' »»l2735- 2329-27351 2545-2730, 2551-2735; 2563- 

«5i 2731 2570-2740, ""i-"is, 2570-2739, 2578-2736; 2579-2733 

SUlSf 9,-1315, l«l .-1760 ^|«^-j_f 22 11,_l -1745, 1531- 
i??l^«S"»2Ul«"""55: 2 n" "sJ-ai"; 178412187, 1784-1961, 1781- 

878, 627-732, 661-1109; 660-! .67 , 663-941, W^™™^™^, 

: =4 ? jsss: -S3S: Siss: ssesss: « : : 
: S sss: sts: sss: sss: ssa: - : 
: S 'sts; sks: ssss: sks: ss! ; =i«LFi ; 

590-951- 590-840; 592-976; 593-834; 596-800; ^4-1197; 959-1241; 1068- 
212 «« W 673 347-630- 390-940; 393-720; 401-940; 420-947; 535-810; 

1 i - Si i s! VA-MV. ^.^r^rsK-. 

; i r ^!-siuMS^-^r^^3t 

J?S ?Sm list 1381-1653- 1381-1509; 1402-1991; 1416-1629; 1426-1972; 
^J ; i70? Idlt'iesl 146912104; 1498-2101; 1521-1803; 1541-2025; 1541- 

iS St IS«-iSa7 S«-"SS f »;»^g\g?!-i£j: 

"I!' 1M nc -^ Q no/17. ifiOl-2038- 1601-2039; 1603-2104; 1603-1877; lbll 
^142 1667-19^ 1660-2145; EU-2141, 1669-2145; 1673-1892; 1674-2102; 
V£l 2^03- ^691-2142. 169212138; 1692-1906; 1699-2104; 1699-2142; 1699- 
onlfi ^706 51 «• 1710-1989 • 1721-1973; 1728-2142; 1743-2142; 1744-2145; 

?75 7 '2097 ^5^2099; 1779-2027; 1779-2138; 1801-2037; 1819- 
Xii 1826-1971 lll'o-llll: 1832-2138; 1832-2065; 1833-2143; 1846-2137; 
185212311 187112146° S"l2123, 1881-2142; 284-727; 361-542; 534-789; 
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1883-2142; 1888-2143; 1898-2314; 1898-2179; 1901-2140; 1903-2133; 1903- 
2070; 1919-2138; 1920-2142; 1921-2137; 1924-2134; 1925-2141; 1938-2044- 
1961-2261; 1973-2142; 1975-2142; 1986-2138; 1998-2142; 2031-2142; ->044- 
2142; 2049-2142; 2049-2119; 2049-2100; 2059-2442; 2083-2142; 2189-2541- 
2202-2408; 2266-2538; 1701-2149; 1688-2136; 121-724 

385/LI: 429738. 6 :2001MAY17 || 1-571; 16-303; 27-571; 175-604; 175-416; 217- 
766; 363-591; 558-1187; 558-1164; 756-1249 
386/LI:449437.1:200lMAY17 || 528-838; 1-642 

387/LI:459269.25:2001MAY17 || 699-1074; 715-1078; 714-1078; 736-1078- 743- 
1076; 751-1078; 755-1075; 777-1078; 791-1078; 798-1074; 798-1078- 798-994- 
830-1069; 839-1075; 862-1078; 883-1375; 913-1078; 917-1077; 1012-1077- 
1014-1078; 1050-1400; 1060-1568; 1073-1304; 1076-1617; 1144-1401- 1150- 
1703; 1226-1690; 1299-1580; 1302-1533; 1449-1690; 1455-1690; 1517-1923- 
1760-1884; 1-621; 1-311; 20-338; 61-566; 184-338; 184-337; 263-338- 425- 
1014; 478-1073; 484-957; 483-730; 498-910; 498-591; 498-761; 501-843- 502- 
802; 502-652; 502-891; 505-759; 506-633; 509-961; 510-1070; 507-1059- 511- 
989; 532-966; 542-974; 543-1039; 564-837; 564-814; 567-884; 554-1079- 596- 
840; 599-1036; 603-1078; 610-1037; 615-1079; 620-854; 638-1078- 644-1075- 
658-891; 673-1072; 679-1084; 689-1078; 691-994 

388/LI:464206.1:2001MAY17 || 2504-2794; 2520-2796; 2606-2828; 2657-2776- 1- 
286; 1-637; 30-262; 108-263; 111-541; 184-521; 116-277; 190-400; 236-757- 1 
246-678; 244-714; 302-480; 262-871; 271-865; 271-836; 272-837; 286-837- ' 
n 2 n«; 8 L 6 ; c 287 " 838 '' 311 - 782 '- 3H-823; 399-840; 417-850; 499-1144; 1078-1676; 
1082-1475; 1099-1667; 1104-1533; 1155-1798; 1196-1725; 1201-1734; 1219- 
1734; 1250-2033; 1264-1572; 1461-1840; 1510-1774; 1569-2025; 1857-2469- 
1946-2476; 2302-2594; 2302-2600; 2302-2503; 2503-2585 

389/LI: 465821. 2 :2001MAY17 || 1-126; 1-221; 1-411; 1-412; 5-412; 10-108- 14- 
617; 12-412; 15-221; 16-221; 18-221; 19-221; 23-412; 20-221; 21-170; 38- 
229; 26-341; 33-221; 29-514; 35-221; 36-352; 34-412; 36-578; 33-355; 36- 
221; 37-221; 37-110; 38-501; 35-226; 32-515; 36-346; 39-221; 37-379- 35- 
350; 38-131; 37-416; 39-233; 36-481; 38-295; 49-221; 71-654; 125-221; 131- 
487; 157-729; 156-221; 242-334; 267-732; 267-733; 267-450; 267-443- 283- 
554; 309-551; 309-545; 322-566; 322-499; 331-864; 348-623; 371-895- 368- 
677; 390-819; 458-992; 476-860; 498-861; 500-816; 501-751; 519-781- 522- 
856; 598-807; 599-874; 661-1305; 670-860; 722-914; 732-857; 738-928- 739- 
858; 794-895; 815-895; 830-946; 838-895; 951-1401; 1188-1430; 1192-1434- 
1192-1522; 1219-1376; 1224-1300; 1228-1708; 1228-1430; 1228-1408; 1228-' 
1394; 1229-1430; 1240-1430; 1263-1363; 1268-1402; 1320-1896; 1325-1430' 
155 1-1 92 1<- 1571-1931; 1591-1876; 1595-1802; 1601-1817; 1600- 
1715; 1601-1916; 1601-1822; 1601-1717; 1601-1654; 1610-1880; 1611-1943 
1626-1945; 1631-1899; 1631-1872; 1644-1881; 1664-1962; 1664-1937- 1664- 
1942; 1664-1934; 1664-1921; 1678-1922; 1679-1907; 1679-1933- 1694-1943 
1704-1932; 1751-1903; 1754-1953; 1758-1942; 1836-1942; 1855^1942 
390/LI: 474414. 28 :2001MAY17 || 2866-3268; 2196-2695; 1-477; 3-473- 137-788- 
550-1170; 573-1079; 584-912; 593-1034; 631-1163; 641-894; 642-921; 649- 
1120; 651-922; 670-1159; 668-927; 674-1193; 679-928; 707-1329; 716-1376- 
721-1015; 743-959; 753-1337; 763-1029; 770-945; 799-1221; 798-1187- 812^ 
1059; 820-1187; 839-966; 867-1300; 877-1507; 879-1158; 892-1468; 918-1187- 
921-1184; 923-1158; 926-1064; 938-1187; 939-1514; 959-1426; 969-1239- 99 9 1 
— — , J .„ J .^- J ., ui ., j.^j.^-j.u / U; J.U14-1//U; iUJ2-14b7; 1051-1507; 1064-1510- 
1070-1507; 1084-1506; 1092-1511; 1092-1512; 1097-1514; 1097-1511- 1098- 
1512; 1098-1406; 1101-1507; 1105-1510; 1106-1506; 1108-1367; 1117-1290' 
1132-1507; 1136-1438; 1137-1509; 1149-1502; 1146-1506; 1148-1449- 1148- 
1435; 1148-1507; 1149-1503; 1150-1505; 1150-1497; 1149-1465; 1150-1385' 
1156-1507; 1162-1507; 1165-1503; 1175-1508; 1193-1508; 1203-1505- 1204- 
1470; 1201-1401; 1223-1503; 1231-1399; 1226-1506; 1245-1506; 1247-1561 
1247-1422; 1254-1493; 1257-1514; 1263-1487; 1264-1321; 1270-1537- 1283- 
1502; 1287-1507; 1288-1507; 1308-1834; 1319-1504; 1330-1507; 1333-1505 
1363-1504; 1381-1908; 1400-1751; 1397-1482; 1401-1502; 1431-1507- 1460- 
1708; 1457-1741; 1474-1730; 1507-1817; 1518-1771; 1523.-1957; 1523-2030; 
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1523-1752; 1539-1780; 1532-1972; 1548-1862; 1536-2139; 1571-1757; 1594- 
2183; 1663-2136; 1687-2003; 1713-1941; 1721-2345; 1747-2044; 1759-2029; 
1792-1956; 1804-2071; 1838-2154; 1878-2125; 1952-2496; 1963-2147; 1965- 
2103- 1981-2373; 1992-2299; 2001-2553; 2001-2499; 2001-2123; 2087-2474; 
2102-2385; 2125-2393; 2136-2240; 2192-2475; 2201-2478; 2223-2523; 2257- 
2853; 2293-2557; 2298-2493; 2301-2533; 2313-2474; 2335-2597; 2344-2590; 
2347-2719; 2356-2607; 2371-3546; 2372-2761; 2389-2760; 2394-2696; 2404- 
2598- 2405-2561; 2417-2696; 2446-2695; 2449-2988; 2490-2627; 2521-2744; 
2523-2825; 2526-2752; 2534-2818; 2570-2815; 2580-2841; 2613-2856; 2659- 
3237- 2705-2942; 2727-2994; 2834-3382; 2835-3086; 2841-3139; 2880-3518; 
2890-3451; 2890-3153; 2891-3095; 2911-3014; 2925-3476; 2924-3297; 2966- 
3170; 2976-3413; 2978-3261; 2978-3251; 2979-3182; 3037-3427; 3038-3271; 
3044-3297; 3045-3501; 3051-3142; 3058-3438; 3060-3337; 3061-3327; 3067- 
3337- 3070-3338; 3072-3552; 3077-3339; 3078-3380; 3084-3549; 3102-3346; 
3108-3563; 3108-3269; 3111-3553; 3115-3549; 3116-3553; 3121-3546; 3123- 

3552- 3124-3346; 3131-3549; 3135-3548; 3137-3387; 3141-3549; 3151-3553; 
3159-3449; 3158-3455; 3166-3544; 3174-3547; 3176-3546; 3179-3546; 3177- 
3439- 3182-3551; 3181-3284; 3182-3546; 3184-3546; 3184-3641; 3184-3642; 
3184-3601; 732-1331; 792-1012; 863-1142; 905-1480; 938-1447; 991-1238; 
1032-1468; 3112-3359; 3129-3549; 3145-3546; 3171-3552; 3180-3538; 3183- 

3553- 3184-3395; 3184-3369; 3186-3548; 3184-3388; 3189-3645; 3188-3448; 
3189-3549- 3198-3546; 3198-3427; 3204-3444; 3226-3731; 3229-3626; 3234- 
3494; 3241-3549; 3242-3554; 3248-3544; 3246-3543; 3243-3551; 3246-3549; 
3248-3558; 3250-3553; 3264-3519; 3271-3549; 3274-3817; 3286-3784; 3297- 
3577- 3304-3544; 3308-3556; 3327-3546; 3337-3595; 3338-3506; 3341-3549; 
3351-3546; 3366-3882; 3428-3564; 3442-3651; 3452-3550; 3479-3694; 3487- 
3547; 3658-4217; 2917-3464; 1079-1505; 2342-2809; 1020-1536; 2658-3225; 
2328-2892; 1676-1767; 1676-2017; 2235-2849 

391/LI:474435.14:2001MAY17 || 1387-2006; 1394-1653; 1402-1642; 1413-1645; 
1427-1630; 1432-1645; 1434-1645; 1437-1608; 1455-1736; 1457-1672; 1461- 
1756- 1475-1953; 1475-1645; 1489-2033; 1505-1792; 1510-1748; 1513-1728; 
1525-1781- 1533-2198; 1547-2101; 1551-2084; 1557-2073; 1590-2085; 1642- 
2159- 1662-2084; 1663-2072; 1666-2083; 1666-2085; 1667-2084; 1667-2089; 
1667-2078; 1667-2051; 1667-1913; .1667-1867; 1667-1851; 1667-1886; 1670- 
2084- 1673-2082; 1677-2090; 1676-2087; 1680-2080; 1683-2081; 1686-2087; 
1686-2085; 1710-1855; 1715-1863; 1715-1997; 1725-2024; 1744-2081; 1745- 
1967- 1747-2090; 1750-2088; 1755-2009; 1762-2065; 1763-1896; 1777-2089; 
1782^2048; 1788-2238; 1789-1984; 1794-2093; 1794-2081; 1795-2086; 1798- 
1934- 1800-2059; 1800-2020; 1803-2084; 1802-2084; 237-739; 238-398; 241- 
629; 242-637; 243-637; 255-632; 261-457; 264-835; 271-478; 275-637; 284- 
634- 284-637; 290-723; 305-637; 306-626; 318-626; 328-636; 329-632; 337- 
629- 369-616; 373-629; 414-634; 447-615; 453-636; 460-623; 472-731; 563- 
731- 612-1186; 718-815; 718-833; 740-828; 763-823; 1096-1558; 1099-1794; 
1116-1645; 1116-1544; 1116-1466; 1116-1372; 1119-1354; 1131-1404; 1131- 
1380; 1131-1334; 1131-1320; 1131-1294; 1131-1285; 1131-1271; 1131-1237- 
1131-1217; 1131-1252; 1134-1312; 1157-1505; 1148-1746; 1161-1745; 1183 
1395; 1164-1742; 1198-1772; 1215-1414; 1224-1477; 1257-1621; 1276-1557 
1299-1878; 1325-1880; 1324-1812; 1324-1545; 1324-1532; 1365-1578; 1372 
1661; 1372-1706; 1-223; 19-289; 43-491; 45-621; 51-584; 51-574; 51-566 
534; 51-522; 51-505; 51-456; 51-412; 51-396; 51-220; 51-213; 51-207; 51- 
128; 51-603; 51-601; 51-607; 51-527; 51-447; 51-309; 51-288; 51-268; 51- 
241- 51-546; 51-489; 60-349; 73-446; 82-2087; 82-390; 82-339; 83-617; 84- 
638'; 90-448; 89-416; 92-533; 95-350; 95-348; 96-348; 100-695; 99-355; 99- 
415; 100-356; 103-161; 108-339; 104-349; 104-326; 110-683; 106-337; 107- 
189- 107-425; 109-462; 112-638; 112-180; 113-374; 114-669; 117-212; 117- 
315; 124-382; 131-434; 133-360; 146-376; 161-639; 180-439; 183-639; 185- 
704- 187-739; 185-411; 194-639; 196-639; 224-629; 233-629; 1811-2084; 1818 
2084- 1821-2085; 1843-1902; 1844-2084; 1846-2119; 1847-2120; 1851-2084; 
1872-2084; 1905-2082; 1907-2084; 1916-2435; 1935-2076; 1947-2087; 1951- 
2087; 1952-2091; 1976-2100; 1999-2596; 2035-2091; 2058-2472; 2060-2303; 
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2060-2301; 2070-2538; 2071-2476; 2072-2535; 2073-2334; 2124-2542; 2129- 
2535; 2146-2544; 2181-2538; 2182-2604; 2185-2542; 2185-2551; 2185-2441- 
2185-2346; 2186-2629; 2186-2331; 2186-2255; 2186-3483; 2191-2545- 2192- 
2509; 2299-2507; 2501-2804; 2612-3053; 2613-3053; 2628-3191; 2720-3066- 
2933-3249; 2945-3186; 2988-3347; 3066-3419; 3072-3363; 3080-3483; 3092- 
3271; 3123-3364; 3138-3461; 3208-3483; 3225-3469; 3232-3469; 3242-3483- 
3309-3436; 3326-3443; 3373-3483; 3379-3483; 3403-3483; 3415-3483- 1950- 
2040; 1133-1414; 1736-2287; 2768-3335; 1764-2342 ' 

392/LI:474458.11:2001MAY17 || 2214-2323; 2214-2322; 2214-2300; 2214-2504- 
2216-2546; 1452-1872; 1453-1875; 1454-1872; 1456-1873; 1467-1863; 1467- 
1752; 1473-1856; 1474-1873; 1480-1719; 1487-1876; 1487-1870; 1492-1872- 
1492-1775; 1496-1823; 1506-1875'; 1512-1874; 1515-1871; 1515-1744- 1517^ 
1815; 1517-1740; 1537-1870; 1536-1872; 1541-1856; 1550-1869; 1549-1832; 
1552-1854; 1551-1829; 1555-1872; 1556-1877; 1556-1822; 1560-1870- 1559- 
1793; 1568-1814; 1573-1874; 1580-1874; 1579-1825; 1581-2033; 1581-1844- 
1582-1853; 1584-1868; 1584-1864; 1586-1872; 1587-1873; 1591-1862- 1595- 
1872; 1609-1872; 1619-1872; 1617-1872; 1617-1845; 1617-2071; 1625-1871- 
1631-1872; 1632-1870; 1632-1868; 1649-2027; 1649-1840; 1649-1836; 1656- 
1989; 1664-2029; 1666-1939; 1666-1937; 1666-1877; 1670-1876; 1671-1875- 
1683-1873; 1685-1872; 1701-1904; 1706-1843; 1707-1962; 1714-2289; 1715- 
1872; 1723-1994; 1739-1974; 1739-1864; 1744-2307; 1750-1973; 1754-2029; 
1754-2036; 1759-2035; 1765-1864; 1772-2024; 1774-2275; 1781-1910; 1784- 
1869; 1789-2019; 1794-2042; 1794-1872; 1796-2045; 1799-2030; 1812-2255- 
1813-2299; 1819-2030; 1818-1930; 1823-2034; 1831-2030; 1832-2040; 1840- 
2364; 1842-2360; 1842-2326; 1869-2030; 1883-1961; 1884-2029; 1889-2029- 
1892-2030; 1898-2034; 1917-2030; 1919-2332; 1919-2029; 1922-2029; 1923- 
2374; 1928-2384; 1931-2540; 1933-2412; 1936-2504; 1943-2029; 1951-2505- 
1962-2029; 1975-2404; 2075-2401; 2111-2524; 2117-2543; 2130-2538; 2137- 
2405; 2144-2558; 2151-2404; 2155-2549; 2154-2538; 2157-2405; 2160-2538; 
2159-2404; 2164-2538; 2166-2412; 2167-2363; 2173-2388; 2175-2374; 2177- 
2549; 2181-2543; 2181-2404; 2185-2542; 2187-2274; 2191-2564; 2202-2542- 
2205-2513; 2204-2413; 2214-2545; 2214-2542; 2214-2540; 2214-2538; 2214^ 
2410; 2214-2407; 2214-2404; 2214-2403; 2214-2402; 2214-2393; 2214-2374- 
•2214-2373; 2214-2357; 2214-2330; 1015-1254; 1017-1251; 1018-1406; 1020- 
1261; 1022-1266; 1021-1251; 1022-1369; 1023-1617; 1030-1194; 1035-1251- 
1039-1251; 1041-1536; 1054-1404; 1070-1561; 1070-1470; 1070-1251- 1076- 
1251; 1077-1264; 1079-1539; 1082-1623; 1082-1251; 1086-1344; 1086-1262- 
1089-1482; 1096-1251; 1106-1251; 1114-1577; 1114-1221; 1117-1673- 1117- 
1663; 1118-1395; 1125-1341; 1125-1406; 1127-1605; 1139-1439; 1145-1589- 
1148-1686; 1164-1689; 1163-1557; 1165-1367; 1172-1447; 1173-1413; 1187- 
1421; 1192-1251; 1195-1468; 1201-1468; 1201-1398; 1278-1772; 1281-1626; 
1281-1836; 1281-1490; 1281-1483; 1281-1442; 1281-1441; 1302-1827; 1304- 
1832; 1309-1792; 1309-1478; 1311-1580; 1312-1798; 1330-1831; 1336-1638; 
1335-1534; 1336-1600; 1341-1836; 1346-1762; 1349-1689; 1357-1627; 1370- 
1454; 1371-1653; 1376-1927; 1376-1582; 1378-1872; 1400-1874; 1405-1777- 
1407-1873; 1409-1864; 1410-1870; 1412-1877; 1422-1693; 1423-1871- 1434- 
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2093-2384; 2098-2636; 2103-2344; 2125-2835; 2117-2373; 2117-2362; 2135- 
2757; 2135-2651; 2150-2830; 2163-2401; 2162-2496; 2164-2815; 2160-2499- 
2164-2683; 2166-2362; 2182-2393; 2186-2386; 2186-2361; 2189-2238; 2181^ 
2695; 2182-2705; 2182-2563; 2206-2403; 2194-2882; 2212-2498; 2212-2423- 
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1456; 1187-1436; 1187-1437; 1193-1437; 1193-1694; 1209-1435; 1216-1418- 
1230-1498; 1255-1709; 1269-1553; 1282-1904; 1282-1489; 1286-1436- 1285- 
™'\ 1302 - 1717 ' 1310-1543; 1317-1709; 1352-1853; 1352-1898; 1353-1668; 
1369-1842; 1371-1612; 1386-1611; 1406-1727; 1413-1650; 1436-1751- 1440- 
1687; 1466-1682; 1466-1657; 1472-2044; 1473-1708; 1475-2079- 1475-1735- 
1491-1766; 1516-1756; 1520-2065; 1526-1760; 1526-1900; 1544-2080- 1542- 
2105; .1544-1859; 1544-2037; 1551-1775; 1549-1738; 1551-1790; 1572-1821- 
1585-1849; 1602-1877; 1606-2015; 1606-1832; 1613-1954; 1621-1821- 1626- 
1927; 1626-1883; 1642-1791; 1665-2183; 1670-2186; 1673-1936; 1677-2231- 
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1899; 1732-2021; 1738-2210; 1764-2033; 1767-2232; 1773-1940- 1775-2213- 
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1836-2213; 1835-2073; 1836-2100; 1843-2232; 1856-2225; 1861-2122; 1861- 
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1025; 941-1464; 946-1211; 947-1353; 962-1380; 956-1278; 959-1379; 962-1379- 
967-1381; 992-1379; 994-1439; 994-1401; 994-1368; 994-1195; 994-1165- 994-' 
1379; 997-1189; 996-1379; 1001-1253; 1022-1589; 1029-1588; 1031-1335- 1031- 
1597; 1034-1274; 1047-1326; 1063-1379; 1065-1146; 1067-1348; 1076-1383- 
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950-1601-950-1559; 955-1641; 955-1499; 957-1562; 965-1627; 970-1654; 1001- 
1629- 1004-1508; 969-1588; 1005-1385; 1036-1571; 1043-1739; 1049-1577; 
1063ll564; 1047-1691; 1082-1747; 1112-1618; 1123-1778; 1124-1634; 1129- 
1780; 1138-1732; 1115-1818; 1214-1660; 1158-1719; 1157-1844; 1169-1719; 
1168ll837; 1172-1748; 1179-1741; 1179-1655; 1189-1741; 1171-1777; 1192- 
1948; 1880-2078; 1867-2442; 1866-2579; 1876-2483; 1884-2640; 1886-2554; 
189712156- 1902-2727; 1933-2449; 1936-2280; 1941-2629; 1949-2335; 1986- 
2505-1986-2188; 1855-2350; 1983-2725; 1986-2351; 2041-2637; 2066-2726; 
207912597; 2081-2646; 2091-2726; 2097-2726; 2109-2726; 2142-2687; 2140- 
2393; 2130-2726; 2156-2424; 1563-1734; 1567-2096; 1569-2170; 1576-1803; 
1602-2070; 1592-2143; 1592-2134; 1602-1828; 1608-2184; 1614-2241; 1629- 
2200- 1639-2164; 1642-2338; 1654-2214; 1665-2287; 1671-2312; 1674-2327; 
1694124^ 170612227; 1722-2157; 1721-2297; 1722-2259; 1736-2382; 1743- 
2374; 1787-2502; 1762-2455; 1801-2453; 1839-2042; 2263-2521; 2246-2726; 
2269-2533; 2252-2869; 2277-2749; 2277-2546; 2277-2545; 2253-2716; 2259- 
2725- 2286-2735; 2287-2733; 2301-2644; 2307-2725; 2305-2726; 2312-2725; 
2312-2606; 1364-1617; 1364-1595; 1349-2058; 1363-1800; 1352-2067; 1367- 
1990-1357-2093; 1359-1873 ,-. 1368-2008 ; 1406-1889; 785-1340; 787-1263; 791- 
1512; 790-1270; 813-1236; 810-1415; 816-1296; 825-1440; 829-1333; 834-1436; 
839-1402- 850-1459; 874-1448; 879-1419; 887-1578; 891-1564; 905-1581; 1328- 
1989- 1347-1999; 1377-2005; 1358-2126; 2263-2517; 2239-2377; 2251-2725; 
225ll2417- 2157-2412; 2159-2386; 2159-2384; 2165-2725; 2138-2726; 2162- 
2726; 44 5 ll096; 513-1126; 565-1046; 600-1042; 631-1183; 674-1328; 704-1287; 

401/il!48230l"8:2001MAY17 || 85-519; 213-848; 392-524; 392-590; 407-516; 
426-1137- 433-1063; 444-876; 444-1025; 460-1056; 490-975; 499-1148; 554- 
850- 577lll47- 592-774; 635-753; 645-1167; 645-1186; 660-1121; 701-1269; 
74ll957- 754-1341; 798-1167; 834-1445; 879-1377; 904-1174; 917-1514; 975- 
1617- 999-1553; 1029-1270; 1034-1087; 1113-1361; 1168-1845; 1180-1526; 
1188ll711; 1225-1846; 1237-1678; 1496-1878; 1511-1821; 1525-1789; 1540- 
1863- 1570-1838; 1583-1824; 1602-1861; 1651-1868; 1722-1865; 1-559; 1-101; 
1-598- 176-448; 182-909; 162-770; 209-896; 306-845; 392-754; 392-635; 411- 
1014-'365-1104; 408-1017; 392-947; 392-1031; 433-1017; 432-607; 392-885; 
432-498- 392-455; 433-978; 444-1002; 444-565; 402-760; 444-803; 392-984; 
434-1018- 407-1001; 407-1085; 416-1156; 425-1018; 464-1095; 441-1017; 444- 
733- 4441912; 444-972; 434-1038; 445-665; 434-1164; 449-756; 444-951; 469- 
1018- 478-1178; 495-804; 495-803; 487-1152; 485-1191; 504-844; 511-950; 
543-1111; 508-1107; 515-1008; 527-773; 523-750; 530-1149; 554-762; 529-865; 
568-713- 558-1144; 575-825; 578-1325; 600-964; 590-822; 582-1226; 589-1137; 
602-1189; 621-1238; 603-1336; 634-848; 635-890; 637-1041; 639-1174; 642- 
1214- 661-1193; 650-1172; 650-1160; 660-938; 660-1258; 680-1344; 690-1255; 
695-1302- 707-1174; 722-1292; 728-1393; 739-1250; 740-1378; 745-1224; 748- 
1333- 752-1122; 765-993; 766-1288; 786-1349; 794-1041; 848-1117; 835-1531; 
845-1390; 827-1098; 849-1342; 853-1561; 862-1417; 875-1458; 875-1408; 858- 
1184- 858-1029; 880-1581; 891-1239; 916-1628; 875-1099; 909-1094; 890-1145; 
891-1102; 913-1301; 906-1152; 936-1515; 931-1118; 938-1202; 954-1194; 976- 
1213- 963-1227; 986-1468; 991-1271; 993-1585; 1005-1568; 1003-1667; 1018- 
1542- 1041-1704; 1032-1484; 1028-1570; 1049-1328; 1051-1624; 1054-1616; 
1097ll584- 1110-1784; 1101-1375; 1105-1530; 1104-1579; 1124-1809; 1108- 
1322; 1113-1639; 1136-1696; 1136-1814; 1162-1778; 1186-1870; 1198-1763; 
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1171-1535; 1179-1530; 1181-1413; 1210-1751; 1190-1331; 1203-1556- 1192- 
1401; 1212-1759; 1213-1468; 1214-1807; 1234-1823; 1225-1882; 1230-1846- 
1236-1858; 1237-1412; 1217-1847; 1263-1812; 1251-1846; 1260-1823; 1246- 
1714; 1283-1713; 1286-1839; 1295-1859; 1281-1836; 1293-1850; 1274-1871- 
1270-1714; 1298-1850; 1331-1478; 1332-1861; 1345-1745; 1323-1851- 1319- 
1916; 1340-1875; 1362-1645; 1373-1597; 1375-1847; 1358-1857; 1381-1626; 
1382-1619; 1364-1865; 1366-1861; 1371-1861; 1392-1867; 1353-1471; 1394- 
1857; 1397-1867; 1374-1813; 1399-1851; 1402-1860; 1364-1616; 1413-1859; 
1425-1851; 1406-1859; 1407-1861; 1409-1863; 1431-1851; 1413-1851- 1432- 
1645; 1413-1861; 1434-1697; 1418-1815; 1439-1813; 1426-1859; 1447-1861; 
1448-1866; 1451-1851; 1432-1861; 1453-1851; 1440-1831; 1446-1859; 1452- 
1854; 1470-1864; 1451-1858; 1454-1862; 1475-1851; 1456-1863; 1460-1858; 
1481-1857; 1480-1793; 1504-1851; 1496-1861; 1518-1754; 1503-1860; 1506- 
1824; 1512-1851; 1536-1759; 1523-1862; 1540-1783; 1525-1822; 1545-1835; 
1532-1857; 1552-1859; 1535-1789; 1524-1667; 1549-1857; 1571-1850; 1571- 
1857; 1574-1624; 1575-1859; 1596-1852; 1597-1864; 1586-1859; 1596-1862; 
1620-1861; 1625-1861; 1639-1905; 1655-1864; 1644-1740; 1659-1861; 1689- 
1862; 1720-1859; 1733-1843; 1760-1861; 1790-1865; 1787-1857 
402 /LI : 482482 .29 : 2001MAY17 || 1-590; 326-792; 394-902; 527-739; 541-1099; 
542-703; 394-633; 445-726; 500-908; 579-870; 649-1159; 693-964; 711-1067; 
735-989; 737-976; 776-1008; 807-1095 

403/LI:758877.2 6:2001MAY17 || 1954-2115; 1-675; 90-341; 90-346; 90-262; 
483-1018; 483-711; 483-1046; 483-972; 483-1117; 483-1052; 533-1026; 598- 
1151; 651-1211; 694-888; 748-1258; 755-1274; 815-1226; 838-1226; 892-1230; 
904-1484; 907-1548; 918-1230; 941-1230; 965-1562; 972-1554; 1006-1608- 
1027-1564; 1070-1735; 1075-1588; 1108-1196; 1116-1639; 1120-1230; 1135- 
1652; 1138-1823; 1164-1858; 1178-1673; 1178-1830; 1207-1833; 1432-1652; 
1433-1652; 1433-1580; 1433-1892; 1712.-2128; 1734-1986; 1740-2128; 1747- 
2128; 1774-2131; 1830-2134 

404/LI: 791042. 1:2001MAY17 || 1-114; 1-468; 184-431; 190-454; 190-512; 1*4- 
534; 198-622; 198-504; 198-339; 198-338; 198-350 ;- 198-609 ; 198-612; 198- 
608; 198-611; 198-566; 198.-534; 199-534; 198-670; 201-321; 201-534; 205- 
534; 208-534; 210-458; 251-534; 255-321; 264-534; 286-812; 343-856; 354- 
788; 415-865; 434-916; 440-913; 499-608; 624-913; 696-836; 701-913; 738- 
929; 778-1029; 778-836; 778-856; 782-1036; 785-836; 823-1286; 894-1284- 
946-1281; 958-1283; 1154-1653; 1154-1256 

405/LI: 808999. 26 :2001MAY17 || 4581-5217; 4638-5181; 4686-5110; 4736-5205- 
4862-5266; 4941-5482; 5251-5537; 5254-5541; 4530-5274; 4573-5186; 3432- 
3881; 3432-3678; 3507-3742; 3548-3976; 3706-3925; 3708-3923; 3711-3912- 
3713-3821; 3713-3973; 3713-3923; 3713-3918; 3713-3915; 3715-3880; 3759- 
3858; 3761-3930; 3814-4328; 3859-4393; 3919-4393; 4076-4325; 4129-4634; 
4153-4555; 4197-4768; 4395-4923; 4446-4923; 4455-4697; 3223-3777; 3228- 
3727; 3228-3293; 3251-3426; 3267-3500; 3269-3591; 3300-3742; 3306-3407- 
3352-3742; 3352-3620; 3363-3742; 2186-2361; 2193-2365; 2206-2291; 2218- 
2686; 2233-2461; 2244-2722; 2244-2575; 2244-2486; 2244-2461; 2245-2615- 
2247-2541; 2262-2860; 2260-2371; 2280-2451; 2285-2453; 2313-2512; 2324- 
2829; 2324-2576; 2328-2550; 2374-2859; 2372-2611; 2375-2828; 2469-2962- 
2483-2828; 2488-2941; 2495-2964; 2500-2962; 2501-2963; 2502-2960; 2508- 
2966; 2513-2949; 2516-2966; 2516-2781; 2522-2931; 2520-2958; 2544-2951- 
2546-2950; 2555-2631; 2562-2838; 2586-2961; 2592-2928; 2599-2965; 2603- 
2958; 2600-2962; 2613-2863; 2613-2876; 2625-2767; 2633-2936; 2653-2962; 
2670-2922; 2681-2962; 2684-2960; 2709-2963; 2726-2961; 2752-2964; 2756- 
2962; 2757-2959; 2768-2962; 2796-2962; 2802-2962; 2905-3478; 2905-3448; 
2913-3151; 3012-3591; 3030-3638; 3064-3636; 1784-2028; 1803-2418; 1814- 
2087; 1815-2304; 1819-2211; 1796-2396; 1816-1969; 1825-2329; 1849-2095; 
1894-2290; 1882-2360; 1897-2156; 1899-2183; 1889-2470; 1889-2479; 1892- 
2321; 1895-2472; 1897-2209; 1901-2033; 1922-2168; 1914-2563; 1914-2337; 
1917-2329; 1920-2121; 1936-2201; 1936-2402; 1939-2584; 1949-2016; 1950- 
2439; 1947-2577; 1951-2236; 1958-2244; 1962-2245; 1966-2221; 1982-2573; 
2007-2253; 1991-2414; 1991-2278; 2007-2222; 2008-2403; 2017-2292; 2017- 

360 



BNSDOCID: <WO. 



.02083876A2_I_> 



WO 02/083876 PCT/US02/09921 

Table 3 

2245- 2021-2322; 2024-2236; 2029-2324; 2042-2318; 2042-2310; 2046-2686 
'oJ 6 : 2 352; 205512673; 2060-2583; 2060-2587; 2083-2580; 2098-2452; 2111 
2368-2121-2513; 2121-2330; 2130-2504; 2132-2380; 2132-2373; 2132-2422 
91352380- 2146^2276; 2149-2417; 2152-2412; 2154-2289; 2156-2409; 2179 
2500 2^6-2605; 1271-1869; 1274-1869 ;, 1284-1829 ; 1319-1557; 1333-1587 
1342'l95l 1344ll613; 1364ll538; 1351-1941; 1351-1602; 1377-2039; 1382 
^972 1387-20^5; 1391-1927; 1391-1933; 1391-1654; "94-1778; 1394-1719 
SllllWl, 1412-1743; 1417-1692; 1418-1685; 1447-2086; 1450-1741; 1434- 
1505- 1487-1945; 1486-1954; 1489-1772; 1491-1780; 1508-1970; 1498-2051 
149912022- 1528ll746; 1532-1770; 1555-1801; 1566-1905; 1572-2082; 1574 
2 Jl0- ?589-2174; 1583-1872; 1583-1769; 1583-1822; 1610-2112; 1598-1903 
1606ll749; 1614ll719; 1635-2232; 1667-2038; 1653-1932; 1657-1828; 1657 
1954-1672-1916; 1696-2120; 1698-2205; 1725-2367; 1712-1891; 1741-2046 
1745ll810; 174612022; 1746-2011; 1747-1970; 1747-1894; 1749-2040; 1770- 
2175-1780-2020; 1800-2307; 1799-1925; 791-1146; 801-1042; 807-1437; 785- 
1397- 813-1297; 844-1141; 881-1055; 894-1168; 897-1298; 920-1188; 924-1213; 
925-il57 927-1556; 939-1251; 945-1275; 946-1208; 955-1482; 956-1130; 957- 
1302 952-1506 970-1595; 975-1587; 981-1569; 989-1147; 1004-1561; 990- 
xlll' llo-lTli; 1031-1541; 1040-1402; 1047-1441; 1047-1636; 1047-1572; 
iS«ll400- 1054-1484; 1060-1355; 1040-1247; 1040-1245; 1062-1505; 1047- 
1260- to87-1584; 1098-1357; 1105-1333; 1119-1350; 1143-1389; H46-1511; 
S«ll459, 1147ll562; 1146-1308; 1129-1603; 1146-1735; 1169-1398; 1182- 
llil- 1183-1822- 1172-1790; 1215-1912; 1214-1749; 1198-1645; 1205-1681; 
i236'l470 1236ll873; 124 9 ll881; 1263-1902; 1266-1710; 1268-1768; 1-144; 3-' 
5" 42-608 146-587 146-566; 147-598; 753-1316; 146-543; 147-587; 149- 
J 147-512-155-705; 156-788; 174-767; 183-649; 184-649; 186-569; 186- 
45?'- 198-647'; 203-717 214-527; 287-540; 301-770; 334-600; 346-777; 357- 
'. 358-539 360-600; 369-915; 369-927; 377-842; 386-600; 412-653; 433- 
?112- 457-755; 489-841; 606-1038; 608-812; 608-1148; 615-1162; 626-778; 
616-844 651-1212; 667-1076; 687-1191; 689-1248; 690-1106; 698-1118; 704- 
982; 721-1024-726-939; 727-1197; 742-1331; 763-1209; 756-1004; 784-946; 
4643-4977; 3509-3742; 3509-4008 

406/1,1:815715.10:2001^17 || 690-1152; 716-1133; 732-1150; 1-537; 1-516; 
1-507- 3-216; 129-577; 163-577; 221-577; 256-577; 256-573; 267-577; 273- 
590- 273-616; 273-587; 280-428; 280-411; 309-809; 344-657; 353-576; 367- 
596. 379-637- 401-498 410-970; 418-938; 431-584; 493-1065; 502-1139; 527- 
19l' 520-577'- 545-1024,- 561-674; 579-1047; 576-1116; 554-654; 573-878; 606- 
1114; 609 lll9; 609-795; 603-1115; 611-937; 615-889; "8-856; 641-914; 641- 
899; 641-1158; 698-1149; 698-1157; 709-1093; 717-897; 719-1062; 699-938; 
726lll51- 730llO45; 714-938; 736-1151; 736-1047; 736-847; 735-1152; 736- 
Io77 736-1169; 736-1132; 736-1154; 736-1153; 736-1045; 736-1150; 736-920; 
736 1109 736-1115- 736-846; 736-795; 736-934; 736-1075; 736-1046; 738-897 
736 lo80- 736-835 736-897; 741-897; 744-1150; 725-897; 757-1139; 750-1157 
7 -1 i 736-877 754-1037; 736-868; 740-871; 762-1080; 766-1169 
766-1110-773-1153- 773-1152; 778-938; 778-1022; 780-938; 792-1152; 813- 
llts 822-1082 834-1047; 835-1067; 853-1150; 855-1153; 862-1092; 846-1054; 
Si!il5? 94I-I1I3 ; 949-ll48; 972-1139; 972-1107; 972-1151; 972-1082; 972- 
1112- 972-1150; 972-1155; 981-1134; 965-1149; 968-1152; 1009-1082 
407/^1:902980.16:2001^17 || 1-401; 1-160; 22-267; 22-414; 267-1069; 426- 
1099; 671-1137; 804-1192; 831-1352; 875-1311; 1091-1521; 1100-1357; 1159- 
1491; 1159-1388; 1165-1451; 1172-1622; 1180-1430; 1359-1656; 1396-1557- 
1422-1912; 1422-1678; 1429-1748; 1473-1677; 1575-1991; 1627-1922; 1751- 
2306; 1760-2174; 1762-2018; 1769-2183; 1779-2241; 1783-2241; 1821-2042 
1837-2217; 1865-2129; 1904-2221; 1917-2244; 1930-2244; 1976-2238; 1995 
2245; 2022-2339; 2027-2292; 2049-2564; 2060-2345; 2061-2301; 2080-2572 
2088-2576; 2094-2168; 2097-2249; 2105-2320; 2117-2248; 2172-2513; 2191 
2303; 2331-2874; 2335-2843; 2335-2438; 2335-2777; 2335-2614; 2335-2703 
2335-2688; 3137-3411; 3171-3382; 3212-3426; 3219-3406; 3240-3573; 3240 
3477; 3446-3590; 2449-2736; 2455-2773; 2474-2905; 2475-2683; 2482-2874 
2503-2784; 2509-2982; 2527-3006; 2529-2810; 2548-3017; 2551-2793; 2562- 
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3026; 2574-2868; 2582-3076; 2612-3074; 2446-2726; 2446-2716; 2448-2719' 
2449-2705; 2448-2759; 2448-2717; 2335-2536; 2335-2538; 2335-2533; 2335- 
2499; 2335-2475; 2335-2528; 2335-2417; 2335-2401; 2343-2604; 2343-2580, 
2346-2848; 2349-2488; 2354-2772; 2358-2821; 2335-2701; 2335-2659- 2335- 
2660; 2335-2618; 2335-2623; 2335-2612; 2335-26Q6; 2335-2602; 2335-2573 
2335-2577; 2335-2509; 2335-2453; 2361-2756; 2362-2913; 2361-2598- 2363- 
2945; 2363-2934; 2360-2629; 2366-2912; 2386-2660; 2401-2502- 2415-2909 
2419-2919; 2357-2597; 2428-2981; 2430-2649; 2432-2899; 2615-2915- 2633- 
3211; 2636-3240; 2639-3182; 2646-3055; 2646-3079; 2647-3094; 2648-3087 
2649-3198; 2651-3058; 2658-3080; 2664-3080; 2668-3082; 2673-3001- 2673- 
2936; 2673-2910; 2678-3165; 2678-3065; 2684-3101; 2703-3248; 2742-2936' 
2746-2992; 2763-3032; 2763-3006; 2817-3086; 2816-3175; 2856-3249- 2874- 
3218; 2881-3082; 2889-3372; 2903-3082; 2908-3378; 2934-3309; 2935-3190' 
2943-3425; 2960-3419; 2966-3420; 3001-3295; 3007-3423; 3012-3379- 3016- 
3420; 3022-3420; 3092-3402; 3098-3353; 3121-3420; 3126-3406; 3126-3419 
408/LI: 903196. 25 :2001MAY17 || 1-201; 7-605; 11-296; 13-587; 18-668; 20-266; 
29-260; 33-270; 82-677; 81-285; 108-364; 127-336; 155-300; 157-411- 159- 
415; 206-455; 240-841; 375-458; 458-1068; 606-809; 621-1085; 745-1312- 776- 
1391; 803-1142; 804-1199; 803-1111; 887-1437; 919-1577; 987-1562- 1000- 
1562; 1002-1257; 1018-1252; 1043-1548; 1084-1337; 1121-1322- 1142-1396- 
1200-1419; 1224-1786; 1335-1435; 1337-1643; 1388-1965; 1467-1744- 1487- 
1783; 2781-3012; 2792-3230; 2791-3218; 2799-3012; 2827-2995; 2834-2966; 
2861-3162; 2986-3258; 3074-3642; 3087-3613; 3087-3559; 3087-3256; 3300- 
3667; 3354-3673; 3354-3631; 3404-3657; 3516-3664; 1488-1655; 1489-2147- 
1559-1829; 1566-2124; 1598-1857; 1646-2106; 1646-1899; 1646-1885; 1675- 
2184; 1676-1950; 1697-1964; 1706-1935; 1725-2120; 1732-1986; 1732-2301- 
1732-1976; 1831-2192; 1857-1975; 1875-2362; 2743-2972; 2750-3006- 2752^ 
2901; 2770-3009; 1910-2206; 1910-2129; 1939-2114; 1947-2308; 1950-2200- 
1955-2195; 1992-2245; 2006-2523; 2022-2693; 2094-2478; 2108-2728- 2116- 
2573; 2116-2394; 2154-2441; 2162-2574; 2172-2395; 2175-2590; 2180-2426; 
2179-2378; 2182-2465; 2185-2576; 2214-2394; 2242-2459; 2265-2801- 2294- 
2475; 2294-2465; 2294-2855; 2294-2529; 2294-2525; 2319-2591; 2342-2589- 
2348-2589; 2349-2589; 2361-2972; 2371-2590; 2377-2661; 2394-2887- 2434- 
3011; 2440-2681; 2498-2983; 2517-3012; 2519-3004; 2524-3013; 2524-3028- 
.2527-2898; 2532-2974; 2560-2968; 2565-2973; 2578-3004; 2577-2820- 2591^ 
3004; 2594-3004; 2595-3004; 2594-2883; 2604-3007; 2603-3013; 2608-3012- 
2609-2987; 2617-3013; 2617-2839; 2618-2972; 2622-2863; 2624-2992- 2639^ 
2885; 2650-3003; 2664-2863; 2670-3005; 2677-3009; 2682-2996- 2691-3009- 
2696-2963; 2712-3012; 2714-2958; 2730-2975; 2738-2985 

409/LI.-903914.10.-2001MAY17 || 2784-3328; 2785-3382; 2843-3494- 2830-3357- 
2869-3227; 2878-3483; 2875-3088; 2887-3157; 2905-3175; 2905-3148- 2920- ' 
3212; 2920-3214; 2952-3205; 2966-3472; 2966-3261; 2993-3262; 3001-3635- 
3022-3241; 3039-3505; 3062-3612; 3067-3248; 3067-3390; 3091-3329- 3157- 
3467; 3157-3459; 3157-3422; 3158-3462; 3159-3469; 3227-3392; 3260-3424- 
3262-3510; 3538-4132; 3541-4211; 3591-4008; 3633-4206; 3942-4174- 3946- 
4186; 3952-4191; 3958-4216; 3958-4184; 3958-4181; 3958-4140; 3958-4103- 
3958-4088; 3958-4092; 3958-4076; 3958-4064; 3958-4057; 3958-4044- 3958- 
4028; 3958-4077; 3994-4250; 4136-4310; 4157-4351; 4186-4370; 4187-4439- 
4206-4354; 4328-4586; 4387-4778; 4456-4803; 4647-4988; 982-1304; 983-1322- 
9S3-1320; 9B3-1381; 983-1294; 983-1301; 984-1301; 983-1293; 983-1303; 986- 
1227; 1041-1313; 1031-1321; 1053-1322; 1079-1304; 1101-1614; 1103-1351' 
1116-1325; 1128-1325; 1207-1635; 1267-1541; 1319-1757; 1446-1909- 1467- 
2026; 1476-1969; 1548-1925; 1656-1724; 1693-2235; 1752-2347; 1752-2196- 
1842-2229; 1849-2236; 1965-2435; 1965-2537; 1970-2451; 1965-2380- 1977- 
2166; 1994-2280; 2073-2701; 2075-2327; 2109-2679; 2186-2418; 2186-2616- 
2202-2545; 2211-2496; 2227-2425; 2290-2831; 2307-2568; 2349-2677- 2358- 
2791; 2410-2674; 2410-2927; 2419-2989; 2445-2728; 2450-2709; 2471-2904' 
2457-3110; 2468-2756; 2486-2656; 2498-2833; 2515-3073; 2515-2763- 2517- 
2614; 2546-3170; 2557-3114; 2573-2835; 2609-2863; 2643-3225; 2645-3060; 
2651-3142; 2654-2935; 2640-3234; 2662-3191; 2662-2822; 2671-3240; 2689- 
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3231; 2724-3262; 2729-3234; 2752-3329; 2775-3235; 2776-3289; 1-249; 116- 

440- 309-859; 365-871; 394-859; 455-820; 473-859; 489-734; 492-846; 496- 
766- 496-745; 523-859; 524-783; 530-804; 555-859; 572-1221; 587-1182; 611- 
864'; 612-886; 612-859; 614-859; 617-1239; 638-906; 665-859; 667-859; 672- 
859 673-859; 677-859; 699-859; 703-859; 713-859; 726-859; "9-859; 730- 
859- 755-859- 771-859; 778-859; 795-1291; 806-1316; 920-1304; 912-1319; 
915^1322 • 926-1322; 916-1322; 932-1304; 937-1322; 945-1322; 952-1301; 949- 
1322; 963-1322; 964-1301; 966-1304; 972-1298; 982-1290; 982-1301; 979-1305; 
979-1322; 982-1322; 983-1304 

410/LG:006764.2:2001JUN22 || 1-290; 138-447; 197-590; 199-440; 237-435; 

441- 582; 452-716; 488-710; 488-912; 530-803; 554-804; 712-954; 712-1116; 
748-1062; 836-1031; 896-1154; 919-1308; 942-1579; 1097-1516; 1162-1353; 
1170-1353; 1266-1617; 1255-1577; 1339-1610; 1382-1610 

411/LG: 014704. 8 :2001JON22 || 1-743; 81-239; 442-550; 486-912; 527-815; 527- 
793- 602-898; 659-961; 814-1064; 840-1408; 851-1398; 873-1135; 949-1433; 
94 9 lll82- 997-1180; 1007-1323; 1007-1185; 1081-1394; 1097-1360; 1097-1356; 
1097-1354; 1124-1358; 1161-1410; 1172-1559; 1172-1562; 1172-1382; 1187- 
1539; 1187-1420; 1329-1625; 1463-1912; 1467-1672; 1481-1735; 1485-1646; 
1493-1592; 1495-1810; 1496-1905; 1501-1912; 1506-1908; 1518-1796; 1519- 
1896; 1519-1723; 1532-1698; 1538-1796; 1545-1911; 1548-1855; 1560-1907, 
1569-1905; 1571-1842; 1605-1906; 1624-1885; 1685-1930; 1729-1924; 1734- 
1925- 1748-1844; 1772-1930; 1790-1930; 1790-1907; 1799-1907; 1804-1907; 
1813-1907; 1813-1891; 1813-1863; 1813-1930; 1817-1941 

412/LG:1447607.7:2001JUN22 || 1-542; 1-529; 1-523; 1-367; 75-504; 75-540; 
153-418- 160-606; 196-390; 282-520; 282-493; 282-472; 299-892; 459-718; 
469-539- 486-723; 495-1008; 539-1084; 540-777; 544-769; 555-816; 587-761; 
626-847; 694-1008; 696-991; 696-976; 696-977; 696-954; 696-920; 702-954; 
730-955- 769-1146; 769-998; 775-945; 813-1092; 857-1219; 934-1112; 944- 
1196- 10*1-1447; 1069-1286; 1077-1231; 1081-1232; 1140-1604; 1140-1309; 
1232ll690; 1235-1668; 1235-1654; 1236-1687; 1236-1449; 1238-1587; 1245- 
1861- 1247-1366; 1247-1328; 1247-1379; 1266-1499; 1298-1870; 1304-1573, 
1318ll573; 1328-1527; 1340-1577; 1348-1657; .1357-1604; 1360-1849; 1360- 
1763; 1385-1910; 1385-1567; 1404-1728; 1415-1708; 1415-1676; 1419-1711; 
1427-1701; 1434-1995; 1435-1655; 1437-1712; 1448-1875; 1448-1695; 1450- 
1868; 1450-1719; 1450-1716; 1473-1645; 1500-1756; 1530-1745; 1532-1872; 
1539-2128- 1581-2227; 1587-1809; 1592-1865; 1599-1875; 1613-2238; 1639- 
1901; 1695-1953; 1705-1978; 1711-1961; 1734-2000; 1761-2041; 1761-2160; 
1772-2036; 1786-2223; 1790-2240; 1795-2234; 1806-2060; 1811-2280; 1818- 
2239- 1822-2266; 1822-2105; 1824-2238; 1826-2277; 1833-2275; 1833-2283; 
183712241; 1842-2135; 1859-2238; 1870-2041; 1909-2277; 1913-2277; 1914- 
2277- 1917-2171; 1917-2164; 1918-2275; 1953-2277; 1977-2278; 1979-2236; 
1985-2277; 2002-2279; 2015-2280; 2063-2277; 2065-2275; 2072-2172; 2087- 
2274; 2098-2265; 2103-2277; 2134-2275; 2164-2279; 2189-2265 
413/LG:1455032.3:2001JUN22 || 1-473; 1-590; 1-306; 98-306; 146-589; 186- 
382- 230-725; 248-648; 333-625; 336-635; 347-609; 308-549; 354-648; 365- 
656; 325-557; 367-648; 338-521; 352-540; 433-648; 439-825; 453-699; 459- 
697- 471-725- 499-589; 480-723; 482-653; 484-648; 486-649; 498-648; 501- 
622- 505-745; 541-642; 557-990; 567-824; 567-794; 575-868; 576-910; 581- 
B09; 584-884; 586-861; 587-1061; 588-648; 589-648; 591-739; 592-806; 594- 
1076; 594-1120; 596-1026; 596-831; 597-846; 599-856; 598-1143; 602-897; 
600-1005; 601-835; 602-1105; 603-805; 603-868; 603-889; 603-846 ; 6 03-84 0; 
603-829; 603-826; 603-820; 603-947; 604-898; 604-900; 604-838; 605-1036; 
605-841; 605-815; 605-894; 606-908; 606-861; 606-858; 607-870; 607-852; 
607-846; 607-780; 606-866; 607-905; 609-862; 609-793; 610-869; 610-849; 
610-829; 612-832; 607-720; 607-726; 611-895; 612-857; 612-858; 608-817; 
612-1160; 612-1137; 612-1108; 611-1003; 612-931; 612-887; 612-883; 612-894; 
612-875; 612-863; 612-851; 612-859; 612-848; 612-846; 612-836; 612-823; 

612- 820; 612-814; 614-1072; 614-828; 612-805; 612-736; 612-980; 612-893; 

613- 854; 613-849; 613-841; 612-879; 613-870; 614-943; 614-902; 614-854; 

614- 824; 615-896; 615-870; 614-889; 616-870; 613-863; 614-861; 618-867; 
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617-1180; 620-904; 621-897; 623-868; 621-1043; 622-1026; 623-778; 624-860- 
626-803; 627-936; 624-712; 628-1182; 629-738; 634-744; 635-1145; 635-898-' 
635-969; 640-892; 640-878; 641-854; 643-950; 643-745; 644-849- 645-803- 
648-1181; 648-928; 648-888; 649-1127; 648-1148; 651-909; 653-931- 654-938- 
664-1059; 664-884; 667-1056; 675-932; 677-889; 678-906; 689-935 ;' 689-890 ; ' 
696-748; 708-899; 703-994; 703-1189; 705-991; 706-1132; 706-912; 708-1181- 
714-1169; 717-1172; 717-1018; 718-1072; 720-1182; 722-1182; 724-976- 727- 
852; 729-909; 729-1187; 739-1186; 742-1066; 744-945; 744-1188- 744-1181- 
745-1184; 745-1181; 746-1188; 747-1189; 748-828; 749-1181- 755-1181- 757- 
1180; 757-1183; 758-997; 767-1086; 771-1188; 772-1186; 774-1113- 775-1031- 
775-1181; 776-1027; 777-1181; 778-1183; 781-1180; 784-1180; 782ll054- 784^ 
1181; 782-950; 786-1038; 786-1069; 784-1007; 789-1181; 788-997; 789-1060- 
791-1181; 791-1166; 794-1183; 793-1183; 795-1181; 802-998; 803-1165; 802- 
1187; 803-1093; 806-1182; 806-972; 810-1057; 810-1183; 811-1039; 811-1183- 
811-1180; 812-1022; 812-1182; 813-1140; 814-1106; 814-1181; 817-1181- 8isl 
1181; 824-1109; 828-968; 829-1146; 832-1165; 834-1086; 836-1181; 837-1172- 
838-1119; 842-1057; 850-1183; 851-1181; 861-1181; 864-1086; 865-1185- 870^ 
1070; 880-1125; 881-1159; 885-1182; 887-1199; 888-1181; 895-1184- 895-1171- 
901-1168; 898-1043; 899-1180; 902-1130; 911-1159; 915-1090; 918-1175- 919-' 
1172; 919-1119; 919-1144? 921-1187; 927-1184; 927-1172; 927-1078; 940-1181- 
941-1172; 943-1183; 943-1172; 952-1181; 954-1185; 954-1184; 961-1188- 963-' 
1129; 967-1185; 971-1172; 977-1183; 983-1183; 982-1052; 996-1180; 1000- 
1183; 1009-1183; 1017-1181; 1023-1181; 1030-1175; 1057-1183; 1061-1201- 
1082-1183; 1085-1181; 1105-1184; 1118-1172; 1123-1183 

414/LG: 1501898. 18: 2001 JUN22 || 584-1074; 200-933; 370-921; 272-923- 470- 
874; 524-874; 626-874; 454-873; 454-870; 733-882; 625-878; 585-877; 458- 
876; 575-875; 463-874; 506-874; 674-874; 709-874; 472-874- 484-875- 513- 
869; 494-870; 458-870; 590-870; 310-873; 413-869; 454-869; 473-869- 504- 
869; -459-869; 648-869; 699-869; 701-869; 708-869; 730-869; 746-869- 491- 
869; 498-869; 470-867; 537-867; 604-867; 528-875; 436-875; 454-86o!- 702- 
874; 308-859; 780-858; 523-872; 546-872; 492-856; 641-856; 767-856- 564- 
870; 503-869; 493-869; 805-869; 535-868; 439-867; 489-864; 541-860- 608- 
843; 307-838; 314-836; 292-830; 685-828; 499-827; 246-824; 232-823; 221- 
822; 264-808; 228-791; 187-780; 581-792; 279-758; 176-749; 176-744; 486- 
745; 491-744; 582-743; 434-730; 268-731; 432-729; 449-719; 203-699- 472- 
699; 441-682; 312-636; 276-626; 307-620; 357-595; 20-593- 129-592 •' 77-591 - 
321-591; 365-586; 357-576; 330-575; 1-570; 310-585; 394-562; 15-558- 357-' 
552; 46-547; 15-529; 188-524; 128-531; 258-516; 264-513; 258-508; 310-504- 
20-497; 158-485; 15-484; 210-472; 15-471; 350-442; 154-434; 15-418; 15-377- 
227-359; 15-357; 15-209; 1-175; 15-173; 77-160; 15-155; 15-153; l 5 ll52- 15- 
149; 15-148; 15-142; 15-137; 15-126; 15-120; 15-113; 15-104; 15-96; 15-71 
415/LG: 1502692. 5 :2001JUN22 || 1-548; 1-615; 135-489; 160-798- 175-444- 187- 
630; 187-473; 244-487; 247-409; 248-539; 248-457; 259-756- 259-593- 270- 
385; 274-991; 274-992; 277-783; 329-844; 298-772; 308-882,' 337-593- 353- 
977; 383-658; 395-789; 418-675; 443-685; 447-666; 466-974; 476-1065- 481- 
710; 491-738; 491-683; 524-1041; 533-1060; 550-923; 550-765; 572-977- 573- 
1038; 548-1068; 581-960; 584-1040; 600-1079; 605-1039; 616-1032; 58lll068- 
621-1081; 579-804; 580-828; 626-1080; 637-886; 638-846; 640-705; 641-1078- 
644-1082; 647-1078; 615-841; 680-1076; 684-1078; 691-1019; 695-945- 699- ' 
999; /08-910; 711-1078; 741-895; 737-1080; 752-1076; 755-1078; 757-1052- 
761-1076; 760-1067; 766-1038; 773-1073; 773-999; 781-1076; 791-1006; 760- 
1076; 797-1080; 811-1078; 816-1(376; 823-1078; 858-1078; 866-1078; 878-1078- 
904-1072; 906-1078; 931-1083; 974-1078 ' 
416/LG: 208949. 8 :2001JUN22 || 1-482; 38-482; 117-484; 124-452; 125-482- 136- 
488; 272-482; 272-458; 322-484; 322-482; 446-760 

^^ LG ^f 0 ^h 10:2 ° 01JUN22 11 4£>4 - 1240 '- 912-1170; 891-1111; 705-1110; 891- 
487-881; 341-747; 1-710; 149-419; 341-414; 1171-1238; 603- 

X_L57; 1-L/J. — X235 
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418/LG: 329228. 27 -.2001JUN22 || 1-524; 83-296; 85-486; 181-420; 243-808; 295- 
667; 295-549; 295-513; 399-659; 429-839; 440-836; 440-530; 533-967; 603- 
1033; 613-897; 704-942; 794-1179; 855-1528; 887-1232 
419/LG:337056.11:2001JUN22 || 1-603; 1-684 

420/LG- 346663. 9 :2001JUN22 || 1-277; 20-567; 383-943; 383-526; 383-1081; 
434-1006; 454-906; 560-974; 729-1333 ;.; 758-1014 ; 785-1013; 1092-1337 
421/LG: 7685586. 2 --2001JUN22 |j 1-367; 1-583; 12-585; 80-585; 100-585 
422/LG: 407730. 13 :2001JUN22 jj 1-489 

423/LG : 025465. 5 :2001JUN22 || 1-142; 41-816; 141-395; 153-712; 160-412; 161- 
417- 165-411; 163-408; 165-293; 177-411; 182-366; 201-649; 201-416; 206- 
676- 417-1016; 636-1125; 636-885; 636-869; 654-1007; 782-1213; 807-1263; 
917ll355; 920-1206; 921-1058; 931-1311; 933-1230; 991-1608; 997-1231; 1052- 
1571- 1059-1264; 1058-1619; 1060-1845; 1157-1625; 1171-1622; 1189-1440; 
1211-1630; 1260-1619; 1285-1752; 1398-1707; 1453-1693; 1524-1892; 1537- 
1854; 1604-1795; 1604-1786; 1614-2078; 1615-1798; 1660-2075; 1662-2175; 
1822-2111; 1881-2126; 1952-2023; 1960-2085; 1976-2062 

424/LG: 054509. 14 :2001JUN22 || 1-279; 100-673; 200-446; 358-671; 408-876; 
508-2210; 451-661; 615-836; 618-1158; 816-1066; 825-1071; 877-1054; 896- 
1162; 912-1515; 922-1146; 922-1175; 925-1171; 971-1058; 1040-1550; 1058- 
1612- 1113-1777; 1132-1630; 1148-1420; 1149-1771; 1176-1630; 1199-1739; 
1207-1778; 1219-1638; 1295-1547; 1332-2127; 1334-1874; 1346-1920; 1355- 
2133; 1360-2122; 1372-1571; 1391-1678; 1402-2130; 1437-1890; 1439-1910; 
1439-1697; 1440-1981; 1441-1550; 1452-1605; 1455-2131; 1459-1715; 1465- 
1762; 1483-2134; 1488-1764; 1489-1963; 1496-2121; 1513-1820; 1513-1772; 
1513-1751; 1513-2102; 1542-2132; 1541-1786; 1553-1841; 1588-2129; 1595- 
1833- 1597-1845; 1597-1800; 1600-1797; 1614-1812; 1617-2162; 1621-1855; 
1625-1856; 1644-1923; 1649-2072; 1657-2202; 1656-1855; 1661-2147; 1676- 
1932; 1678-2027; 1678-1783; 1681-2250; 1695-2043; 1699-1876; 1691-2157; 
1702-1923; 1702-2169; 1724-2168; 1730-2080; 1732-2159; 1732-1977; 1733- 
2167- 1741-2213; 1742-2167; 1770-2104; 1775-1968; 1776-2206; 1783-2205; 
1790-2188; 1798-2207; 1807-2047; 1809-2206; 1819-2210; 1821-2310; 1823- 
2097- 1824-2307; 1835-2204; 1852-2201; 1864-2189; 1872-2165; 1872-2206; 
1872-2207; 1891-2101; 1908-2206; 1908-2129; 1908-2160; 1924-2204; 1919- 
2167- 1921-2126; 1949-2203; 1961-2228; 1964-2235; 1973-2210; 1975-2189; 
1980-2141- 1979-2210; 1981-2164; 1980,-2164; 1997-2207; 2000-2206; 2031- 
' 2306- 2031-2426; 2051-2206; 2056-2206; 2061-2198; 2068-2159; 2073-2204; 
2088-2330; 2142-2206; 2149-2592; 2161-2399; 2197-2429; 2197-2656; 2197- 
2727- 2197-2456; 2298-2877; 2321-2557; 2321-2567; 2322-2607; 2323-2597; 
2342-2617; 2345-2609; 2445-2655; 2472-2612; 2545-2989; 2545-2787; 2547- 
2865; 2586-3085; 2597-3085; 2600-3088; 2638-3174; 2637-2844; 2685-3176; 
2688-3164; 2814-3214; 2900-3215; 3015-3201; 3155-3403 
425/LG:1067876.1:2001JUN22 || 1-287; 5-247; 151-524; 185-647 
426/LG:1327699.55:2001JUN22 || 1-272 

427 /LG: 1482904. 10: 2 001JUN22 || 1-618; 151-794; 186-747; 189-536; 249-747; 
270-747- 471-1077; 1037-1606; 1106-1624; 1106-1359; 1109-1447; 1185-1438; 
1215-1657; 1223-1464; 1331-1579; 1335-1881; 1333-1624; 1341-1485; 1360- 
1908- 1369-1643; 1384-1761; 1384-1588; 1387-1640; 1425-1537; 1465-1714; 
1467-1679- 1473-1905; 1546-1793; 1587-1816; 1597-2105; 1633-1894; 1657- 
1760; 1663-1922; 1673-2039; 1686-1957; 1717-1989; 1721-1990; 1787-2248; 
1829-2070; 1829-1943; 1831-2069; 1832-2073; 1836-2368; 1853-2146; 1854- 
2088; 1855-2085; 1862-2134; 1865-2087; 1915-2474; 1922-2073; 1947-2218; 
1952-2188; 1969-2221; 2020-2219; 2067-2325; 2089-2304; 2131-2299; 2147- 
2425; 2147-2333; 2149-2320; 2168-2580; 2178-2406; 2198-2381; 2226-2381; 
2255-2519; 2256-2695; 2264-2960; 2284-2381; 2286-2381; 2291-2381; 2299- 
2552- 2299-2522; 2304-2537; 2319-2761; 2319-2637; 2354-2641; 2362-2913; 
2375-2942; 2372-2436; 2374-2950; 2372-3003; 2379-2621; 2384-2674; 2390- 
2633; 2417-3003; 2416-3004; 2412-2652; 2412-2649; 2440-2852; 2455-3027; 
2459-2996; 2472-2939; 2516-3039; 257.1-3042; 2573-2990; 2573-3030; 2573- 
2819; 2576-3003; 2584-2942; 2595-3045; 2595-3000; 2598-3042; 2606-3047; 
2607-3043; 2607-2885; 2607-3047; 2609-2856; 2611-2891; 2611-2687; 2611- 

365 



BNSOOCID: <WO 02O83B76A2J. > 



WO 02/083876 



PCT/US02/09921 



Table 3 



2691; 2611-2669; 2611-2974; 2612-2879; 2626-3045; 2626-3042; 2628-2892 
2632-3044; 2632-3042; 2634-3042; 2635-3046; 2639-3038; 2641-3042; 2648 
2909; 2655-3038; 2657-2875; 2673-3047; 2674-2977; 2685-3042; 2685-3047 
2693-3042; 2696-3038; 2699-2934; 2701-3038; 2715-3044; 2716-3042; 2721 
3042; 2758-3042; 2761-3048; 2774-3043; 2805-3042; 2805-3023; 2805-2988 
2805-2970; 2808-3035; 2810-3043; 2812-3038; 2828-3042; 2834-3043; 2860 
3042; 2862-3045; 2862-3042; 2864-2960; 2871-3038; 2909-3042; 2938-2987 
2959-3036 



428/LG: 222317. 4 :2001JUN22 || 1-256; 
429/LG: 332701. 3 :2001JUN22 || 1-368; 
282-740; 290-477 ;• 290-391 ; 290-395; 
298-567; 335-565; 349-700; 354-572; 



260-572; 277-532; 277-741; 
290-702; 290-716; 290-351; 
: 730-964; 730-1073; 747-833; 



1-252 
184-566; 
290-698; 
602-1197; 

787-984; 787-1054; 797-1059; 921-1369; 936-1180; 950-1208; 958-1216; 1016- 
1519; 1018-1270; 1043-1277; 1062-1325; 1062-1310; 1101-1490; 1120-1330; 
1134-1352; 1134-1415; 1135-1480; 1134-1477; 1135-1378; 1135-1425; 1144- 
1674; 1134-1492; 1135-1431; 1134-1527; 1135-1471; 1176-1611; 1219-1388; 
1241-1485; 1297-1571; 1294-1612; 1333-1760; 1378-1961; 1434-1628; 1497- 
2105; 1497-2024; 1530-1838; 1550-1787; 1575-2103; 1575-1808; 1755-2019; 
1755-2366; 1741-2138; 1800-2041; 1807-2095; 1858-2246; 1859-2056; 1946- 
2201; 1971-2109; 1988-2485; 1988-2214; 2045-2619; 2073-2310; 2086-2713; 
2092-2603; 2101-2370; 2101-2550; 2110-2649; 2110-2726; 2155-2431; 2159- 
2592; 2160-2353; 2204-2818; 2213-2709; 2213-2439; 2275-2504; 2277-2568; 
2287-2811; 2304-2583; 2308-2762; 2312-2510; 2319-2932; 2337-2872; 2337- 
2601; 2363-2806; 2364-2608; 2370-2894; 2370-2881; 2376-2920; 2378-2843; 
2387-2639; 2437-2916; 2440-2663; 2444-2697; 2444-2909; 2450-2919; 2457- 
2908; 2458-2921; 2460-2916; 2464-2916; 2468-2918; 2472-2935; 2473-2919; 
2474-2932; 2476-2922; 2480-2885; 2484-2935; 2485-2911; 2488-2915; 2486- 
2910; 2490-2893; 2504-2911; 2512-2944; 2515-2920; 2525-2936; 2536-2838; 
2539-2945; 2554-2911; 2594-2915; 2598-2920; 2595-2911; 2602-2769; 2600- 
2922; 2601-2936; 2605-2918; 2608-2932; 2612-2959; 2612-2894 ;. 2612-2834; 
2615-2918; 2621-2906; 2619-2910; 2621-2882; 2621-2924; 2621-2879; 2629- 
2918; 2631-2911; 2640-2911; 2650-2911; 2649-2816; 2653-2911; 2663-2918; 
2678-2920; 2686-2906; 2692-2873; 2721-2906; 2731-2876; 2741-2940; 2754- 
2911; 2758-2936; 2759-2926; 2761-2920; 2767-3396; 2767-3254; 2777-2906; 
2793-3212; 2794-3176; 2796-2918; 2839-3217; 2853-2921; 2936-3396; 29^77- 
3208; 2977-3209; 2979-3597; 3067-3412; 3138-3538; 3246-3583; 3284-3471; 
3287-4626; 3287-3650; 3300-3782; 3304-3999; 3323-3821; 3336-3415; 3355- 
3583; 3415-3821; 3424-4202; 3424-3583; 3529-3821; 3560-3837; 3605-3973; 
3620-3802; 3648-4275; 3653-4291; 3962-4220 

430/LG:369881.5:2001JUN22 || 1009-1307; 903-1306; 920-1305; 892-1305; 1013- 
1305; 1068-1305; 1127-1305; 691-1261; 777-1247; 778-1199; 556-1200; 563- 
1197; 706-1175; 595-1139; 377-1089; 549-1052; 488-963; 667-959; 263-912; 
592-849; 549-791; 380-688; 449-679; 408-631; 392-573; 273-570; 1-550; 1- 
488; 1-463 

431/LG: 404381. 2 :2001JUN22 || 1-175; 5-616; 233-818; 233-409; 234-475; 406- 
690; 426-653; 500-750; 568-983; 676-912; 761-1201; 765-974; 807-1375; 907- 
1120; 909-1360; 946-1399; 952-1399; 1007-1256; 1102-1399; 1216-1399; 1221- 
1284 

432/LG:405709.2:2001JUN22 || 2-151; 1-284; 7-144; 26-294; 137-341; 139-341; 
157-341; 210-341; 219-341 
433/LG:406664.17:2001JUN22 || 1-220 
434/LG:7670681.1:2001JUN22 | j 1-649 



435/LG: 7687404. 1:2001JUN22 
43 6/LG: 7 690030 .24: 2001JUN22 
437 /LG: 7690229. 3 :2001JUN22 
438/LG: 7 690533 .16: 2001JUN22 
661-849; 844-1156; 855-1114 



1-589; 345-684; 453-864; 533-1112 
| | 1-387 

| 1-506; 183-671; 183-409 

|| 1-378; 239-840; 240-488; 392-944; 657-905; 
889-1182; 1004-1186 
439/LG:7691131.2:2001JUN22 || 1-555; 1-281; 172-500; 337-555; 438-899; 440- 
900; 472-733; 473-899; 481-897; 579-899; 583-994; 692-902 
440/IiG:7692559.6:200lJUN22 || 1-717; 220-462; 392-476 
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441/LG: 7684866. 10 :2001JUN22 || 14-230; 1-239; 1-513 

442 /LG : 002106 . 5 : 2001JUN22 || 1-322; 7-258; 23-82; 24-564; 32-572 ; J3-297 . 
68-293; 367-628; 367-653; 601-872; 601-948; 637-1117; 642-1104; 690-1111; 
9S5-1102- 963-1527; 979-1647; 988-1221 

443/LG-004064.1:200lJUN22 || 1-582; 464-885; 496-1007; 547-970; 554-938; 
556-813; 622-1007; 622-889; 622-888; 752-966 

444/LG:007916.8:200UUN22 || 945-1497; 989-1464; 694-1266; 646-1265; 642- 
1252; 871-1214; 858-1140; 832-1139; 832-1118; 193-792; 227-764; 439-623; 

445/LG 3 014719 4 14':2001JUN22 || 1-244; 1-444; 72-590; 73-308; 103-582; 111- 
3^0 ?80-1013; 548-884; 57 3 lll92; 638-906; 658-1284; 727-1291; 747-992; 
1014-1534; 1040-1526; 1182-1462; 1218-1813; 1273-1689; 1265-1836; 1273- 
1614-1273-1819; 1279-1836; 1288-1453; 1315-1836; 1344-1913; 1396-1927; 
1443-1992; 1443ll695; 1457-2004; 1465-1756; 1470-2021; 1494-1943; 1535- 
1883- 1586-1852; 1600-1705; 1628-2242; 1672-2163; 1745-2316; 1813-2328; 
184112356; 183712357;- 1839-2115; 1843-2207; 1843-2425; 1843-2426; 1843- 
2153-1843-2400; 1843-2401; 1843-2276; 1843-2458; 1843-2433; 1843-2366; 
ItlWlTl 184512390; 1931-2329; 1936-2328; 2125-2439; 2163-2768; 2223- 
2440- 2234-2741, 2418-2859; 2418-2750; 2418-2668; 2494-2858; 2498-2859; 
25^12853 257212812; 2592-2872; 2598-2814; 2608-2672; 2633-2858; 2665- 
2900; 2762-2903; 2759-2853; 2766-2881; 2774-2858; 2787-2858 

446/LG:021763.31:2001JUN22 | 1-466; 2-497; 1-591; 11-391; 11-248 "-216. 
12-517; 12-324; 19-268; 21-255; 21-229; 32-122; 33-302; 34-331; 34-221 49 
•aoo . 50-260- 50-244; 55-301; 57-301; 60-339; 60-564; 62-517; 63-280; 121- 
553'- 140-624-140-374; 140-349; 140-343; 140-302; 140-293; 140-281; 147- 
1S1- 174-438; "2-638 208-526 215-666; 223-330; 236-517; 240-638; 257- 
702'; 269-458; 269-670; 281-517; 279-641; 284-496; 292-517; 291-517; 308- 

tlV/^llllli .1-.2Q01OW22 || 1-737; 4-249; 23-680; 65-571; 120-607; 124- 
445 392-459; 421-609; 426-684; 451-575; 594-943; 602-984; 673-799; 720- 
iS'. ?97-122i; 846-1029; 855-1070; 890-1097; 890-1359; 1102-1339; 1102- 
1272-1107-1319; 1109-1296; 1145-1296; 1154-1340; 1173-1319; 1207-1319- 
1226ll319 1226ll710; 1632-1866; 1631-1905; 1632-2071; 1632-1830; 1632- 
1761-1632-1697; 1659-2112; 1677-1872; 1677-1788; 1687-1944; 1692-1989 
^75512297; 175512369; 1755^291; 1766-2328; 1775-2074; 1795-2095; 1827 
2126-1831-2399; 1838-2088; 1863-2353; 1939-2102; 1945-2199; 1956-2468 
196ll2130; 1981-2080; 1986-2262; 2080-2218; 2158-2608; 2093-2589; 2107 
2592-2107-2547; 2107-2378; 2110-2387; 2116-2617; 2156-2624; 2174-2632 
2ll4l2349; 2186l 2 632; 2197-2628; 2201-2632; 2274-2597; 2274-2513; 2256 
2632; 2261-2641; 2273-2628; 2273-2555; 2294-2632; 2303-2617-2305-2633 
2312l 2 628; 2314-2632; 2317-2628; 2344-2795; 2356-2623; 2378-2628; 2386- 

448/LG: 029880. 20 :2001JUN22 || 1-609; 360-1090; 523-1088; 965-1532; 1347- 
1933 1459-1792; 1572-1958; 1610-2111; 1708-1893; 2034-2536; 2046-2427= 
207612333; 2123-2633; 2163-2696; 2180-2645; 2187-2474; 2188-2440; 2228 
2808; 2228-2755; 2254-2510; 2271-2551; 2275-2756; 2275-2794; 2276-2874 
2276-2520; 2286-2538; 2303-2569; 2302-2540; 2321-2876; 2324-2606; 2338 
2578-2350-2856; 2350-2630; 2383-2694; 2444-2881; 2442-2845; 2445-2705 
245012987; 2453-2673; 2497-2778; 2526-2672; 2529-2847; 2539-3191; 2537 
2729- 2539-2821; 2559-2849; 2605-3052; 2605-2685; 2681-2828; 2692-2882 
270512845; 2803-3049; 2818-3095; 2818-2935; 2857-3131; 2980-3229 
449/LG: 040422. 37 :2001JUN22 || 1-2729; 712-974; 987-1079; 988-1504; 988- 
1394 997-1545; 995-1663; 997-1527; 1004-1459; 1006-1475; 1006-1427; 1006 
1457- 1008-1496; 1023-1288; 1016-1477; 1015-1453; 1026-1428; 1033-1333- 
1036ll405; 1046-1318; 1046-1486; 1046-1479; 1046-1478; 1046-1477; 1046 
1476; 1046-1473; 1046-1467; 1046-1459; 1046-1458; 1046-1456; 1046-1453 
1046-1452; 1046-1485; 1046-1432; 1046-1429; 1046-1428; 1046-1427; 1046 
1404; 1046-1399; 1046-1354; 1046-1305; 1046-1303; 1046-1286; 1046-1287 
1046-1279; 1053-1416; 1054-1514; 1063-1495; 1070-1249; 1082-1304; 1107 
1276; 1098-1336; 1098-1530; 1098-1490; 1098-1484; 1118-1388; 1140-1625 
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1128-1329; 1144-1465; 1151-1420; 1155-1538; 1201-1560; 1230-1455; 1235- 
1482; 1249-1432; 1262-1738; 1267-1380; 1349-1552; 1357-1574; 1420-1919 
1454-1537; 1488-1884; 1501-2247; 1551-2217; 1566-2243; 1566-2230; 1571- 
2262; 1586-2109; 1589-1842; 1603-1881; 1605-2242; 1606-1881; 1617-1901- 
1631-2166; 1644-2148; 1660-2208; 1653-2241; 1674-2222; 1701-2208- 1705- 
2211; 1776-2329; 1797-2319; 1801-1897; 1814-2309; 1822-2320; 1831-2219- 
1831-2123; 1833-2130; 1834-2090; 1836-2088; 1861-2122; 1843-2086- 1856- 
2319; 1863-2321; 1866-2321; 1872-2327; 1880-2305; 1897-2304- 1900-2314 
1913-2323; 1931-2274; 1935-2303; 1935-2295; 1937-2327; 1945-2172- 1950- 
2319; 1965-2322; 1966-2309; 1985-2224; 1987-2215; 1988-2312; 1987-2250- 
1989-2219; 2002-2319; 2011-2312; 2014-2271; 2017-2280; 2018-2163- 2019- 
2277; 2020-2303; 2027-2306; 2023-2319; 2028-2325; 2028-2317; 2041-2328 
2038-2319; 2043-2141; 2043-2315; 2050-2317; 2055-2300; 2056-2312; 2058- 
2476; 2058-2309; 2059-2329; 2058-2317; 2070-2319; 2071-2314; 2081-2314 
2114-2654; 2117-2318; 2119-2328; 2118-2309; 2120-2316; 2159-2299; 2159- 
2312; 2160-2245; 2166-2313; 2230-2312; 2230-2471; 2274-2471- 2299-2459 
2322-2559; 2395-2813; 2400-2675; 2428-2685; 2668-3196 
450/LG: 065935. 11 :2001JUN22 || 1-557; 127-707; 127-257; 528-1090; 774-1356- 
882-1480; 894-1448; 894-1572; 910-1271; 1033-1571; 1071-1628; 1436-2080- ' 
1497-1572; 1595-1834; 1596-2047; 1596-1828; 1687-1945; 1954-2550- 1972- 
2550; 2000-2445; 2038-2473; 2338-2896; 2450-2752; 2509-3079; 2533-2700 
2592-2899; 2627-3001; 2672-2929; 2702-2951; 2732-2899; 2748-2971- 2754- 
2900; 2757-3051; 2821-3258; 2824-3080; 2834-3275; 2834-3090; 2873-3455- 
2895-3084; 2931-3164; 2964-3426; 3002-3217; 3058-3326; 3108-3340; 3115- 
3318; 3125-3362; 3152-3547; 3200-3468; 3231-3412; 3269-3497- 3275-3542 
3282-3530; 3321-3547; 3333-3708; 3333-3545; 3352-3547; 335813641- 3415^ 
3725; 3427-3602; 3455-3740; 3456-3802; 3456-3763; 3475-3976; 3551-3804- 
3558-4020; 3559-4014; 3561-4014; 3570-4014; 3569-4014; 3571-3786- 3571- 
3787; 3572-4019; 3572-3778; 3573-4018; 3575-4018; 3575-4000; 3575-3863- 
3576-3974; 3575-3797; 3575-3775; 3577-4018; 3580-4138; 3580-3766; 3586- 
4014; 3597-4014; 3601-4019; 3607-4017; 3611-4018; 3614-4014; 3614-4017- 
3614-4015; 3618-4019; 3619-4015; 3697-4022; 3706-4014; 3711-3999- 3732- 
3947; 3738-4015; 3740-4020; 3742-4020; 3787-4014; 3796-4021; 3815-3993- 
3828-4014; 3871-3993; 3878-4347; 3891-4347; 3897-4352; 3905-4293- 3938^ 
4014; 3987-4351; 3994-4347; 4035-4353; 4093-4347 

451/LG: 074381. 1-.2001JUN22 || 866-1265; 878-1265; 815-1265; 842-1263- 1102- 
1262; 1187-1262; 852-1262; 856-1261; 955-1260; 1016-1260; 837-1260; 835- 
1260; 885-1260; 888-1260; 846-1260; 980-1260; 1088-1260; 951-1260- 860- 
1260; 788-1256; 1065-1256; 791^1254; 892-1252; 995-1252; 819-1247- 760- 
1223; 790-1220; 759-1220; 612-1177; 597-1161; 871-1107; 799-1062; 802-1045- 
819-1044; 744-1023; 803-1017; 723-988; 610-969; 812-965; 727-961; 689-943-' 
678-935; 800-909; 634-907; 678-902; 638-854; 618-838; 610-836; 618-822- ' 
610-815; 245-767; 610-741; 610-732; 610-699; 255-455; 300-456; 1-433- 1-252 
452 /LG : 083814 . 6 : 2001JON22 || 1-383; 1-241; 16-247; 16-530; 20-117- 59-299- 
117-781; 230-500; 297-537; 319-555; 344-580; 346-866; 555-824; 558-1040- ' 
668-1004; 766-1313; 774-859; 835-1075; 855-1291; 880-1210; 884-1554- 890- 
1119; 894-1210; 895-1399; 895-1129; 903-1203; 909-1034; 961-1384- 966-1250- 
984-1227; 1017-1272; 1041-1288; 1052-1416; 1143-1657; 1161-1438; 1182-1320- 
1207-1593; 1207-1454; 1250-1525; 1298-1690; 1309-1561; 1372-1889- 1357- ' 

, . , j-^^^-j-u^j , j.joj-xo/«4,- 4.00J-XOJ. / ; X4iy-lbL)y ; 1425-1756 

1427-1656; 1428-1634; 1444-1706; 1445-1765; 1489-1730; 1494-1760; 1516- 
1889; 1534-1808; 1578-1889; 1613-1855; 1620-1889; 1645-2337; 1691-1889 
1703-2391; 1701-1902; 1734-1902; 1735-1889; 1743-1889; 1768-1889; 1798- 
1889; 1812-1889; 1814-1889; 1842-1901; 2164-2422; 2170-2408; 2173-2406 
2180-2447; 2180-2441; 2191-2377; 2201-2432; 2201-2421; 2207-2411- 2208- 
2427; 2208-2271; 2208-2452; 2209-2428; 2211-2427; 2213-2430; 2213-2407 
2214-2412; 2213-2437; 2274-2435; 2279-2447 
453 /LG: 090985. 1:2 001 JUN22 || 1-616; 1-508; 14-114 

454/LG: 093750. 2 :2001JUN22 || 1-438; 1-565; 9-406; 11-406; 431-668; 524-811- 
623-845; 633-829; 636-885; 670-1111; 689-1110; 772-1024; 896-1234 
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455/LG-1013708.26:2001JUN22 || 1176-1675; 1164-1620; 857-1344; 888-1050; 
709-1048- 593-1046; 839-1045; 825-1046; 869-1045; 864-1045; 928-1045; 745- 
1045- 705-1045; 867-1045; 642-1045; 865-1045; 742-1045; 665-1045; 744-1043; 
580-1043; 640-1042; 879-1042; 829-1040; 744-1039; 634-1039; 743-1036; 747- 
1035; 752-1022; 662-942; 652-837; 525-734; 415-685; 221-495; 148-493; 149- 
476 -'40-449; 121-412; 170-316; 11-196- 1-178 

456/LG-1022283.8:2001JUN22 || 1-4090; 503-1073; 930-1489; 1138-1690; 1316- 
1592- 1505-2283; 1522-1804; 1566-2048; 1562-2157; 1576-2155; 1604-2157; 
1615-2157; 1752-2079; 1761-1828; 1695-2264; 1678-2060; 1747-2500; 1883- 
2147- 1880-2169; 1933-2225; 1967-2150; 2054-2403; 2048-2688; 2030-2265; 
2125-2685; 2189-2369; 2180-2832; 2201 T 2836; 2263-2403; 2263-2472; 2332- 
2532- 2442-2888; 3295-3519; 3318-3868; 3344-3863; 3345-3785; 3345-3805; 
335ll3875;' 3366-3996; 3375-3915; 3378-3905; 3422-3991; 3446-3909; 3455- 
3989- 3462-4084; 3466-4019; 3470-3965; 3477-3843; 3478-3682; 3483-3902; 
349814053; 3522-3981; 3580-4086; 3580-4039; 3580-4059; 3580-4054; 3580- 
4056- 3580-4053; 3580-4051; 3580-3689; 3580-4080; 3580-3853; 3593-3685; 
3596-3836- 3604-4090; 3600-3865; 3600-4090; 3608-4090; 3609-3868; 3614- 
4090- 3614-3976; 3614-3860; 3615-3833; 3625-4090; 3626-4090; 3625-4077; 
3632^4092; 3638-4093; 3639-4090; 3639-3952; 3644-4083; 3647-3878; 3650- 
4096- 3651-4080; 3653-4052; 3660-4090; 3663-4096; 3664-4087; 3662-4056; 
3667-4080; 3667-4091; 3668-4052; 3669-3914; 3668-4089; 3673-4054; 3677- 
4090- 3683-4090; 3683-4042; 3682-4040; 3686-4090; 3685-3911; 3687-4089; 
3686-3919; 3689-4092; 3685-4047; 3688-3858; 3693-4090; 3695-4089; 3696- 
4090- 3697-4090; 3701-4090; 3706-4051; 3711-4090; 3713-4093; 3713-4090; 
3715-4090- 3718-3970; 3719-4046; 3724-4090; 3724-4091; 3728-4090; 3727- 

4049- 3730-4090; 3728-4050; 3731-4090; 3732-4093; 3733-4090; 3732-4052; 
3736-4081- 3733-3993; 3739-4091; 3739-4087; 3742-3957; 3752-4089; 3756-. 
4189- 3756-4041; 3757-4087; 3757-3861; 3764-4090; 3765-3990; 3765-4091; 
3766-4090; 3770-4019; 3771-4090; 3772-4050; 3773-4088; 3776-4047; 3777- 
4093- 3777-4090; 3780-4090; 3782-3897; 3781-3982; 3785-4090; 3788-4090; 
3789^4090; 3792-4058; 3793-4051; 3793-4052; 3793-4049; 3793-4045; 3793- 
4026- 3797-4050; 3799-4090; 3799-4081; 3801-4090; 3803-4052; 3804-4089; 
3806^4084; 3805-4051; 3806-4093; 3806-4090; 3807-4051; 3808-4090; 3818- 

4050- 3824-4000; 3822-4191; 3847-4090; 3852-4089; 3878-4080; 3886-4080; 
3894-4090; 3901-4038; 3902-4030; 3902.^4080; 3903-4090; 3906-4090; 3910- 
4093- 3910-4090; 3921-4090; 3926-4553; 3925-4030; 3926-4090; 3931-4058; 
3931-4090- 3934-4094; 3949-4089; 3954-4082; 3991-4163; 4082-4380; 4096- 
4234- 4100-4337; 4100-4473; 4105-4390; 4106-4611; 4108-4674; 4112-4536; 
4112-4492; 4112-4332; 4112-4334; 4112-4293; 4112-4289; 4112-4283; 4119- 
4719- 4122-4558; 4120-4641; 4140-4396; 4177-4667; 4204-4790; 4204-4667; 
4207^4651; 4217-4481; 4217-4470; 4222-4421; 4230-4660; 4245-4526; 4252- 
4487- 4256-4775; 4264-4510; 4275-4590; 4288-4802; 4296-4518; 4301-4558; 
4312-4896; 4316-4742; 4336-4867; 4360-4652; 4393-4671; 4402-4798; 4402- 
4565- 4414-4477; 4415-4920; 4426-4915; 4427-4940; 4439-4677; 4440-4653; 
4440-4902; 4506-4965; 4551-4968; 4569-4828; 4580-4846; 4603-4848; 4629- 
4891- 4633-5207; 4636-4860; 4637-4869; 4645-4856; 4682-4957; 4691-4925; 
4698-5268; 4732-4962; 4741-5328; 4759-5057; 4759-4991; 4771-4872; 4803- 
5039; 4814-5087; 4822-5451; 4827-5067; 4828-5066; 4830-5102; 4860-5278; 
4886-5106; 4889-5137; 4893-5246; 4894-5205; 4902-5105; 4908-5454; 4928- 
5152- 4941-5537; 4947-5438; 4953-5603; 4965-5539; 4963-5171; 4964-5246; 
4976-5579; 4993-5251; 5015-5559; 5013-5224; 5022-5259; 5025-5429; 5025- 
5252; 5041-5702; 5054-5533; 5063-5314; 5088-5627; 5089-5533; 5106-5370; 
5129-5624; 5129-5691; 5121-5405; 5123-5236; 5125-5361; 5129-5374; 5129- 
5369; 5135-5391; 5181-5417; 5194-5814; 5194-5617; 5195-5473; 5214-5595; 
5214-5339; 5221-5443; 5219-5328; 5258-5796; 5236-5464; 5255-5511; 5266- 
5723; 5266-5514; 5269-5540; 5271-5558; 5271-5637; 5276-5549; 5277-5494; 
5289-5679; 5297-5828; 5344-5895; 5332-5539; 5334-5588; 5350-5547; 5350- 
5494; 5344-5608; 5362-5572; 5352-5604; 5352-5600; 5352-5594; 5359-5911; 
5359-5632; 5389-6031; 5372-6087; 5389-5828; 5390-5618; 5403-5633; 5418- 
5836; 5420-5708; 5473-5708; 5469-5623; 5473-5632; 5475-5746; 5477-5719; 
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5476-5958; 5484-5722; 5488-5708; 5497-5708; 5489-6056; 5488-6141- 5504- 
5714; 5496-6029; 5519-5683; 5531-5708; 5538-5708; 5563-5708; 5561-5830- 
5581-5816; 5601-5846; 5601-5848; 5606-5851; 5618-5871; 5621-5848; 5630- 
5873; 5630-5822; 5636-5963; 5641-5889; 5644-5900; 5737-6018; 5742-6141- 
5742-5892; 5748-5990; 5748-5929; 5752-6163; 5754-6225; 5754-5971- 5754^ 
5933; 5754-5926; 5754-5915; 5755-6196; 5755-6019; 5755-6027; 5755-5993- 
5755-5958; 5757-5965; 5762-5997; 5762-5942; 5762-6052; 5766-6206; 5766- 
6024; 5768-6013; 5769-6031; 5769-6020; 5771-5974; 5775-6002; 5780-6038- 
5785-6016; 5796-6206; 5796-6015; 5797-6033; 5785-6073; 5799-6059- 5801^ 
6013; 5805-6063; 5853-6349; 5827-6083; 5830-6011; 5859-6248- 5860-6169- 
5861-6122; 5863-6143; 5864-6098; 5865-6115; 5879-6131; 5904-6362- 5907- 
6187; 5911-6357; 5913-6479; 5909-6180; 5912-6171; 5912-6111; 5913-6184- 
5921-6348; 5926-6037; 5939-6211; 5941-6214; 5943-6208; 5946-6110; 5953- 
6012; 5962-6206; 5971-6245; 5972-6206; 5974-6193; 5981-6206; 5983-6209- 
5983-6200; 5983-6193; 5988-6204; 5984-6206; 5984-6203; 5997-6468; 5988- 
6213; 5988-6206; 5986-6137; 5993-6164; 6002-6566; 6002-6206; 6004-6211; 
6006-6206; 6006-6205; 6012-6440; 6009-6210; 6011-6206; 6028-6205; 6036- 
6586; 6036-6298; 6048-6224; 6086-6289; 6055-6223; 6068-6353; 6071-6666- 
6071-6324; 6071-6313; 6082-6487; 6074-6205; 6074-6438; 6079-6431; 6085- 
6342; 6086-6322; 6098-6222; 6096-6347; 6100-6512; 6113-6195; 6111-6424- 
6112-6347; 6132-6677; 6219-6669; 6197-6520; 6231-6596; 6221-6673; 6222^ 
6695; 6225-6627; 6224-6712; 6224-6636; 6224-6464; 6225-6755; 6225-6775- 
6225-6673; 6225-6660; 6225-6535; 6227-6753; 6227-6603; 6228-6656; 6228- 
6427; 6231-6678; 6228-6355; 6225-6579; 6231-6346; 6249-6310; 6256-6738- 
6249-6793; 6262-6795; 6260-6531; 6260-6528; 6262-6754; 6261-6510; 6261^ 
6507; 6262-6557; 6262-6473; 6266-6540; 6253-6649; 6278-6451; 6280-6451- 
6281-6909; 6281-6541; 6282-6498; 6288-6753; 6340-6899; 6300-6561; 6307- 
6469; 6304-6749; 6306-6415; 6316-6785; 6322-6511; 6323-6624; 6325-6793- 
6330-6758; 6335-6790; 6334-6608; 6337-6790; 6325-6398; 6342-6731; 6342- 
6599; 6342-6593; 6343-6750; 6345-6632; -.6346-6649; 6334-6499; 6348-6790- 
6350-6793; 6354-6792; 6354-6758; 6360-6610; 6309-6601; 6368-6792; 6368- 
6791; 6373-6593; 6374-6796; 6378-6792; 6377-6668; 6377-6626; 6380-6800- 
6379-6792; 6381-6658; 6367-6601; 6381-6792; 6386-6602; 6376-6587- 6376- 
6476; 6392-6789; 6392-6653; 6392-6625 ; 6391-6622 ; 6393-6792; 6392-6683- 
6394^-6792; 6394-6747; 6394-6609; 6396-6753; 6398-6518; 6402-6756; 6387^ 
6489; 6405-6793; 6407-6792; 6407-6660; 6410-6792; 6413-6791; 6414-6743- 
6416-6665; 6416-6796; 6416-6808; 6418-6793; 6422-6792; 6426-6709- 6427- 
6792; 6427-6794; 6429-6743; 6437-6792; 6439-6793; 6439-6695; 6453-7019- 
6452-6793; 6452-6792; 6463-6792; 6462-6754; 6462-6706; 6463-6756; 6465^ 
6755; 6468-6797; 6475-6756; 6476-6720; 6477-6708; 6478-6798; 6478-6782- 
6480-6785; 6481-6792; 6481-6758; 6482-6757; 6482-6735; 6483-6787; 6483- 
6734; 6486-6707; 6487-6792; 6487-6790; 6488-6707; 6494-6792; 6495-6792- 
6496-6792; 6496-6757; 6497-6797; 6497-6782; 6501-6757; 6502-6760; 6501- 
6782; 6509-6798; 6522-6792; 6539-6792; 6540-6793; 6541-6792; 6545-6767- 
6553-6792; 6571-6792; 6571-6790; 6579-7171; 6591-6710; 6595-6769- 6596- 
6796; 6596-6792; 6606-6792; 6610-6798; 6611-6792; 6611-6743; 6617-6792- 
6624-6785; 6624-6792; 6634-6799; 6635-6795; 6638-6798; 6643-6792- 6647I 
6796; 6656-6758; 6667-6796; 6671-6785; 6689-6792; 6696-6793; 6704-6792- 
6715-6785; 6721-6785; 6722-6785; 6730-6785; 6780-7171; 6723-6793 

. uHii ,| o /i-iuj / ; 01 / -SB / ; /3«-yb8; 254-348; 1-326 

458/LG:1045617.36:2001JUN22 || 1-287; 2-204; 4-668; 190-753; 319-826; 434- 
729; 515—1167 

459/LG: 1063303.1: 2001 JUN22 || 1-280; 54-636; 145-368; 202-758; 306-798 
321-580; 323-799; 392-669; 410-651; 509-1329; 707-790; 1065-1296; 1065- 
1285; 1065-1210; 1065-1212; 1065-1158; 1065-1146; 1065-1143; 1065-1142 
1065-1135; 1065-1134; 1065-1126; 1065-1116; 1067-1347; 1068-1290; 1068- 
1278; 1071-1307; 1076-1587; 1076-1322; 1090-1373; 1093-1359; 1094-1333 
1094-1235; 1097-1586; 1097-1279; 1097-1248; 1097-1246; 1097-1151; 1097- 
1250; 1099-1336; 1099-1292; 1101-1355; 1102-1342; 1104-1201; 1120-1288; 
1120-1282; 1120-1237; 1120-1204; 1125-1488; 1152-1397 ;. 1158-1385 ; 1177- 
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1456; 1218-1305; 1390-1560; 1423-1624; 1451-1708; 1499-1727; 1087-1165; 
1083-1162; 1453-1569; 1312-1556; 1420-1665; 1244-1541; 1435-1718; 1260- 
1582; 459-798; 1373-1727; 1274-1727; 1161-1703; 1072-1709 

460/LG: 1094200. 1:2001JUN22 || 1-706; 28-242; 43-222; 36-339; 37-255; 43- 
590; 43-577; 43-542; 43-317; 43-303; 43-253; 43-238; 43-223; 43-114; 47- 
590; 49-621; 52-307; 54-311; 57-303; 59-303; 62-303; 65-279; 80-532; 81- 
267; 82-285; 82-352; 84-382; 88-386; 99-319; 171-740; 195-795; 202-481; 
211-766; 211-390; 211-441; 219-609; 219-586; 252-567; 261-426; 320-80o; 
352-805; 360-806; 360-811; 373-959; 389-831; 398-831; 401-694; 412-787; 
416-807; 417-656; 429-932; 438-806; 445-803; 445-733; 453-833; 463-878; 
462-679; 464-829; 506-1156; 506-759; 529-1038; 529-806; 529-984; 545-829; 
556-830; 566-1042; 587-1229; 589-1074; 598-806; 601-833; 607-914; 608-873; 
611-1074; 615-1074; 621-1119; 621-896; 634-1079; 639-1073; 649-1095; 664- 
784- 733llll7; 752-1100; 778-1051; 784-1059; 797-1091; 809-1053; 818-1037; 
818ll221; 842-1093; 857-1060; 860-1073; 860-1120; 865-1113; 873-1124; 885- 
1264; 895-1148; 905-1160; 937-1074; 947-1031; 969-1093; 976-1150; 979-1224; 
990-il27; 995-1093; 1025-1234; 1062-1141; 1071-1141; 1090-1506; 1176-1334; 
1174-1644; 1215-1746; 1212-1628; 1217-1484; 1217-1478; 1226-1413; 1236- 
1370; 1237-1781; 1237-1746; 1237-1692; 1237-1609; 1237-1602; 1237-1592; 
1237-1506; 1237-1456; 1237-1461; 1237-1382; 1237-1360; 1237-1359; 1237- 
1334- 1237-1297; 1237-1291; 1242-1554; 1256-1506; 1268-1761; 1268-1645; 
1300^1733; 1289-1592; 1296-1546; 1342-1510; 1350-1640; 1372-1658; 1379- 
1969; 1384-1670; 1384-1909; 1392-1686; 1408-1814; 1412-1547; 1438-1668; 
1445-1711; 1446-1706; 1449-1570; 1457-1657; 1459-1671; 1459-1582; 1466- 
1730- 1470-1710; 1471-1645; 1476-1760; 1476-1736; 1476-1732; 1476-1729; 
1476ll719; 1476-1710; 1479-1721; 1485-1619; 1491-1677; 1502-1704; 1506- 
1705; 1525-1656; 1526-1804; 1539-1844; 1539-1834; 1539-1799; 1541-2147; 
1541-1851; 1541-1830; 1579.-1794; 1579-2175; 1581-180.2; 1623-1853; 1624- 
1905- 1636-1821; 1655-2212; 1661-2168; 1660-1882; 1680-2110; 1662-1916; 
1678-2205; 1678-2174; 1676-2093; 1682-1903; 1704-1970; 1712-2167; 1715- 
2024- 1719-1923; 1721-1971; 1724-1969; 1725-2011; 1729-1982; 1746-2198; 
1746-2014; 1747-2093; 1752-2209; 1754-2212; 1760-2212; 1763-2212; 17.63- 
2215- 1766-2214; 1769-2206; 1776-2205; 1776-1884; 1777-2215; 1784-2206;- 
178912215- 1791-2093; 1794-2093; 1796-1988; 1796-1944,- 1802-2093; 1821- 
2159- 1821-2205; 1817-2093; 1821-2075; 1835-2217; 1838-2085; 1839-2063; 
184412104; 1846-2093; 1851-2093; 1851-2085; 1865-2116; 1874-2209; 1878- 
2085- 1896-2147; 1917-2093; 1919-2093; 1925-2216; 1940-2093; 1944-2093; 
1946^2093; 1967-2093; 1977-2109; 1975-2093; 1976-2093; 1996-2085; 1998- 
2093- 2031-2085; 2031-2093; 2036-2197; 2042-2093; 2044-2093; 2063-2160; 
2063-2212; 2076-2164; 2098-2147; 2105-2212; 2107-2683; 2167-2341; 2167- 
2520; 2602-3185; 2707-2823; 2758-3142; 2760-3017; 2911-3177 
461/LG: 1099249. 19 :2001JUN22 |i 1-544; 1-265; 290-540; 290-535; 397-598; 
535-783- 612-881; 699-964; 706-964; 833-1450; 839-1095; 861-1413; 1022- 
1306- 1194-1353; 1205-1368; 1255-1738; 1280-1777; 1281-1778; 1281-1724; 
1283ll534- 1307-1736; 1319-1778; 1319-1535; 1327-1778; 1343-1778; 1389- 
1624- 1392-1845; 1425-1839; 1430-1738; 1435-1541; 1432-1777; 1467-1727; 
1565ll842; 1568-1840; 1602-1797; 1602-1672; 1615-1843 

462 /LG: 110667. 1:2001JUN22 || 1-592; 225-785; 495-1121; 753-810; 948-1590; 
1427-1933; 1427-1893; 1530-2069; 1698-2091; 1721-2054; 1721-2066; 1814- 
2069; 1853-2054; 1930-2581; 2016-2573; 2496-2567 

463/LG-.1132386.20-.2001JUN22 || 1-365; 1-476; 14-256; 89-588; 215-797; 290- 
793; 290-729; 292-538; 445-738; 538-1195; 620-803; 721-1334; 929-1420; 929 
1506; 929-1271; 954-1543; 1134-1550; 1154-1550; 1197-1467; 1216-1766; 1395 
1663; 1512-1881; 1536-2021; 1567-1804; 1567-1711; 1586-2084; 1592-2138; 
1628-1892; 1639-2064; 1639-1845; 1639-2026; 1639-2138; 1652-2140; 1744- 
2033; 1767-2057; 1768-1856; 1798-2061; 1817-2363; 1853-2114; 1856-2149; 
1853-2132; 1856-2151; 1879-2156; 1879-2145; 1885-2154; 1905-2168; 1949- 
2160- 1954-2676; 2007-2286; 2020-2122; 2028-2287; 2034-2692; 2036-2311; 
2059-2323; 2080-2653; 2095-2345; 2098-2304; 2127-2411; 2142-2467; 2158- 
2422; 2170-2279; 2170-2337; 2182-2916; 2193-2812; 2204-2706; 2206-2418; 
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2216-2627; 2216-2470; 2246-2531; 2262-2470; 2299-2532; 2301-2548; 2301- 
2531; 2303-2552; 2303-2734; 2305-2555; 2309-2573; 2309-2528; 2310-2632- 
2325-2818; 2327-2641; 2332-2645; 2357-2600; 2364-2901; 2375-3016- 2373- 
2596; 2378-2620; 2377-2617; 2392-2661; 2393-2954; 2393-2657; 2399-2641- 
2420-2715; 2424-2732; 2429-2854; 2447-3013; 2454-2717; 2481-2734; 2484- 
2729; 2497-2759; 2523-3015; 2522-2960; 2551-3014; 2553-2719; 2556-2812- 
2556-2778; 2560-3081; 2572-2820; 2575-2829; 2576-3010; 2585-2847- 2594- 
2916; 2611-3040; 2623-2827; 2629-2908; 2630-3137; 2630-2965; 2633-2896; 
2634-2868; 2634-2864; 2634-3040; 2636-2884; 2650-2927; 2659-2969- 2670- 
2944; 2670-2887; 2670-2889; 2672-2951; 2681-2943; 2683-2917; 2730-2872- 
2734-2894; 2750-3030; 2752-3046; 2763-3299; 2771-3299; 2774-2958; 2770- 
3302; 2776-3037; 2775-3014; 2775-2960; 2776-3025; 2797-3018; 2820-2984- 
2821-3107; 2824-3115; 2826-3101; 2828-3598; 2833-3103; 2837-3263; 2839- 
3162; 2855-3362; 2855-3065; 2865-3129; 2867-3128; 2879-3063; 2883-3411- 
2885-3133; 2887-3159; 2887-3139; 2897-3474; 2896-3118; 2910-3187; 2923- 
3198; 2924-3204; 2941-3497; 2938-3193; 2951-3491; 2951-3208; 2968-3234- 
2969-3175; 2971-3200; 2979-3223; 2989-3461; 2983-3519; 2987-3517; 2990- 
3291; 2990-3301; 2991-3286; 2993-3430; 2993-3242; 2993-3239; 2994-3250- 
2998-3546; 2999-3187; 2999-3185; 3005-3231; 3010-3224; 3015-3538; 3015- 
3219; 3015-3134; 3017-3228; 3027-3504; 3033-3454; 3037-3518; 3038-3440- 
3043-3558; 3043-3492; 3041-3293; 3062-3518; 3079-3529; 3068-3285; 3068- 
3290; 3179-3438; 3068-3286; 3183-3560; 3068-3273; 3188-3563; 3193-3482- 
3075-3349; 3085-3315; 3198-3459; 3088-3519; 3089-3558; 3087-3298; 3199^ 
3560; 3101-3561; 3202-3561; 3203-3557; 3103-3510; 3206-3487; 3210-3454- 
3104-3567; 3108-3563; 3124-3555; 3214-3541; 3160-3570; 3222-3543; 3228- 
3498; 3136-3558; 3251-3563; 3142-3443; 3142-3568; 3255-3536; 3142-3560- 
3257-3447; 3142-3553; 3142-3524; 3260-3516; 3148-3455; 3266-3535; 3146- 
3512; 3270-3560; 3148-3557; 3289-3516; 3290-3558; 3305-3561; 3148-3518- 
3309-3568; 3148-3413; 3322-3556; 3149-3407; 3330-3562; 3350-3566; 3361- 
3561; 3383-3561; 3152-3357; 3386-3563; 3171-3406; 3388-3561; 3391-35^8- 
3177-3320; 3418-3568; 3435-3559; 3444-3561; 3446-3558; 3454-3558; 3459^ 
3566; .3459-3558; 3459-3561; 3462-3568; 3464-3561; 3441-3558; 3466-3558- 
3470-3561; 3496-3568; 3502-3561 

464/LG: 116015. 2 :2001JUN22 | | 1-119; 1-535; 27-264; 27-228; 42-409; 59-131- 
60-204; 87-362; 91-264 ;. 94-399 ; 139-247; 195-685; 210-445; 210-441- 217- 
396; 229-517; 240-469; 242-514; 330-542; 335-561; 335-546; 431-874- 431- 
643; 505-1287; 508-741; 527-774; 530-660; 563-881; 564-744; 567-685- 568- 
1023; 587-748; 604-1045; 628-1095; 631-1095; 645-1099; 646-1098; 648-718; 
657-1095; 667-1098; 669-1092; 689-1096; 707-1097; 721-1092; 739-1092; 744- 
1475; 753-1065; 755-1083; 775-1093; 777-1035; 785-1075; 806-1092; 824-1099- 
828-1095; 837-1095; 837-1061; 848-1091; 866-1447; 866-1008; 873-1053- 889-' 
1098; 900-1160; 907-1096; 913-1302; 965-1233; 1031-1105; 1049-1118; 1049- 
1177; 1206-1528; 1206-1562; 1215-1455; 1218-1724; 1232-1496; 1305-1556- 
1411-1962; 1414-1650; 1425-1697; 1432-1972; 1504-1766; 1597-1889; 1604- 
1860; 1652-1890; 1654-1948; 1651-1972; 1670-1972; 1681-2135; 1683-1940- 
1704-1959; 1706-1997; 1708-2136; 1745-2028; 1773-2134; 1775-1972; 1847- 
2134; 1855-2134; 1891-2115; 1893-2134; 1902-2464; 1913-2118; 1967-^126- 
1995-2703; 2011-2520; 2029-2126; 2374-2763; 2376-2795; 2402-2484; 2404- 
2643; 2421-2865; 2428-2827; 2442-2723; 2455-3042; 2473-2990; 2513-2774- 

O ^A^. — OH QQ - . r>c\cc. -ir-^r- iti « n--.^ ~ . ' 

^-w. / i-juuu , <uj i j-*. i x<d ; ^3/»-zsU4; ^oaj-^tsyj ; 2671- 

2909; 2711-3057; 2711-2952; 2717-3332; 2718-2962; 2725-3057; 2736-2951- 

2738-2959; 2756-3057; 2763-3319; 2759-3057; 2790-3057; 2825-3041; 2826- 

3315; 2832-3057; 2839-2908; 2839-3089; 2840-3057; 2850-3188; 2887-3057- 

2907-3057; 2928-3057; 2933-3057; 2944-3310; 2964-3057; 2967-3057- 2970- 

3057; 2980-3058; 1-162; 6-77 

465/LG:1173104.15:2001JUN22 || 1-448; 81-473; 149-450; 156-536; 159-444; 
164-477; 176-401; 199-406; 198-461; 198-433; 199-348; 199-392; 200-422; 
201-428; 205-470; 208-632; 209-424; 211-292; 221-368; 223-632; 224-282- 
229-631; 232-625; 238-599; 238-457; 241-538; 259-675; 257-615; 260-502; 
260-493; 273-625; 279-544; 282-627; 283-715; 291-632; 298-820; 300-810; 
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310-476- 312-498; 313-610; 323-547; 331-540; 345-608; 369-513; 377-542; 
49?-582'; 537-1106; 575-1187; 1096-1557; 1096-1380; 1096-1367; 1323-1550; 

466/^:1285109.14:2001^22 || 1-212; 6-497; "-676; 284-899; 297-777; 438- 
726; 466-661; 471-735; 492-1081; 496-972; 503-694; 503-594; 503-593; 503- 
910- 503-720 504-724; 503-675; 503-621; 504-732; 505-614; 505-851; 505- 
922- 505-658 505-643; 505-567; 505-617; 505-641; 518-830; 517-727; 517- 
6ll' 517-576 517-620 518-610; 518-907; 520-792; 523-1048; 524-764; 524- 
766- 524-1045-534-1121; 535-837; 534-822; 545-638; 550-843; 559-1115; 563- 
Bll' 562 -804 562-803; 572-819; 612-881; 614-855; 613-879; 617-850; 641- 
1209- 641-914- 658-1200; 689-979; 709-1337; 716-937; 718-1042; 737-1010; 
738 lAt lll-llll- 78b1i111, 789-1077; 806-968; 819-956; 821-1180; 822- 
loll 830-1400; 826-1122; 83i-1073; 843-1081; 873-1080; 877-1409; 887-1417; 
889 -il" 896-1324; 892-1452; 910-1171; 935-1446; 939-1168; 955-1440; 998- 
13^8 £004-1437,1023-1438; 1023-1439; 1035-1280; 1039-1437; 1044-1441, 
ioel'1276 1075ll438; 1075-1333; 1077-1440; 1081-1451; 1094-1367; 1094- 
1289 lltkilll, lloi-1188; 1102-1411; 1102-1362; 1101-1353; 1101-1260; 
I?03'l285 110sll438; 1120-1374; 1126-1437; 1146-1327; 1156-1422; 1160- 
"So-SS; Tl63-1345; 1186-1442; 1222-1449; 1234-1437; 1237-1438; 
1?S7 1336- 1259-1336- 1264-1445; 1275-1437; 1304-1449; 1332-1451 
467/Zg 13i477 11:200^22 || 1-550; 211-715; 428-1164; 512-1148; 539-1065; 
674-1285 678-1167; 712-1172 724-1263; 727-1263; 801-1107; 1012-1263; 
1^90-1370; 1192-1425; 1192-1638; 1212-1717; 1249-1512; 1280-4394; 1357- 
1923-1460-1692; 1566-1719; 1580-1832; 1686-2266; 1721-2178; 1737-2245; 
I?65ll984; 1934l 2 305; 1955-2304; 1966-2225; 2094-2304; 2114-2394; 2255- 
2756-2255-2789; 228^-2774; 2351-2618; 2439-2698; 2509-2623; 2511-3100; 
252512975; 253312984; 2540-2754; 2565-3029; 2567-2769; 2572-2799; 2648- 
329i- 2659-2797- 2661-2897; 2729-2996; 2785-3091; 2796-3078; 2796-3040; 
283313064 284713060; 288813163; 2911-3122; 2960-3302;' 2963-3302; 2996- 
3238- 303^302; 3036-3277; 3045-3555; 3081-3334; 3091-3333; 3092-3557; 
309813368- 314 3 1 3 329; 3147-3249; 3153-3691; 3161-3759; 3188-3756; 3207- 
3472- 3544-3698; 3294-3764; 3298-3761; 3301-3763; 3300-3717; 3319-3760; 
33I9I37OO 331913763; 3321-3732; 3324-3763; 3324-3475; 3324-3685; 3324- 
llll- 3328-3760- 3337-3740; 3345-3560; 3354-3760; 3381-3761; 3381-3760; 
339513741? 339713655; 340ll4010; 3407.3549; 3411-3760; 3415-3765; 3417- 
3689-3417-3760; 3417-3763; 3424-3720; 3432-3761; 3451-3757; 3450-3657; 
3 l?il 3 762 353913738; 354ll3721; 3541-3760; 3564-3731; 3565-4204; 3567- 
376^- 3578-3761; 3596-3760; 3711-3760; 3774-4008; 3786-4039; 3866-4081; 
389Sl44i6; 397ol4296; 3971-4521; 4033-4283; 4058-4351; 4141-4413; 4159- 
4781-4182-4423- 4182-4553; 4259-4501; 4271-4425; 4331-4806; 4676-4923; 
^70814982; 471 8 l4802; 4728-4960; 4735-4990; 4779-4996; 4782-4996; 4804- 
4996-4813-5260; 4815-4996; 4848-4996; 4904-4996; 5192-5510; 5196-5380; 
5196l 5 415- 519715283; 5197-5392; 5197-5411; 5197-5471; 5216-5703; 5216- 
lllo; 5222-5517; 5224-5633; 5260-5599; 5266-5744; 5298-5425; 5397-5660; 

5561-5750 , 
468/LG:1333618.1;2001JUN22 || 489-1081; 1-670 

469/LG:1347760.16:2001JUN22 || 1-648; 359-927; 539-907; 873-1491; 906-1382, 
950-1582; 969-1469; 972-1570; 975-1570; 985-1530; 1052-1642; 1052-1303, 
10fi3 1673- 1092-1628- 1092-1634; 1113-1444; 1119-1700; 1151-1442; 1151- 
£m-X«; S?7-1655; 1209-1671; 1190-1473; 1192-1481; 1199-1752; 
llol'llll 1256ll502; 1246-1862; 1267-1606; 1273-1783; 1275-1811; 1284- 
S3 l307-l"o; 1358-1655; 1358-1529; 1365-1793; 1373-1617; 1413-1592; 
14461511- 1447ll723- 1447-1712; 1448-1671; 1448-1595; 1450-1741; 1485- 
1729 1517-1670- 1550-1796; 1583-2061; 1598-1857; 1600-1884; 1600-1777; 
^65011717; itll-llll; 185ll 2 463; 2161-2420; 2172-2472; 2304-2468; 2319- 

4fo/iG:i383 2 039 2 369:2001JUN22 || 1-593; 1-586; 1-489; 112-481; 112-620; 112- 

625; 294-635; 419-1151; 684-938 . 
471/LG:1383313.3:2001JUN22 || 1-564; 250-701; 251-515; 371-922 474-1070 
555-1218; 572-1153; 592-1084; 669-1077; 697-1004; 719-1270; 721-1031; 722- 
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1031; 743-1010; 767-1118; 793-1050; 806-1105; 813-1106; 815-1347; 836-1388- 
858-1294; 954-1165; 993-1478; 1028-1487; 1028-1266; 1037-1232; 1053-1259- ' 
1075-1639; 1086-1172; 1089-1295; 1136-1418; 1152-1300; 1159-1590; 1160- ' 
1445; 1191-1453; 1197-1766; 1292-1779; 1382-1610; 1385-1997; 1389-1864 
1391-1633; 1394-1997; 1409-1610; 1419-1997; 1427-1858; 1440-1780; 1509- 
1997; 1533-3316; 1560-1896; 1572-1870; 1577-1730; 1580-2182; 1595-1995; 
1595-1856; 1645-2165; 1644-1868; 1660-2124; 1670-1730; 1756-1977; 1774- 
2026; 1776-2012; 1777-1835; 1792-2186; 1792-2154; 1792-1991- 1792-1972 
1792-1889; 1792-1863; 1792-1854; 1793-2013; 1836-2322; 1839-2457; 1839- 
2333; 1839-2206; 1840-2456; 1840-2332; 1840-2334; 1848-2339- 1849-2333 
1862-2336; 1886-2437; 1903-2192; 1920-2003; 1923-2372; 1922-2017- 1924- 
2301; 1924-2158; 1931-3311; 1937-2146; 1940-2421; 1945-2221; 1946-2226 
1946-2162; 2009-2571; 2013-2265; 2014-2261; 2031-2542; 2040-2323- 2057- 
2550; 2069-2200; 2076-2399; 2076-2272; 2082-2311; 2090-2334- 2094-2220 
2121-2698; 2122-2424; 2122-2391; 2125-2385; 2139-2361; 2159-2429; 2161- 
2423; 2166-2400; 2169-2492; 2170-2441; 2198-2453; 2202-2588; 2219-2631 
2253-2723; 2255-2740; 2282-2547; 2304-2609; 2353-2618; 2364-2609; 2365- 
2592; 2367-2914; 2397-2659; 2412-2654; 2413-2526; 2423-2819; 2427-2486' 
2436-2722; 2438-2710; 2439-2673; 2440-2595; 2441-2687; 2459-2760; 2466- 
2708; 2467-3018; 2469-2760; 2472-2800; 2485-2666; 2488-2946; 2488-2751 
2491-3009; 2525-2743; 2533-2654; 2557-2824; 2560-3054; 2570-2830; 2579- 
3136; 2587-3242; 2589-2743; 2591-3176; 2594-2914; 2597-2743; 2599-2743 
2607-2678; 2623-3127; 2628-2854; 2629-2861; 2657-3351; 2667-3256; 2685- 
3060; 2687-2944; 2687-3273; 2687-2923; 2689-3274; 2694-3232; 2752-3271 
2754-2985; 2762-3197; 2766-3148; 2766-2995; 2766-2992; 2766-2972; 2766- 
2930; 2766-2982; 2780-3307; 2780-3020; 2789-3275; 2789-3271; 2792-3055 
2799-3045; 2821-3271; 2821-3069; 2822-3307; 2821-3307; 2837-3101; 2843- 
3080; 2843-2959; 2857-3319; 2858-3278; 2858-3307; 2860-3317; 2864-3319' 

.2863-3307; 2865-3314; 2866-3314; 2866-3308; 2866-3123; 2866-3003; 2869- 
3315; 2872-3311; 2877-3316; 2880-3316; 2888-3003; 2888-3330; 2899-3307' 
2897-3319; 2904-3311; 2906-3311; 2907-3314; 2909-3317; 2909-3273; 2910- 
3176; 2919-3278; 2916-3315; 2928-3314; 2938-3083; 2940-3306; 2943-3317 
2942-3311; 2945-3200; 2962-3071; 2962-3307; 2961-3237; 2970-3311- 2974- 
3206; 2975-3311; 2984-3253; 2988-3311; 2997-3312; 2999-3314; 3005-3311 
3008-3308; 3008-3315; 3015-3316; 3015-3311; 3020-3311; 3021-3274; 3026- 
3297; 3036-3311; 3042-3150; 3047-3244; 3065-3292; 3065-3317; 3069-3271 
3069-3311; 3072-3312; 3075-3275; 3077-3299; 3084-3307; 3089-3315- 3093- 
3316; 3095-3307; 3117-3316; 3150-3318; 3165-3263; 3174-3320; 3180-3310' 
3192-3261; 3204-3316; 3230-3311 ~ ' 

472 /LG : 1384075 . 8 : 2001JUN22 || 1-500; 1-486; 1-388; 3-586; 2-424; 6-464- 10- 
347; 19-451; 28-484; 28-452; 28-446; 28-485; 28-488; 28-490; 28-361; 41- 
441; 60-407; 64-496; 71-646; 75-510; 240-688; 240-863; 250-863; 331-780- 
575-1099; 858-1260; 986-1224; 1034-1759; 1051-1687; 1052-1668; 1206-1762- 
1378-1608; 1396-1918; 1415-1918; 1701-2003; 1730-2360; 1854-2316; 1928- 
2395; 1932-2436; 1932-2202; 1946-2199; 1949-2180; 1948-2145; 1951-2399- 
1954-2105; 1954-2175; 1954-2181; 1954-2161; 1954-2439; 1954-2213; 1954^ 
2045; 1954-2263; 1954-2231; 1954-2335; 1954-2295; 1955-2285; 1954-2123- 

1954-2005; 1954-2111; 1954-2104; 1954-2435; 1954-2318; 1954-2094; I954I 

2400; 1954-2004; 1955-2434; 1955-2372; 1962-2417; 1964-2231; 1972-2429; 

1976-2403: 1 9Rn-?47n - 1 Q«1 . 1 qoo_o/ioc . moi t*nr. 

« -•- 1 J.-'u-i.-i.a.ou, uod-iUJj; isos- 

2435; 1986-2386; 1988-2435; 1989-2359; 1995-2435; 1997-2435; 1997-2431- 
2009-2439; 2003-2437; 2006-2436; 2009-2360; 2009-2431; 2012-2217; 203ll 
2432; 2034-2435; 2043-2426; 2051-2390; 2053-2439; 2061-2305; 2080-2435- 
2107-2428; 2127-2437; 2150-2440; 2154-2392; 2166-2427; 2245-2359; 2262- 
2428; 2268-2419; 2289-2428; 2315-2428; 2339-2432; 2355-2436 

473/LG: 1384155. 1:2001JUN22 || 1-124; 1-339; 25-470; 27-173; 38-333; 40-147- 
40-218; 40-139; 40-175; 40-375; 40-125; 40-377; 40-475; 40-415; 63-426; 64- 
518; 64-523; 92-349; 106-269; 133-383; 137-389; 145-410; 217-591; 217-429- 
221-479; 228-489; 236-620; 243-445; 248-422; 249-437; 272-366; 292-567- 
294-882; 294-514; 314-866; 317-560; 320-562; 324-863; 323-651; 368-644- 
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380-865; 391-844; 405-892; 455-907; 456-903; 461-907; 477-909; 492-904 

A l* one Vnn 904- 503-904- 504-910; 505-907; 506-916; 508-904; 511-905 

tSt *nV III &lt' Itt-loV- 595-907 601-904; 607-866; 615-858; 641-848 

669:855; 67X-9ot; Ill-Ill. lll-SOs] 719-879; 719-904; 726-879; 730-904 

V^[£^\£^2 | | 507-838; 545-334; 486-824; 614-819; 497-821; 

jg-K'. SEK'. E:S a iS: SEK! ™ 5 ; iSSS: XSK: ™' 

S?"S? 27^ S"' 366-8X7 368-816; 373-817; 501-817; 622-817; 645-817 
5!5"!JI ?Ii BIG' 393-816- 421-816 435-816; 451-816; 463-816; 472-816 
25 816- lll'-Bll' SOX-lxl; 527-816 542-816; 524-816; 570-816; 658-816 

II II II lil JliiyiillL 

^IllwS?'.!";?^ |f i-586; 66-408; 145-723, 

1 2^-1271-1492- 1302-1492; 1364-1492; 1054-1504; 1036-1500; 1273-1497, 
All'-llll iSUl497, XX7 0 ll497; X132-1496; 1178-1495; "87-1492; 1273- 

fo 4 lf45; 1050-^2; 813-1433; 1142-1428; 662-1417; 620-1401, MO-1395, . 
JJ? 1399- 1X25-1400; 891-1384; 883-1396; 886-1389; 757-1379; X028-X390, 
?J«??Bi- 1125-1381- XX99-1378; 1125-1353; 1118-X364 ; . X07X-X357 ; 11X9- 

SHzTS fel ss:: ssss: ss ^ ss: 

\nlV ??« ?Si. X205-X505 X2X9-X745; X2X9-X475; X289-1780; 1302-1535; 

" ^62311906 X64 6 1X870; 1724-2112; 1741-2040; 1749-2003; 1749- 
V£n 2227- X826-2489- X848-X9X6; X92X-225X; X922-2199; 1943-2193; 
199l ; 2496 2X«: 2 5X4! llll-lld; 2X50^587; 2X6X-244X; 2X78-29X3; 2200- 
llll 9229 26^8-2244-2469; 2244-2468; 2244-2467; 2262-284X; 2262-24X9; 

; , ??R4'2957 228812457- 2306-2520; 2309-2570; 2333-2434; 2368- 

253? 2369-25X9 2^3-2563; 2373-2610; 2400-2876; 2404-262X; 2434-2687; 
aSSi28M; 244^2683; 244412834; 2465-2685; 2466-30X4; 2466-2734; 2493- 
ttVn oRin ^091- 9R90-3025- 2520-2739; 2520-2976; 2525-2755; 2541-2733, 

1 3 5 49 2 4 : 2 2 7 5 88 lllWoll; 2587-3059; 2602-3063; 2640-2849; 2640- 
2848-2646-3065; 265X-3065; 2660-306X; 2660-3053; 2664-2953; 2667-2862 
, ,nfi?. 270513062- 2705-3059; 2708-3062; 27XX-3059; 27X3-306X; 273X- 
296 0 ; % 0 734-3060 ; 3 2738-r062; 2737-3059; 2758-2986; 2780-3062; 2788-3037; 
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2792-3023; 2799-3051; 2822-3065; 2839-3065; 2839-3047; 2851-3062; 2859- 
2936; 2894-3015; 2900-3061; 2910-3054; 2914-3279; 2964-3279; 3052-3318- 
3076-3361; 3099-3319; 3115-3279; 3165-3279; 3199-3685; 3201-3482; 3363^ 
3836; 3363-3545; 3383-3472; 3389-3905; 3389-3545; 3484-3913; 3495-3913- 
3608-4027; 3616-3901; 3648-4115; 3659-4115; 3814-4050 ' 
479/LG: 1446405. 14: 2001 JUN22 || 1-450; 61-213; 82-413; 84-208; 204-303- 211 
477; 213-673; 245-562; 248-540; 289-809; 294-825; 304-840; 318-595- 335- 
618; 354-590; 373-622; 376-660; 397-870; 397-638; 458-905; 481-920- 487- 
913; 487-650; 524-857; 533-1134; 536-776; 564-774; 620-794; 679-867- 722- 
1006; 727-906; 755-1050; 814-909; 912-1546; 911-1427; 930-1422; 932-1229; 
930-1206; 930-1195; 930-1192; 930-1181; 932-1293; 933-1221; 948-1096- 1008 
1622; 1030-1319; 1040-1281; 1050-1527; 1079-1590; 1091-1589; 1116-1592- 
1117-1567; 1208-1565; 1208-1457; 1208-1447; 1208-1442; 1209-1590- 1267- 
1545; 1279-1630; 1288-1633; 1292-1564; 1301-1565; 1300-1630; 1300-1599- 
1313-1597; 1313-1544; 1405-1855; 1518-1801; 1554-1633; 1657-1929; I743I 
2336; 1783-2272; 1783-2338; 1783-2348; 1783-2264; 1783-2009; 1783-2008- 
1783-1972; 1786-2020; 1965-2372; 1980-2550; 1981-2273; 2165-2412; 2247- 
2477; 2319-2901; 2323-2832; 2336-2866; 2372-2489; 2372-2454; 2464-2740- 
2541-3006; 2546-2822; 2584-2998; 2708-3179; 2982-3353; 2982-3233; 3162- 
3725; 3246-3468; 3257-3750; 3257-3501; 3465-3702; 3533-4101; 3753-3859- 
3801-4039; 3886-4108; 4052-4641; 4057-4273; 4060-4308; 4158-4834; 4558- 
5010; 4567-5027; 4730-5266; 4842-5029; 4847-5312; 4986-5533; 4988-5221- 
5040-5597; 5052-5494; 5046-5804; 5068-5296; 5078-5348; 5133-10336; 5491- 
6116; 5785-6234; 5785-6150; 5794-6365; 5797-5986; 5802-6344- 5935-6475- 
5950-6299; 5952-6248; 6000-6567; 6019-6606; 6068-6293; 6091-6682- 6219- 
6669; 6282-6568; 6282-6508; 6376-6666; 6424-6793; 6425-6716; 6434-6573- 
6468-7022; 6524-6757; 6534-6793; 6558-7090; 6565-6790; 6576-7168; 6628^ 
6871; 6706-7073; 6807-7074; 6812-7084; 6857-7220; 6937-7193; 6993-7508- 
6993-7261; 7066-7180; 7070-7326; 7097-7692; 7099-7373; 7189-7385- 7198- 
7682; 7259-7512; 7345-7622; 7389-7855; 7391-7676; 7489-7917; 7564-8135- 
7568-7861; 7585-7740; 7588-7825; 7617-7845; 7663-8046; 7804-8527- 7939^ 
8477; 7956-8479; 8092-8526; 8092-8241; 8106-8345; 8124-8314; 8156-8479- 
8164-8508; 8210-8482; 8227-8671; 8266-8718; 8286-8451; 8342-8588- 8358- 
8793; 8358-8591; 8429-8699; 8429-8647; 8446-8558; .8.531-8719; 8537-8780- 
8537-8699; 8659-9150; 8664-8907; 8700-8969; 8703-9099; 8719-9012- 8743^ 
9010; 8749-9015; 8820-8937; 8821-9376; 8861-9097; 8887-9110; 8931-9491- 
8943-8997; 8955-9261; 8963-9514; 8980-9369; 8980-9228; 8993-9541- 9005- 
9473; 9005-9453; 9027-9410; 9026-9125; 9027-9267; 9046-9485; 9063-9322- 
9067-9305; 9071-9533; 9070-9323; 9119-9414; 9123-9423; 9159-9341; 9161- 
9402; 9194-9444; 9196-9426; 9235-9475; 9257-9525; 9257-9517; 9277-9530- 
9306-95.33; 9321-9800; 9321-9694; 9321-9533; 9334-9541; 9347-9635- 9349^ 
9649; 9373-9726; 9373-9651; 9424-9545; 9424-9526; 9427-9522; 9429-9531- 
9464-9683; 9467-9687; 9470-9737; 9475-9707; 9477-9721; 9555-9805- 9556- 
9809; 9560-9869; 9563-9680; 9567-9797; 9567-9786; 9567-9741- 9567-9821- 
9567-9729; 9567-9764; 9575-9911; 9581-9971; 9579-9865; 9586-9841- 9589- 
9844; 9596-9867; 9596-9843; 9597-9847; 9601-9777; 9634-9773; 9640-9899- 
9642-9944; 9642-9896; 9643-9917; 9649-10056; 9652-9940; 9681-9881- 9689- 
9986; 9696-10122; 9693-9951; 9699-10169; 9698-9921; 9699-9963; 9716-10252- 
9719-9973; 9724-10148; 9741-9964; 9745-9977; 9750-10311; 9752-10030; 9754I 
, ---"^ , ->/wv/-^^ X ; r/oi-iuzso; ^/b±-iuj_ay; y 769-10234 ; 9769- 



10308; 
10231; 
10275; 
10336; 
10338; 
10336; 
10170; 
10341; 
10011- 
10336; 



9777-10296; 
9817-10001; 
9870-10339; 
9897-10343; 
9922-10085; 
9947-10341; 
9975-10336; 
9985-10336; 
10336; 10011 
10055-10333 



9790-10037; 
9852-10336; 
9871-10292; 
9900-10333; 
9927-10339; 
9953-10337; 
9976-10248; 
9995-10233; 
-10237; 10023 
10061-10337 



9795-10293; 
9853-10231; 
9880-10336; 
9906-10342; 
9934-10219; 
9954-10336; 
9978-10232; 
10005-10336; 
-10336; 1002 
10065-1033 



9797-10254; 9805 
9859-10336; 9861 
9886-10337; 9895 
9911-10340; 9913 
9931-10339; 9936 
9959-10336; 9960 
9982-10342; 9982 
10004-10336; 10 
9-10336; 10040-1 
6; 10069-10224; 



-10021; 9806- 
-10336; 9862- 
10122; 9897- 
-10300; 9919- 
-10336; 9939- 
-10333; 9964- 
-10333; 9984- 
011-10299; 
0336; 10048- 
10079-10325; 
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10086-10336; 10090-10303; 10098-10336; 10100-10316; 10100-10336; 10107- 
10264; 10111-10336; 10118-10229; 10135-10212; 10139-10336; 10147,-10336; 
1015lll0336; 10155-10336; 10200-10335; 10212-10340; 10254-10338; 10256- 

480/LG-1448148°i!LoiJUN22 || 1-417; 39-440; 60-289; 255-505; 436-998; 436- 
701 549-780; 754-961; 799-io53; 834-1410; 1108-1733; 1127-1593; 1127-1590; 
1129-1584; 1215-1538; 1250-1379; 1256-1575; 1281-1584; 1315-1583; 1420- 

i81/iG^452619 3 13:2001JUN22 || 1-167; 4-484; 310-576; 350-563; 350-584; 
350-790; 672-1040; 820-1091; 858-1082 

482/LG- 1452783. 22 :2001JUN22 || 1-7068; 1-6434; 44-482; 188-3168; 514-847; 
697-^324 702-1344; 706-913; 721-1175; 873-1331; 1168-1798; H93-1798; 
??61 1797- 1293-1798; 1413-1676; 1740-2349; 1744-2165; 1915-2545; 2211- 
2^24 2239-2867; 2601-3129; 2849-2997; 3192-3426; 3207-3926; 3261-3834; 
llll'-313S 3261-4006; 3537-3967; 3742-4106; 3742-3941; 3748-4265; 3763- 
4156-3752-4161; 3886-4319; 4043-4422; 4284-4584; 4400-4669; 4626-4884; 
468215232- 4692^4844; 4744-5335; 4783-5136; 4783-5050; 4789-5380; 4961- 
5355-4965-5364; 5024-5358; 5034-5174; 5046-5281; 5154-5376; 5208-5364; 
523815355; 5246l 5 826; 5249-5364; 5274-5364; 5615-5793; 5634-5845; 5637- 
5980-5637-5989; 5637-5748; 5659-6146; 5687-6109; 5687-6123; 5766-6045; 
577616261; 577 3 l6390; 5805-6367; 5810-5970; 5838-6238; 5876-6146; 5918- 
6380- 5945-6218; 5978-6434; 6054-6512; 6054-6315; 6064-6596; 6234-6690; 
629516357; 6316-6619; 6416-6658; 6475-6804; 6480-6968; 6483-6982; 6445- 
6963; 6462-6960; 6524-7042; 6469-6901; 6508-7069; 6486-6921; 6491-6979; 
649716739; 6487-6966; 6517-6785; 6550-7030; 6550-6962; "57-6974; 6557- 
6835- 6576-6990; 6587-6991; 6593-6931; 6596-7032; 6607-7034; 6617-6997; 
661717040; 662016873; 6637-7041; 6638-7034; 6638-7032; 6642-7026; 6643- 
6991- 6703-6926; 6717-6940; 6791-7073; 6795-7045; 6808-7258; 6820-7054; 
68261-7032- 6839-7077; 6857-7095; 6864-7087; 6871-7013; 6917-6987; 6883- 
7093; 6905-7093; 6904-7066; 6919-6997; 6927-7042; 6938-7030; 6938-7042; 
6938-7002; 6941-7042; 34-500 
. 483/LG:1453417.5:2001JUN22 || 1-503; 1-630; 167-775; 228-773; 745-1291; 
1219-1673; 1230-1599; 1230-1702; 1423-1670; 1461-1656; 1492-1772; 1522- 
1702- 1522-1759; 1522-1932; 1744-1928; 1761-2015; 1780-2037; 1787-2121; 
184812120; 1908-2531; 2072-2640; 2105 r 2356; 2110-2401; 2148-2386; 2176- 
2735-2197-2363; 2243-2529; 2245-2441; 2286-2620; 2361-2579; 2378-2991; 
245412587; 2577-2858; 2587-2908; 2871-3120; 2975-3252; 2978-3254; 3003- 
3458- 3003-3254; 3004-3268; 3075-3612; 3078-3310; 3262-3585; 3307-3588; 
332313620; 333013588; 3330-3557; 3339-3588; 3339-3592; 3357-3588; 3460-3588 
484/LG:1455222.23:2001JUN22 || 1-449; 1-286; 223-741; 223-511; 606-837 ; 
606-1117; 610-840; 666-937; 1053-1316; 1066-1338; 1195-1485; 1202-1741; 
1213-1749; 1240-1750; 1256-1415; 1260-1493; 1260-1790; 1405-1728; 1466- 
1773; 1537-1790; 1571-1790; 1636-1711 

485/LG: 149121. 8 :2001JUN22 || 1-769; 120-337; 120-269; 184-798; 296-773; 
321-822; 357-771; 381-780; 415-732; 417-642; 422-516; 422-773; 466-1014; 
496-739; 505-858; 508-779; 562-854; 587-741; 636-861; 643-864; 665-998; 
679-1306; 709-766; 735-1103; 787-1025; 838-1388; 887-1007; 887-1014; 1218- 
1672; 1218-1601; 1228-1402; 1248-1751; 1248-1627; 1248-1349; 1255-1517; 
1255-1513; 1257-1537; 1257-1607; 1257-1562; 1257-1437; 1257-1432; 1257- 
1409; 1257-1403; 1257-1399; 1257-1396; 1257-1345; 1257-1326; 1257-1321 ; 
1257-1314; 1260-1525; 1260-1482; 1260-1450; 1262-1514; 1267-1629; 1267- . 
1625; 1274-1841; 1278-1523; 1278-1478; 1278-1463; 1282-1488; 1286-1431; 
1290-1675; 1300-1577; 1325-1842; 1329-1699; 1336-1829; 1338-1586; 1357- 
1920; 1366-1534; 1386-1554; 1401-1661; 1411-1624; 1414-1740; 1416-1607; 
1450-1854; 1451-1755; 1473-1846; 1473-1727; 1477-1775; 1484-1936; 1487- 
1755; 1493-2063; 1507-1817; 1509-1885; 1522-2152; 1525-1735; 1551-1730, 
1556-1770; 1558-1862; 1561-2143; 1574-1956; 1591-2149; 1593-1841; 1596- 
2118; 1603-1767; 1610-2229; 1611-1874; 1619-1977; 1623-1984; 1629-2093, 
1637-1899; 1657-1749; 1672-1935; 1674-2046; 1674-2074; 1680-1933; 1680- 
1839; 1681-1967; 1683-1941; 1684-2130; 1684-1764; 1684-1967; 1707-2095, 
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1708-2095; 1710-1989; 1710-2265; 1716-1963; 1721-1976; 1721-1992; 1734 
1942; 1745-2309; 1757-2026; 1761-2006; 1764-2157; 1767-2222; 1767-2164 
1777-2324; 1787-2009; 1789-1981; 1792-2091; 1792-2349; 1794-2108; 1802 
2012; 1812-2091; 1828-2055; 1830-1994; 1838-2322; 1837-2174; 1853-2142 
1853-2146; 1858-2113; 1862-2114; 1909-2035; 1914-2202; 1939-2193; 1941 
2075; 1941-2221; 1953-2199; 1955-2161; 1958-2239; 1958-2207; 1959-2403 
1969-2254; 1977-2199; 1984-2443; 1984-2408; 1985-2301; 1984-2195; 1984 
2208; 1986-2214; 1988-2262; 1989-2294; 1990-2260;' 1994-2523; 2002-2441 
1998-2146; 2001-2390; 2006-2421; 2010-2104; 2013-2117; 2014-2254; 2014 
2240; 2013-2391; 2027-2518; 2028-2182; 2040-2511; 2040-2369; 2040-2295 
2040-2293; 2040-2291; 2040-2283; 2040-2282; 2040-2273; 2040-2270; 2040 
2184; 2040-2179; 2040-2257; 2040-2250; 2040-2244; 2040-2256; 2040-2290 
2040-2328; 2056-2308; 2064-2551; 2064-2317; 2079-2444; 2089-2295; 2090 
2340; 2116-2552; 2116-2458; 2133-2670; 2141-2345; 2155-2431; 2157-2405 
2162-2267; 2165-2486; 2171-2418; 2186-2645; 2181-2392; 2185-2718; 2185 
2496; 2188-2644; 2189-2730; 2189-2789; 2189-2739; 2208-2801; 2208-2439 
2211-2463; 2213-2437; 2217-2489; 2235-3003; 2234-2709; 2241-2456; 2261 
2536; 2266-2858; 2268-2577; 2268-2561; 2270-2506; 2276-2561; 2278-2551 
2286-2929; 2281-2822; 2282-2486; 2284-2835; 2291-2854; 2292-2590; 2299 
2890; 2305-2874; 2305-2538; 2321-2868; 2332-2777; 2352-2904; 2356-2929 
2358-2769; 2366-2883; 2368-2463; 2369-2835; 2373-2665; 2385-2689; 2395 
2678; 2406-2615; 2408-2617; 2415-2931; 2414-2916; 2418-2914; 2429-2905 
2436-2915; 2441-2889; 2441-2732; 2442-2749; 2443-2732; 2444-2690; 2446 
2580; 2451-2929; 2458-2918; 2459-2929; 2462-2927; 2467-2925; 2470-2932 
2475-2931; 2475-2897; 2474-2567; 2476-2929; 2477-2929; 2478-2890; 2481 
2929; 2483-2936; 2486-2933; 2490-2933; 2503-2929; 2504-2930; 2504-2925 
2505-2925; 2509-2691; 2511-2764; 2511-2760; 2513-2802; 2515-2933; 2517 
2928; 2516-2929; 2520-2935; 2526-2942; 2530-2929; 2534-2922; 2536-2929 
2545-2936; 2546-2933; 2547-2925; 2547-2852; 2547-2784; 2550-2933; 2550 
2820; .2550-2781; 2564 -2 931 ;■ 2554-2845 ; 2558-2929; 2560-2929; 2562-2870 
2562-2832; 2573-2784; 2575-2930; 2576-2918; 2577-2929; 2578-2998; 2583 
2825; 2584-2890; 2583-2848; 2587-2843; 2588-2838; 2591-2934; 2598-2932 
2600-2927; 2603-2934; 2604-2929; 2607-2926; 2609-2927; 2610-2929; 2611 
2936; 2613-2929; 2613-2823; 2614-2929; 2614-2936; 2628-2933; 2642-2929 
2639-2929; 2671-2928; 2669-2911; 2673-2929; 2676-2925; 2684-2933; 2684 
2902; 2685-2947; 2688-2936; 2728-2936; 2667-2812; 2737-2929; 2740-2929 
2685-2812; 2761-2935; 2765-2888; 2771-2870; 2771-2929; 2772-2929; 2778 
2918; 2786-3385; 2815-2929; 2827-2936; 2837-2928; 3021-3756; 3021-3596 
3124-3733; 3127-3431; 3342-3885; 3380-3631; 3484-3878; 3534-3997; 3760 
3968; 3810-3997 

486/LG:1500175.18:2001JUN22 || 1-228; 17-247; 25-345; 
275; 35-616; 34-290; 35-292; 39-286; 40-260; 35-251; 4 
777; 53-338; 53-309; 53-220; 55-268; 61-369; 60-304; 6 
523; 69-298; 70-305; 69-314; 69-316; 70-389; 79-396; 8 
565; 94-282; 95-312; 96-360; 99-689; 120-432; 129-498; 
207-288; 209-618; 249-470; 248-1912; 248-514; 257-514; 
261-524; 262-507; 264-488; 265-562; 265-835; 267-349; 
268-429; 270-628; 272-523; 272-510; 275-826; 276-763; 
279-700; 280-590; 281-513; 282-571; 283-561; 283-544; 



27-221; 29-576; 29- 
0-652; 42-285; 51- 
2-323; 65-227; 69- 
8-361; 94-337; 95- 
131-242; 207-660; 
258-545; 259-544; 
266-620; 267-523; 
277-508; 279-740; 
297-671; 306-466; 



397-955; 421-739; 448-567; 452-905; 452-690; 452- 
464-906; 477-730; 476-622; 515-730; 516-761; 521- 
557-821; 567-906; 596-1050; 609-931; 616-877; 621 
639-918; 645-869; 651-959; 681-883; 690-778; 701- 
749-966; 826-1087; 844-1299; 844-1088; 848-1153; 
1388; 868-1297; 895-1177; 907-1147; 915-1174; 928 
965-1202; 967-1507; 986-1231; 992-1240; 992-1426; 
1013-1244; 1015-1543; 1013-1480; 1015-1236; 1016- 
1304; 1043-1294; 1050-1296; 1064-1332; 1063-1307; 
1068-1349; 1073-1207; 1073-1287; 1081-1567; 1092- 
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710; 453-738; 452-582; 
745; 542-1022; 547-1162; 
-918; 635-907; 636-847; 
1137; 729-1005; 742-1296; 
849-1111; 859-1126; 869- 
-1212; 937-1440; 958-1263; 

1000-1417; 1007-1267; 
1296; 1037-1567; 1038- 
1066-1267; 1066-1308; 
1323; 1099-1543; 1105- 
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1351; 1102-1261; 1118-1317; 1124-1256; 1131-1374; 1151-1453; 1153-1500; 
1153 1533- 1198-1818; 1212-1436; 1224-1794; 1222-1505; 1236-1513; 1237- 
^419- 1239-1572; 1266-1806; 1270-1856; 1271-1531; 1295-1588; 1299-1527; 
"8211823; 128 2 ll503; 1313-1876; 1317-1874; 1317-1868; 1317-1671; 1318- 
1Q12- 1319-1542- 1329-1873; 1329-1869; 1328-1653; 1335-1866; 1347-1864, 
I?52'l792 137lll500 138 9 ll543; 1396-1543; 1402-1543; 1406-1909; 1426- 
1543 1427-1912; 1432-1805; 1438-1912; 1438-1914; 1440-1912; 1441-1912; 
14421911- 144lll871; 1441-1688; 1441-1543; 1448-1909; 1451-1917; 1454- 
lAl- 1457-1912; 1459-1911; 1486-1915; 1487-1906; 1487-1841; 1490-1913; 
iS2'lJll- 1585ll804- 1593ll911; 1597-1671; 1603-1909; 1603-1910; 1605- 
leie-llol- !?22-1920; 1722-1912; 1722-1913; 1722-1917; 1722-1846; 
1722' 1916 ^72211915; 172 2 ll909;. 1722-1897; 1722-1860; 1722-1853; 1722- 
f 9 27 1726-m0; 175i-1884; 1756-1815; 1762-1914; 1766-1877; 1771-1868; 

r 8 7^!i 2 500434 9 6:2 6 oSl JUN 22 || 1-519; 41-388; 71-404; 106-450; 176-904; 182- 
tiQ 831- 359-895; 456-890; 502-617; 505-751; 752-1097; 865-1435, 865- 

l^fi til 1150 903-1359; 952-1397; 953-1418; 966-1233; 1007-1415; 1112- 
UM 113lS67; ?158-1387; 1160-1420; 1224-1476; 1332-1456; 1352-1732; 
llll' llll 1369ll640; 1382-1962; 1595-2060; 1614-1878; 1616-1973; 1655- 
Sl" 1698-^922- 1723-2302; 1776-2280; 1779-2000; 1779-1999; 1827-2068; 
^lll'All 183512057- 186712139; 1968-2250; 1984-2458; 2018-2296; 2042- 
2291 2076-2455; 2081-2404; 2104-2411; 2129-2407; 2140-2404; 2147-2354; 
2167 ' 2431- 2190l2449; 2245-2682; 2254-2682; 2353-2864; 2396-2603; 2414- 
2593 2434-2708- 2440-3052; 2502-2743; 2502-2647; 2572-2825; 2572-2965; 
liV^ll 258912871- 2627l 2 921; 2628-2836; 2639-2742; 2679-2907; 2741- 
2I7O 2749-3320; 2764-3276; 2766-2995; 2801-3057; 2876-3151; 2923-3160; 
HIV ill 292813214- 295ll3146; 2985-3270; 2986-3258; 3016-3269; 3024- 
?344 3024-3261- 3^24-3273; 3033-3589; 3051-3292; 3084-3307; 3102-3349; 
ITA'zlll 3114-3411; 311913592; 3119-3472; 3122-3565; 3134-3706; 3140- 
3327 3^1-3351 -3141-3522; 3141-3327; 3143-3375; 3160-3471; 3188-3419; 
32^'3792 320813733; 321213467; 3232-3468; 3233-3787; 3291-3775; 3305- 
3IS9 3345-3573; 3345-3769; 3348-3811; 3349-3812; 3360-3811; 3363-3819; 
3364l37?5 3366l 3 812; 3392l 3 805; 3392-3622; 3392-3845; 3393-3785; 3411- 
lltt. 3433-3816- 3443-3811; 3450-3811; 3452-3831; .3460-3811; 3466-3627; 
lltl lltl 3480l3776 348913811; 3496-3811; 3497-3805; 3506-3809; 3534- 
\£l II48 3848- 3552-3805; 3552-3811; 3555-3708; 3573-3806; 3574-3782; 
3588i3808!1 8 6 4 00l3812; 3^3771; 3622-3815; 3688-3771; 3695-3811; 3695- 
none. 1704-3803- 3714-3796; 3725-3809; 3728-3811 

4 B/^IsOlslo 19:2^01^22 || 4601-4881; "17-4869; 4551-4846; 4571-4846; 
4520-4845; 4694-4845; 4242-4839; 4245-4839; 4605-4811; 4570-4808; 4069- 
46SS- 4144-4623- 4494-4623; 4149-4568; 4041-4565; 4161-4562; 4181-4559, 
430ll4559; 406614530; 4183-4388; 3897-4384; 3857-4377; 4138-4364; 3883- 
4325; 4148-4282; 3881-4259; 3650-4206; 3725-4174; 3726-4165; 3857-4159, 
3607 4110- 3845-4094; 3629-4039; 3864-3964; 3866-3964; 3837-3938; 3333- 
4 I 3651- 3157-3651; 3295-3645; 3314-3644; 3184-3620; 3191-3646; 
3 7 2 7 4 l3 3 64 8 4 320313643; SSW, 3136-3595; 3297-3580; 2938-3544; 2957- 
3504- 3255-3502- 3248-3497; 2956-3486; 2640-3257; 2792-3226; 2728-3152, 
2 7 04 8 l3114; 27 5 28l301o! 279813008; 2235-2816; 2582-2798; 2300-2779; 2468 
97hr. 9in? 2305-2554; 1951-2524; 2120-2421; 2164-2421; 2165-2421, 

21 IV-2 36 213012308 165ol 2 202; 1625-2057; "85-2018; 1481-2018; 1606- 
1895; 1108-1697; 1220-1532; 1253-1386; 911-1380; 1220-1348; 926-1329 686- 
1180 594-1091- 719-1091; 722-1091; 846-1091; 903-1091; 1030-1091 ; 1031- 
iSJ; m-SS 539-1074; 540-1072; 463-1072; 588-1050; 562-1045, 635-1029, 
747-955; 688-851; 560-832; 449-705; 1-559; 403-558; 235-540; 352-542 
489/LG:1501923.26:2001JUN22 || 262-612; 1-421; 1-414; 1-412, 1-392, 1 344, 

490/Li:i50960.9..2001 J UN22 || 1-525; 47-546; 96-346; 125-255; 246-498; 274- 
622; 275-478; 275-409; 275-376; 290-556; 293-395; 298-542, 299 574 303 
555; 304-672; 315-745; 315-630; 317-619; 335-923; 334-568; 335-931 360 
596; 368-613; 408-620; 435-706; 442-1021; 485-794; 487-751, 490-710, 493 
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676; 493-1021; 493-715; 523-901; 552-753; 581-648; 583-896; 580-789; 603- 
1162; 611-786; 630-1001; 651-896; 678-958; 709-969; 728-1169; 735-1209- 
735-987; 741-1014; 804-1074; 807-1012; 835-1014; 844-1023; 847-962- 951- 
1358; 951-1144; 968-1121; 977-1193; 1039-1144; 1071-1163; 1073-1163; 1076- 
1490; 1098-1433; 1099-1163; 1107-1570; 1225-1489; 1233-1522; 1280-1685- 
1278-1736; 1287-1593; 1289-1593; 1294-1684; 1295-1594; 1298-1594; 1299- 
1691; 1304-1590; 1307-1593; 1308-1684; 1308-1644; 1311-1457; 1311-1418- 
1311-1409; 1311-1374; 1311-1672; 1311-1681; 1311-1623; 1311-1596- 1311- 
1594; 1311-1591; 1311-1590; 1311-1585; 1311-1575; 1311-1567; 1311-1497- 
1311-1450; 1315-1542; 1312-1998; 1328-1627; 1329-1597; 1329-1592- 1341- 
1609; 1344-1762; 1349-1596; 1349-1595; 1349-1556; 1357-1672; 1362-1751; 
1363-1766; 1363-1724; 1363-1556; 1364-1593; 1365-1734; 1368-1556; 1386- 
1556; 1388-1653; 1393-1556; 1400-1759; 1402-1902; 1430-1724; 1444-1590; 
1457-1651; 1460-1685; 1474-1712; 1478-1758; 1484-2006; 1484-1703; 1509- 
1599; 1529-1748; 1545-2247; 1563-2018; 1567-1993; 1578-1753; 1581-2149- 
1585-1758; 1602-2012; 1602-1851; 1639-1756; 1639-1716; 1649-1900; 1655- 
2005; 1688-2136; 1687-1843; 1697-1953; 1704-1936; 1710-1990; 1713-2231- 
1718-2212; 1727-1974; 1734-2017; 1745-1932; 1751-1971; 1751-1961; 1775^ 
2020; 1795-2026; 1795-2088; 1807-2055; 1814-2036; 1816-2270; 1818-2267- 
1820-2270; 1823-2022; 1836-2078; 1839-2228; 1844-2266; 1850-2267; 1852- 
2039; 1853-2267; 1856-2289; 1857-2289; 1876-2267; 1880-2266; 1892-2272- 
1903-2272; 1952-2264; 2034-2280; 2208-2260 

491/LG: 182744. 29 :2001JUN22 || 1-543; 1-577; 5-272; 5-273; 28-566; 386-842; 
386-626; 386-565; 386-546; 386-437; 425-641; 431-810; 431-728; 502-956; 
534-956; 598-1062; 611-1056; 612-1059; 618-1267; 618-1059; 684-1059; 802- 
1019; 908-1457; 1061-1555; 1063-1294; 1107-1284; 1227-1705; 1291-1908; 
1461-2077; 1927-2158 
492/LG:197166.1:2001JUN22 || 1-256 

493/LG:197455.5:2001JUN22 || 3-490; 3-399; 1-410; 28-220; 34-526; 48-796- ' 
77-293; 80-362; 95-612; 311-582; 507-1141; 533-1176; 682-1034 

494/LG:198251.8:2001JUN22 || 1-558; 86-619; 104-623; 104-608; 105-383; 108- 
368; 113-661; 120-277; 125-519; 136-594; 147-681; 160-514; 170-689; 181- 
459; 191-250; 240-538; 310-605; 310-593; 312-431; 312-444; 322-484; 343- 
•681-; 343-576; 357-503; 416-671; 416-674; 475-664; 558-1146; 564-816; 576- 
825; 618-922; 679-935; 788-931; 993-1519; 1010-1608; 1023-1283; 1023-1678; 
1042-1292; 1046-1301; 1051-1549; 1052-1324; 1052-1337; 1053-1323; 1059- 
1680; 1071-1610; 1070-1706; 1069-1706; 1076-1312; 1083-1678; 1081-1317- 
1101-1364; 1100-1531; 1112-1681; 1111-1343; 1114-1420; 1124-1393- 1129- 
1708; 1143-1425; 1145-1712; 1145-1753; 1156-1420; 1159-1435; 1175-1443- 
1179-1751; 1179-1442; 1182-1746; 1187-1620; 1191-1769; 1197-1765; 1200- 
1441; 1202-1531; 1203-1454; 1206-1514; 1209-1492; 1211-1425; 1209-1493- 
1213-1425; 1220-1743; 1224-1463; 1227-1702; 1231-1504; 1235-1753; 1238- 
1785; 1243-1427; 1244-1495; 1264-1562; 1268-1520; 1274-1476; 1276-1526; 
1281-1486; 1295-1523; 1301-1733; 1309-1750; 1315-1538; 1320-1595; 1321- 
1784; 1326-1784; 1332-1784; 1333-1789; 1333-1551; 1337-1791; 1344-1791; 
1345-1739; 1355-1710; 1354-1770; 1354-1614; 1356-1784; 1357-1607; 1358- 
1784; 1364-1784; 1365-1606; 1367-1784; 1374-1787; 1376-1784; 1377-1787- 
1382-1628; 1386-1785; 1386-1639; 1394-1784; 1415-1784; 1420-1784; 1440- 
1786; 1439-1686; 1440-1697; 1448-1790; 1452-1746; 1455-1757; 1465-1784- 

1 dfiR— 1 7*3 9 : 1 £QO . UCC. 1CQ1. 1 /l CO no/i. -i /> /rrx ir,*^ ' 

- - ■ ' ~ ' --*w^ j-w^u., j.-aww-j./w-a, iiuj-i i j.o } ift/O-l/oy; 

1789; 1485-1738; 1485-1723; 1488-1740; 1488-1703; 1492-1734; 1494-1762- 
1496-1789; 1497-1790; 1497-1784; 1513-1758; 1521-1782; 1534-1774; 1549-1 
1774; 1549-1765; 1553-1784; 1562-1787; 1567-1790; 1589-1789; 1592-1784- 
1592-1776 

495/LG:200149.3:200lJUN22 || 1-581; 172-279; 205-760; 212-423; 231-811- 
233-838; 232-950; 233-535; 236-475; 234-562; 241-809; 246-514; 255-403- 
687-942; 882-1368; 884-1185; 887-1081; 906-1098; 1019-1493; 1024-1202;' 
1112-1370; 1209-1503; 1209-1518; 1247-1612; 1263-1520; 1302-1773; 1320- 
1860; 1344-1767; 1342-1923; 1371-3563; 1376-1618; 1467-1728; 1471-1553; 
1472-1730; 1480-1766; 1482-1586; 1483-1879; 1489-1586; 1502-1877; 1573- 
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2137- 1639-1833; 1642-1826; 1856-2196; 1891-2174; 2051-2283; 2051-2246; 
205812409; 205812303; 2064-2306; 2107-2480; 2115-2372; 2127-2700; 2146- 
2409-2205-2438; 2379-2937; 2532-2757; 2562-2824; 2564-3071; 2598-2901; 
2I03I2857; 261013221; 2612-3047; 2612-2819; 2621-2805; 2627-2938; 2656- 
303?- 2662-3077; 2667-3034; 2667-2876; ,2693-2944, 2719-3198; 2745-2959; 
278ll3015; 2815-3245; 2816-3074; 2847-3448; 2849-3101; 2864-3300; 2864- 
3090; 2890-3059; 2890-2977; 2894-3217; 2902-3183; 2902-3477; 2902-3497; 
290213148; 2912-3233; 2917-3087; 2926-3477; 2956-3292; 2974-3206; 2975- 
3074-2982-3248; 2985-3505; 2987-3163; 2995-3101; 2994-3448; 2994-3347; 
299413333; 3007l 3 269; 3024-3431; 3024-3281; 3052-3307; 3066-3524; 3063- 
3563-3118-3377; 3120-3296; 3124-3320; « 3134-3376; 3135-3362; 3139-3614; 
313913360- 314813619; 3154-3601; 3161-3427; 3179-3563; 3183-3762; 3210- 
3578; 3229-3372; 3232-3563; 3240-3563; 3240-3468; 3267-3738; 3288-3563, 
329213777; 3297-3780; 3299-3563; 3308-3779; 3309-3778; 3310-3784; 3315- 
3587-3321-3563; 3323-3784; 3323-3783; 3327-3784; 3332-3600; 3343-3783; 
3344I3777; 334713781; 3347-3785; 3355-3713; 3358-3782; 3358-3733; 3362- 
3563-3368-3781; 3367-3784; 3391-3780; 3389-3781; 3399-3781; 3410-3740; 
342 7 1 3 699; 342 9 l3782; 3446-3781; 3446-3782; 3462-3563; 3479-3779; 3478- 
llll- 3491-4117; 3494-3779; 3505-3781; 3506-3781; 3512-3796; 3656-3782; 
36633777- 3663I378I; 3663-3783; 3681-3733; 3686-3779; 3852-4117 
496/LG- 203483 3:2001^22 || 1-505; 87-799; 245-719; 316-726; 361-596; 598- 
"59. 686-1341; 718-1252; 723-1005; 884-1570; 977-1470; 981-1491; 1052- 
1578- 1163-1492; 1273-1865; 1397-1869; 1486-1621; 1602-1884; 1602-1969; 
T6501904- 1726-1908; 1726-1905; 1834-1892; 1834-1889; 1834-1905 
497/LG^209701 7 • 2001JUN22 || 1-254; 20-305; 42-601; 339-902; 511-1000; 550- 
753 578 850; 586-10?5; 678ll042; 723-1186; 723-983; 778-924; 907-1211; 

^ll^^O^^^ 1 ^]^ 21-435; 190-869; 769- 

111)^11^ 16-305; 16-309; 16-228; 16-212; 

2^-214 12^645; ?25^395; i 5 4-788; 154-320; 191-359; 338-877; 391-919; 464- 
893- 566-1102- 588-836; 606-855; 1047-1194; 1145-1650; 1145-1253; 1462- 
lll's: ?486-2160- 1489-i758; 1526-1994 ;; 1638-2339 ; 1931-2384; 2325-2424 
500/W- 215051. 10 :2001JDN22 || 1-538; 1-640; 472-757; 500-701; 502-733; 504- 
697-515-784- 632-938; 638-1072; 687-858; 752-1298; 780-1240; 781-1240; 
^ll'l^O; 798-1222; 825-1071; 830-1127; 842-1087; 904-1156; 921-1240; 930- 
I4O8 964-1241; 964-1195; 966-1570; 1040-1536; 1042-1463; 1040-1470; 1098- 
^52- 1182-1343; 1197-1836; 1198-1641; 1217-1613; 1222-1605; 1270-1725- 
"?ill530 1293ll534; 1314-1578; 1315-1587; 1324-1537; 1341-1952; 1342- 
llll- 1354-1555; 1358-1494; 1381-2107; 1376-1610; 1397-2100; 1496-1583 
156212189; 1573ll860; 1588-2016; 1612-2147; 1618-2152; 1626-2148; 1684 
1913-1703-1874; 1709-2125; 1732-1931; 1739-2185; 1738-2185; 1747-2191 
"5412185; 178912185; 1793-2189; 1795-2189; 1835-2087; 1886-2185; 1895 
^83; 2000-2188; 2043-2185; 2069-2185; 1653-2189; 1743-2185; 1691-2035 
2010-2170; 1655-2189; 1185-1470 

501/LG:218989.3:2001JUN22 || 1-96; 1-520; 4-515; 5-593; 17-402; 75-641 
655- 179-716; 230-768; 289-520; 292-578; 423-716; 502-568; 503-568; 497- 
583; 504-595; 504-583; 504-617; 504-561; 504-560; 504-559; 504-557; 465- 

502^:22^107.1^200^22 || 1-482; 1-355; 1-455; 1-277; 1-138; 7-233; 20- 
397- 20-292- 134-350; 149-471; 221-451; 390-843; 410-923; 538-1101; 659- 
1151- 684-937- 770-892; 889-1047; 998-1593; 1000-1181; 1060-1506; 1269- 
1863- 1274-1657- 1403-1966; 1589-2241; 1655-2134; 2002-2293; 2042-2242; 
209612292; 209el2428; 2162-2336; 2327-2966; 2454-2854; 2500-2770; 2673- 
2852; 2733-3282; 2860-3085; 2969-3087; 2975-3085; 3032-3087 

503/LG:231016.1:2001JUN22 || 1-619; 1-145; 439-913; 450-570; 455-735; 468- 
907* 572—911 

504/W:235943.60:200WOM22 || 1-438; 16-383; 285-422; 306-848; 313-549; 
334-608- 334-833; 445-700; 449-918; 465-758; 468-603; 477-771; 478-762; 
494-613; 518-782; 543-1050; 545-784; 571-823; 572-838; 579-1090; 594-1046; 
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1336; 
1279; 
1224; 
1142; 



436-902; 437-863; 286-849; 
547-792; 542-789; 560-786; 
544-744; 497-744; 456-704; 
506/LG : 236697 .15: 2001JUN22 



582-795 
468-746 



1527-1998; 



612-852; 620-887; 650-862; 650-791; 666-1088; 667-1088; 675-1091; 705-1090- 
748-1089; 796-955; 799-1087; 817-1088; 817-1080; 833-1083; 854-1089; 861- 
1080; 860-1081; 975-1081 

505/LG:235970.14:2001JUN22 || 1648-2041; 1648-2039; 1598-2038- 1594-2035- 
1940-1993; 1629-1939; 1594-1925; 1429-1671; 948-1547; 1409-1485; 1134-1443- 
1221-1439; 983-1433; 986-1436; 1125-1436; 1218-1436; 1056-1434; 1323-1433;' 
1202-1429; 985-1429; 978-1429; 997-1429; 1011-1429; 1051-1429; 1059-1429; 
1045-1429; 1100-1429; 1124-1429; 1163-1429; 1221-1429; 1253-1429; 1273- 
1429; 1274-1429; 1109-1429; 1245-1429; 1314-1429; 1086-1427; 1074-1427; 
1173-1427; 1264-1424; 1220-1420; 964-1417; 975-1415; 1167-1415; 942-1402* 
1221-1404; 1218-1402; 809-1385; 724-1404; 844-1394; 826-1390; 964-1388- 
861-1386; 876-1386; 775-1386; 884-1383; 882-1381; 816-1379; 1286-1380 ;' 945- 
1378; 838-1377; 1100-1372; 784-1358; 818-1357; 945-1344; 992-1340; 875- 

957-1323; 762-1317; 1087-1322; 665-1300; 1047-1285; 1048-1276; 988- 
1020-1274; 988-1272; 997-1258; 990-1246; 960-1236; 951-1227; 972- 
952-1213; 1132-1210; 1038-1174; 629-1154; 871-11547 913-1148; 909- 
637-1134; 544-1118; 881-1113; 859-1094; 589-1088; 836-1091; 602-1086; 
913-1085; 568-1082; 807-1071; 495-1066; 497-1066; 837-1067; 632-1059; 803- 
1058; 653-1042; 496-1034; 470-1023; 495-1014; 752-1004; 419-987; 416-986- 
727-962; 503-970; 706-955; 428-944; 817-941; 661-924; 589-913; 386-906; 

370-831; . 624-810; 310-803; 614-799; 
617-774; 339-771; 512-756; 547-748; 
1-549 

|| 1901-2047; 1646-1996; 1908-1999; 
1648-1998; 1795-1998; 1575-1997; 1664-1997; 1545-1995; 1656-1995; 1699- 
1994; 1889-1995; 1638-1994; 1763-1993; 1527-1993; 1550-1993; 1575-1992 
1643-1991; 1627-1992; 1699-1992; 1900-1992; 1546-1992; 1534-1990; 1538- 
1990; 1646-1990; 1693-1990; 1570-1992; 1585-1991; 1661-1990; 1886-1990- 
1513-1990; 1546-1990; 1699-1990; 1646-1989; 1612-1985; 1539-1985; 1647- 
1985; 1574-1985; 1616-1985; 1554-1985; 1905-1983; 1646-1984; 1652-1981 
1692-1981; 1368-1978; 1704-1975; 1761-1975; 1635-1973; 1893-1973; 1575- 
1965; 1615-1959; 1467-1951; 1309-1951; 1425-1952; 1886-1952; 1730-1950- 
1631-1920; 1657-1904; 1449-1891; 1223-1889; 1646-189'2; 1375-1887; 1657- 
1888; 1339-1865; 1349-1855; 1586-1858; 1608-1849; 1430-1845; 1589-1816- 

1429- 1815; 1392-1818; 1430-1812; 1503-1748; 1419-1793; 1496-1792; 1178- 
1750; 1276-1743; 1245-1737; 1264-1737; 1621-1736; 1305-1736; 1227-1736- 

1293- 1736; 1405-1736; 1255-1735; 1263-1735; 1282-1734; 1450-1736; 1490- 
1731; 1344-1730; 1356-1730; 1363-1730; 1365-1730; 1412-1730; 1351-1730 
1616-1730; 1188-1730; 1318-1730; 1328-1730; 1320-1730; 1424-1730; 1557- 
1730; 1474-1728; 1492-1721; 1446-1717; 1106-1716; 1168-1701; 1345-1697 
1433-1694; 1084-1688; 1368-1674; 1317-1672; 1378-1670; 1364-1657; 1368- 
1656; 1085-1639; 1386-1639; 1367-1635; 1334-1634; 1365-1626; 1070-1628; 

1430- 1614; 1383-1611; 1392-1610; 1507-1600; 1345-1590; 1338-1572; 1328- 
1565; 1364-1573; 1483-1567; 1281-1522; 1292-1551; 1292-1540; 1247-1512; 

1294- 1511; 1397-1527; 1410-1536; 1347-1546; 909-1547; 1298-1511; 1277-1498 
1006-1521; 1108-1455; 1213-1455; 1277-1455; 1209-1452; 1197-1441; 976-1440- 
1133-1433; 1186-1426; 949-1426; 1185-1425; 1166-1424; 1091-1419; 1151-1419' 

1170-1418; 1155-1411; 1089-1464; 1224-1406; 905-1443; 
961-1439; 1229-1400; 1231-1397; 1151-1395; 1093-1393; 
887-1379; 1018-1425; 1216-1375; 1010-1363; 1163-1355; 
1191-1328; 1164-1327; 715-1348; 1167-1312; 1092-1340; 
1029-1326; 1019-1324; 657-1322; 1016-1312; 1035-1303; ^^.o. 
705-1274; 990-1273; 1050-1273;' 1010-1276; 1032-1276; 1036-1272; 1040-1273- 
942-1258; 1017-1264; 727-1237; 982-1228; 996-1235; 936-1200; 1067-1194; 
720-1187; 704-1187; 941-1168; 962-1164; 982-1142; 1025-1142; 870-1143; 574- 
1129; 802-1082; 793-1065; 824-1064; 805-1060; 765-1039; 626-1036; 791-1036- 
817-1036; 738-1034; 538-1013; 738-985; 469-981; 727-975; 786-1047; 671-945- 
503-928; 367-896; 763-893; 594-873; 586-867; 587-867; 503-852; 323-851; 
466-851; 535-818; 485-817; 566-816; 366-799; 496-772; 495-735; 379-724- 
574-708; 464-698; 470-694; 451-693; 432-693; 395-691; 433-686; 383-681; 
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617-836- 622-902; 641-925; 646-856; 651-880; 666-1264; 660-875; 683-955; 
685-937'- 703-1264; 692-946; 708-1290; 699-858; 703-960; 723-1292; 734-1262 
739-1262- 748-1041; 759-1019; 770-1078; 771-1069; 773-1019; 774-1264; 774- 
Io02 774-1071; 774-1064; 774-1044; 774-1015; 774-1014; 775-1261; 775-1043 
775-1042; 775-^029; 775-1022; 776-1058; 777-1048; 778-1271; 779-1262; 779- 
1016- 780-1317; 781-1278; .780-1051; 781-1046; 781-1047; 781-1025; 787-1056 
777-910; 789-1208; 789-1064; 795-1275; 796-1086; 796-1032; 796-1026; 803- 
1208- 804-1194; 807-1005; 807-1056; 848-1293; 848-1210; 851-1300; 850-1294 
855-1295- 853-1300; 856-1302; 858-1309; 859-1287; 863-1316; 865-1300; 877- 
1185- 885-1294- 895-1300; 897-1302; 910-1300; 912-1300; 918-1263; 918-1180 
923-1303- 925-1300; 926-1295; 928-1294; 934-1303; 938-1244; 945-1163; 951- 
1233- 964-1238; 974-1303; 974-1228; 977-1279; 998-1266; 1001-1294; 1011- 
1252- 1034-1311; 1032-1285; 1033-1200; 1040-1252; 1045-1300; 1045-1470- 
1072^1285; 1079-1300; 1092-1294; 1100-1300; 1118-1412; 1121-1295; 1124 
1306- 1137-1300; 1144-1241; 1155-1266; 1168-1450; 1180-1300; 1190-1303 
1194ll301; 1199-1454; 1206-1288; 1207-1495; 1212-1394; 1226-1486; 1233- 
1300- 1233-1294; 1257-1306; 1312-1486; 1380-1892; 1772-1962; 1778-2265 
177812016; 1780-1951; 1792-2309; 1792-2215; 1792-2034; 1793-1970; 1792. 
I960- 1792-1897; 1799-2210; 1800-2124; 1800-1936; 1801-2207; 1801-2060 
1803^2036; 1808-2001; 1808-1943; 1828-2076; 1828-2075; 1836-2106; 1853 
1943- 1863-2090; 1876-2130; 1876-2075; 1900-2011; 1900-2139; 1905-2198 
191012147- 1941-2213; 1982-2221; 2001-2249; 2010-2304; 2023-2287; 2057 
2525- 2060-2528; 2061-2530; 2062-2316; 2065-2529; 2073-2539; 2076-2525 
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3520; 3192-3348; 3210-3414; 3208-3427; 3209-3529; 3209-3525; 3211-3313- 
3213-3526; 3189-3489; 3215-3432; 3215-3449; 3217-3495; 3216-3520; 32isl 
3526; 3218-3450; 3218-3445; 3194-3399; 3219-3532; 3224-3494; 3228-3469; 
3232-3519; 3233-3498; 3225-3485; 3237-3528; 3239-3526; 3219-3417- 3233- 
3395; 3244-3530; 3266-3514; 3268-3526; 3268-3533; 3271-3527; 3259-3479- 
3286-3526; 3268-3433; 3295-3916; 3296-3520; 3301-3535; 3306-3528; 3305^ 
3540; 3309-3575; 3309-3529; 3308-3528; 3316-3522; 3319-3528; 3326-3526- 
3326-3520; 3307-3527; 3332-3525; 3334-3530; 3337-3501; 3339-3520; 3340- 
3524; 3343-3535; 3347-3521; 3349-3526; 3349-3430; 3349-3533; 3340-3467- 
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3366-3838; 3367-3508; 3366-3533; 3366.3526; 3368-3531; 3366-3528- 3368- 
3535; 3368-3543; 3368-3513; 3377-3520; 3368-3478; 3383-3526; 3361-3496- 
3384-3519; 3386-3523; 3393-3458; 3400-3526; 3409-3526; 3416-3526; 34isl 
3641; 3418-3529; 3419-3524; 3396-3527; 3418-3526; 3425-3520; 3432-3590- 
3438-3526; 3440-3528; 3442-3526; 3441-3610; 3444-3529; 3446-3525- 3438^ 
3529; 3453-3535; 3454-3520; 3454-3525; 3455-3526; 3460-3526; 3463-3526- 
3465-3712; 3470-3520; 3470-3531; 3482-4005; 3513-4172; 3513-3816- 35261 
3808; 3544-4158; 3578-4114; 3586-3849; 3627-4111; 3642-4040; 3688-3889- 
3693-3792; 3694-3970; 3706-4167; 3706-3959; 3748-4295; 3762-4279- 3775I 
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5 5283l5676; lin-Sm, "wW 5309-5835; 5323-5797; 5323-5635; 5323- 
5834-5326-5621- 5331-5834; 5350-5692; 5362-5728; 5354-5794; 5357-5835; 
lllt'-slll; Itsl'-Slll; 5369-5835; 5376-5834; 5377-5632; 5395-5834; 5400- 
5790-5408-5834; 5407-5934; 5414-5835; 5425-5836; 5424-5837; 5428-5680; 
llll'-sltl 5430l5839; 5434-5834; 5435-5704; 5439-5835; 5439-5790; 5440- 
5711- 1441-5918; 5484-5835; 5490-5834; 5493-5836; 5496-6049; 5498-5749; 
55075836- 5514^5840; 5524-5836; 5545-6065; 5547-5805; 5554-5708; 5564- 
Io50 5564-i789; 5573-5840; 5591-5835; 5594-5872; 5597-6074; 5602-6085; 
Ie05'5834 5620^6051; 5649-5823; 5653-5904; 5654-5854; 5670-5935; 5673- 
5935- 1670-6190; 5671-6162; 5690-6237; 5694-5757; 5697-5936; 5700-5835; 
I?22l5980; 573ll 5 938; 5749-5835; 5770-5841; 5771-6332; 5804-6224; 5823- 
6028- 5847-5924; 5884-6239; 5906-6471; 5915-6220; 5936-6482; 5956-6311; 
5^216177- 5981-6200; 5992-6238; 6004-6482; 6007-6261; 6042-6601; 6053- 
1298-6054-6240; 6104-6482; 6105-6283; 6105-6574; 6152-6482; 6211-6711, 
tlTl'-elll 621216457; 6215-6480; 6229-6826; 6242-6401; 6244-6765; 6247- 
68^3-6272-6745; 6277-6356; 6298-6581; 6326-6867; 6330-6826; 6330-6786; 
elfo'-etll; 634516482; 6347-6780; 6361-6482; 6377-6482; 6385-6782; 6397- 
6469- 6427-6482; 6524-6803; 6522-6779; 6524-7074; 6525-6736,- 6526-6806, 
65 616749; 6524l 7 138; 6531-6584; 6531-6726; 6642-6862; 6642-6997; 6660- 
6924; 6660-7194; 6660-6886; 6660-7063; 6661-6816; 6665-7061; 6697-7137 
„./(•„(,. 6717-6931- 6715-7231; 6722-7305; 6727-7270; 6737-7262; 6737- 
2 33~ 6739-7087; 6 67 0-6998; €776-7210; 6823-7253; 6840-709.4; 6915-7449; 
691917509 691417273; 6973-7206; 7010-7509; 7000-7061; 7151-7373; 7297- 
7795-7317-7542- 7314-7959; 7346-7916; 7388-7825; 7481-7916; 7485-7870; 
llll'llll lltV-llll; 759617802; 7596-8026; 7628-7868; 7650-7916; 7732- 
7916- ?769-7949; 7848-8141; 2107-2350 ;■ 2017-2302 ; 2387-2610; 2010-2069; 
345813526! 1111-2293 ; 3460-3529; 7848-7916; 3461-3526; 3466-3529; 3466- 
3528- 2397-2457; 3469-3528; 3467-3523; 3470-3526 ; .3461-3514 ; 3473-3526; 
2033'2127 347ll3520; 2674-2767; 3428-3520; 7827-7916; 2816-2903; 3433- 
3520 3443-3529; 2215-2300; 1832-1917; 3446-3529; 7319-7375; 2048-2126; 
llll'lltl 267ll2748- 7841-7916; 3433-3510; 3453-3526; 2002-2076; 2697- 
2756 2038-2^7- 1898-1969; 2167-2272; 3419-3525; 2978-3083; 2028-2120; 
3I25I3I26 78^17916; 1995l 2 096; 3429-3527; 3415-3514; 3428-3526; 3429- 
3521-2840-2935-3430-3526; 3309-3405; 960-1055; 3428-3522; 3284-3409; 571- 
696 2059-21^2 3179-3301; 3407-3529; 3431-3530; 3408-3529; 2543-2663; 
3I08 3526- 3084-3203; 2898-3012; 2876-2989; 7596-7709; 2692-2804; 2059- 
2??2 2910-3^21- 3130-3256; 283^-2943; 2517-2635; 3397-3507; 3299-3412; 
204212158.? 2 4812185 338613524; 3121-3258; 2994-3130; 1378-1513; 2884- 
3018- 3394-3526; 2723-2856; 3271-3403; 3398-3529; 7784-7916 ; 3397-3527 , 
77S7 2884 311713246- 2207-2336; 3260-3389; 3394-3523; 2356-2483; 3124- 
llll- 2573-2722- 2856-3005; 3362-3509; 3378-3526; 7795-7943; 888-1035; 
33^13529 295813104; 338 3 l3527; 2310-2453; 3384-3529; 2069-2212; 3268- 
llll- 3385-3529- 2956-3095; 3383-3525; 2865-3005; 2050-2189; 2351-2490; 
338713526 3193I3332; 2800l2958; 3085-3242; 3201-3358; 3194-3351; 3371- 
35^6,- 3364-3520.-1963-2098; 3109-3264; 2540-2693; 2889-3032; 2848-3000; 
3325-3477; 3369-3520; 3375-3526; 2868-3019; 2094-2244; 3373-3520 2885- 
^•*5Q-3529- 3358-3526; 3357-3526; 1518-1684; 3359-3526, 
3 ts^S^l^l^ol! lllUlll: 1988-2154, 2353-2517; 3092-3258; 3020- 
3185; 2255-3120; 3032-3196, 3275-3436; 2843-3006, 285 5-2018, 336 2-3523, 

^^r 3 335ir526: 3 33^-353i: 3 25 5 7-2 3 ,fi; 3 5- ?S T »U-aS7 

I -2 90 Yllll^lll] 2025-21!" 2147-2318; 2312-2483, 2844-3014, 7630- 
7ftnn- 9891-3062- 3359-3527; 2025-2195; 2371-2540; 3343-3526; 2739-2921, 
3 5213526; 198812170; lhl'-2*7*; 2279-2459; 2059-2239; 2209-2389; 3366- 
3529; 2780-2959; 3226-3405; 2050-2228; 2247-2424; 2033-2211; 3222-3399 
2480-2671; 2023-2214; 2959-3149; 3336-3526; 2063-2253; 2734-2924 2024 
2199; 2812-3001; 3337-3526; 3338-3526; 2777-2966; 3330-3520 2978 3165 
333913526; 3333-3519; 3334-3520; 2364-2549; 3341-3526; 2464-2648, 3327 
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3523; 3346-3531; 2820-3015; 1680-1866; 2815-3009; 7755-7948; 3196-3390; 
2138-2332; 2048-2242; 3189-3376; 2147-2341; 2442-2635; 7870-7959; 3336- 
3529; 1988-2180; 3346-3526; 2054-2246; 2184-2375; 2974-3175; 3157-3359; 
2598-2799; 2280-2480; 2161-2361; 2963-3163; 3329-3529; 3045-3245; 2146- 
2345; 3321-3520; 2959-3155; 3212-3411; 3183-3382; 3060-3259; 2537-2736; 
2011-2209; 2225-2422; 2068-2265; 1994-2190; 2219-2415; 3329-3526; 3224- 
3420; 2130-2326; 2068-2259; 3321-3526; 2842-3047; 7762-7959; 3324-3529; 
3107-3311; 2028-2233; 1940-2144; 3222-3425; 3329-3528; 2131-2324; 2564- 
2767; 2977-3180; 3324-3526; 2254-2456; 1997-2199; 3328-3529; 7139-7340; 
2404-2605; 7618-7819; 1980-2181; 3325-3530; 2424-2633; 2772-2981; 2778- 
2987; 3311-3520; 2042-2254; 3064-3273; 2360-2568; 2001-2209; 2048-2258; 
2431-2639; 3152-3360; 2045-2251; 3313-3520; 2048-2254; 2086-2293; 2165- 
2372; 2811-3017; 2141-2347; 7137-7205; 3107-3320; 2038-2251; 3229-3430; 
1921-2134; 2050-2263; 2053-2265; 3309-3520; 1654-1857; 2049-2261; 7769- 
7959; 2993-3205; 3291-3502; 2188-2399; 3318-3529; 3308-3519; 1879-2089; 
2131-2341; 3063-3273; 2703-2913; 2677-2887; 2390-2600; 2417-2626; 3198- 
3415; 3027-3244; 3310-3526; 2801-3017; 3109-3325; 2751-2965; 2125-2336; 
3149-3364; 3305-3520; 2253-2468; 1989-2203; 3190-3403; 7351-7571; 2139- 
2359; 3307-3526; 2048-2267; 2158-2376; 2052-2270; 2051-2269; 2288-2506; 
3308-3526; 2126-2344; 2139-2356; 2001-2219; 3244-3461; 3222-3445; 2161- 
2384; 2969-3191; 2114-2337; 2418-2640; 2736-2958; 3356-3528; 2865-3087; 
3189-3406; 2218-2440; 2279-2500; 2323-2544; 3059-3270; 2254-2475; 2786- 
3007; 3306-3526; 3104-3324; 3197-3422; 1951-2176; 2721-2947; 2690-2915; 
2104-2329; 3167-3392; 2084-2309; 2129-2354; 2045-2269; 3167-3391; 2888- 
3112; 2001-2225; 3301-3525; 2080-2304; 2215-2439; 2033-2256; 2025-2248; 
1986-2210; 3229-3451; 1912-2141; 3304-3532; 3296-3524; 1926-2154; 3009- 
3237; 2955-3181; 2000-2227; 789-1017; 3276-3503; 2023-2250; 1659-1871; 
2557-2783; 2048-2274; 2117-2348; 3274-3505; 2041-2272; 2057-2287; 2039- 
2269; 3188-3417; 2904-3134; 2137-2367; 2040-2269; 2452-2681; 3005-3234; 
2116-2345; 2923-3152; 2559-2788; 3295-3524; 2106-2335; 2557-2786; 3095- 
3328; 2157-2390; 2570-2801; 1636-1857; 2522-2755; 2050-2283; 2902-3135; 
2130-2363; 2712-2947; 2131-2363; 2258-2490; 2947-3179; 2045-2277; 2961- 
3193; 2361-2592; 3085-3316; 2033-2264; 2327-2562; 2048-2283; 2295-2530; 
2732-2967; 2733-2968; 2248-2483; 2923-3158; 1910-2145; 2077-2311; 3295- 
3529; 3065-3299; 3286-3520; 1653-1871; 2778-3012; 3291-3525; 2635-2869; 
2527-2761; 2385-2612; 2418-2652; 3292-3526; 1679-1901; 2091-2325; 2255- 
2489; 3218-3453; 2872-3102; 2031-2265; 2077-2310; 7418-7657; 3086-3323; 
2744-2981; 2455-2693; 3236-3473; 2539-2776; 2016-2253; 2253-2490; 2420- 
2657; 2044-2281; 3118-3354; 1949-2185; 2457-2693; 2496-2733; 2665-2901; 
3552-3788; 2462-2698; 2376-2612; 2068-2304; 2098-2331; 3055-3294; 2918- 
3157; 2749-2988; 2028-2267; 2050-2289; 2463-2702; 1994-2233; 2127-2365; 
2085-2323; 3079-3317; 2157-2395; 2561-2799; 2985-3223; 2780-3018; 3033- 
3271; 2476-2714; 3288-3526; 2051-2290; 2013-2251; 2642-2883; 2625-2867; 
2167-2408; 3105-3346; 2678-2919; 2888-3129; 2247-2488; 894-1107; 2098-2339; 
2616-2857; 2958-3199; 3288-3527; 2956-3196; 2991-3227; 2865-3108; 2052- 
2294; 1631-1859; 2138-2381; 3283-3526; 2303-2546; 2027-2269; 2280-2522; 
698-936; 2048-2290; 2979-3221; 2023-2266; 2042-2283; 1630-1859; 2126-2371; 
2155-2400; 2590-2835; 3289-3530; 2042-2286; 2764-3008; 3260-3505; 2161- 
2405; 2130-2374; 2165-2409; 3282-3526; 2143-2387; 3140-3384; 2039-2283; 
3191-3435; 2444-2688; 3270-3513; 2732-2974; 2533-2774; 1949-2196; 3194- 
3441; 2914-3158; 2483-2730; 2322-2568; 3001-3247; 2040-2287; 2213-2459; 
1918-2162; 2048-2294; 3280-3526; 2184-2430; 2593-2839; 2203-2440; 2295- 
2540; 2884-3129; 2109-2357; 3254-3502; 2950-3198; 2235-2483; 2098-2346; 
2019-2267; 2050-2298; 3211-3459; 1895-2143; 3037-3237; 2071-2318; 3271- 
3519; 2003-2250; 3283-3531; 2302-2549; 2734-2981; 2868-3115; 1987-2234; 
2217-2464; 2751-2981; 2204-2456; 7438-7571; 2980-3230; 3078-3327; 2050- 
2299; 3123-3372; 3261-3511; 3065-3314; 2378-2626; 2114-2363; 2706-2945; 
2051-2300; 2681-2931; 2599-2847; 2853-3105; 2943-3195; 3084-3337; 2079- 
2330; 2700-2952; 3112-3363; 2581-2832; 3221-3472; 2090-2341; 2098-2348; 
2001-2252; 2813-3064; 2522-2773; 2642-2893; 3270-3521 ;• 2085-2335 ; 2065- 
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9315- 2069-2319- 3279-3529; 2154-2404; 2024-2274; 2058-2311; 2699-2953; 
SI'3499 256ll 2 814 3089-3343; 2948-3201; 2833-3085; 3273-3526; 1979- 
2?32 3222-3475- 2041-2294; 1998-2250; 2044-2296; 2070-2322; 2094-2346; 
llll' 3241 2O69I232I 2O50l2302; 3279-3527; 2076-2328; 2450-2702; 3019- 
llll 2279-2529- 3250-3502; 3010-3266; 2143-2398; 2734-2980; 2006-2261; 
2ol2'2297 317613422; 325913511; 2621-2876; 2819-3074; 2987-3242; 1987- 
m2" "49-3000- 2009-2264; 2526-2780; 2563-2817; 2051-2305; 3079-3333; 
11™ -All 209812352 2I64I24I8; 2104-2362; 3006-3264; 2103-2357; 2951- 
3209 2199-2452- 2169-2426; 2141-2398; 2139-2396; 2251-2508; 2152-2409; 

™5. 2059 2315 208512341; 1956-2212; 2099-2355; 506-762; 2365-2621; 
27?6 _ 3023 SSlm*', 22II-2523 2139-2398; 2249-2501; 2058-2318; 2084- 
23I3 2973-3232- 2053-2313; 2045-2304; 2911-3170; 2328-2587; 2253-2512; 
IHV2IV1' Illl'-IMO; 2070^329; 2041-2299; 2041-2273; 2757-3018; 1615- 
198^-2248 -3265-3526; 2582-2843; 2063-2323; 3134-3380; 1897-2136; 

1863 'o^o ,709 196512225- 458-721; 2537-2796; 2041-2304; 2886-3149; 

220 247 ? - 478"-2 l'; 2098-2361'; 2080-2342; 2140-2391; 2756-3018; 3263- 
2282-2544- 2681-2939; 3058-3320; 2087-2349; 2888-3149; 2036-2298; 

279213W9 315313414; 2980l 3 241; 2096-2361; 2377-2642; 1920-2185; 2744- 

2 3008; 30 1942-2207; 2027-2291; 2373-2636; 2251-2515-1980-2245- 713 -7261; 

till 2359-2636- 2559-2836; 2062-2338; 2324-2600; 2049-2325; 2038-2314; 
llol'ow 273613012 229712573; 2086-2359; 1988-2263; 2051-2327; 2048- 
2 f 2i7-2l96; 3 2953-3233; 23 2 i-2599; 3240-3514; 3093-3372^2482-27 1; 
nAQ „, ft , 2048-2327- 2050-2329; 2052-2331; 2145-2424; 2918-3198, 
2 34f8; 2 2 525- 2 2 0 803; 23 2 2 103- 2 2381; 1983-2261; 2| J23-2601, "73-2351, 2841-3118; 

llll'-All 141712698 2 Im-*«2, 1621-1889; 2040-2321; 2051-2332; 155- 
3437; 3183^-3464; 2037-2322; 2374-2659; 3149-3434; 3028-3313 2080 2364. 
3240-3521; 2016-2300; 2526-2810; 3026-3310; 2052-2336. 2071-2354, 3151 
3434; 3243-3526; 2145-2428; 2033-2315; 2053-2336; 2064-2352; 2204-2492, 
2016-2304; 3086-3372; 2070-2357; 2097-2384; 2008-2295; 3240-3526 2171 
2457; 3156-3442; 2053-2339; 7595-7870; 1588-1861; 2910-3196 2097 2383 
oqrzl -*-77n- 1243-3529- 2050-2336; 3089-3375; 2733-3019; 2089-2.3 /b, AXli 
2426; 3 19 8-2 69; 3 3 2 0 9 60-3?51; 2050-2342; 2099-2391; 1979-2270; 2860-3 5 ; 
237912670; 2099-2392; 3037-3327; 2756-3046; 3085-3375; 2956-3245 3237 
3526; 2222-2512; 3238-3524; 2067-2356; 2815-3104; 2053-2350; 2515-2812 
2833-3128; 2044-2340; 3228-3521; 2006-2302; 2049-2345; 1^9-1860 2663 
2959; 2321-2613; 2050-2345; 3233-3528; 3231-3526; 3142-3437; 2050-2346, 
2042-2337; 2342-2636; 2114-2408; 3180-3474; 2074-2368, 2312 2605 1610 
1851; 1999-2286; 3231-3524; 3231-3523; 2374-2667; 3130-3423; 1946-223^ 
738917694; 2024-2328; 2328-2630; 2122-2424; 2564-2865; 2279-2579 1988 
2289; 3066-3366; 2733-3032; 2479-2777; 3183-3481; 7619-7916 2025 2322, 
321613526; 3159-3468; 3090-3399; 1977-2286; 2049-2357; 2044-2352 2220 
2490; 3222-3529; 2050-2355; 2154-2458; 2129-2432; 3223-3526; 2778-3081, 
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3212-3527; 3207-3526; 3208-3526; 3212-3531; 3209-3526; 2098-2412- 2145- 
ItlV J 21S ~ 3526; 3192 " 3526 '- 1551-1866; 2254-2565; 2127-2453; 2037-2369 
2052-2383; 3201-3526; 2074-2400; 2166-2490; 1525-1853; 3198-3521- 2072- 
2398; 3198-3526; 2206-2510; 2070-2394; 1576-1880; 2059-2383- 2099-2422 
1944-2268; 1555-1866; 2139-2447; 1580-1881; 2219-2538; 317713526- 3079^ 
3423; 7446-7791; 3184-3527; 3182-3529; 3179-3526; 3185-3527; 3185-3529 
2781-3126; 2374-2705; 3188-3527; 2483-2819; 1544-1872; 3187-3526- 3188- 
3526; 2152-2490; 3191-3527; 2981-3168; 1946-2278; 3162-3529- 3193-3527 
Hll~ 3 l 2 lL «S~ 35 2 9; 2157 - 2523 <- 3169-3531; 7596-7959; 1537ll883; 3163- 
3526; 3169-3527; 6914-7061; 1529-1872; 1946-2304; 1524-1870; 3057-3409 
1637-1970; 2487-2788; 2978-3363; 3026-3411; 3142-3526; 3145-3526- 2559- 
HIV 3146 - 3526? 3148-3524; 3153-3528; 3151-3526; 3143-3517; 1601-1965; 
3126-3530; 7545-7916; 3073-3458; 3103-3506; 3122-3524; 3128-3530- 3117- 
3520; 3127-3527; 3084-3467; 3126-3526; 3133-3527; 3130-3529; 3133-3529 
2054-2442; 2537-2931; 3138-3528; 1494-1862; 3143-3526; 2779-3169- 3139- 
3526; 3030-3413; 3057-3413; 3116-3530; 3119-3528; 3110-3526; 3113-3526 
3115-3526; 3120-3531; 3118-3529; 2379-2789; 3116-3526; 3008-3416; 3119- 
3526; 3125-3526; 3125-3527; 3514-3920; 3120-3526; 3124-3529; 2827-3273 
\V,l~ 3 lll\ ^ 2 ~ 3517; 2995 - 343 5; 1938-2377; 2978-3417; 2049-2490; 3090- 
3529; 3091-3526; 3094-3526; 3021-3447; 3090-3520; 2518-2945; 3097-3526 
3100-3531; 1929-2357; 7292-7571; 2062-2489; 3107-3530; 3098-3512- 3109- 
3528; 1547-2036; 2980-3469; 3068-3468; 2235-2717; 2047-2517; 3017-3494- 
1899-2374; 2042-2518; 3059-3529; 2364-2835; 2590-3059; 2278-2747; 3269^ 
3739; 3057-3515; 2063-2521; 2083-2514; 541-993; 3074-3527; 1885-2335- 2472- 
2923; 3075-3526; 2107-2555; 2977-3423; 3078-3526; 2091-2634 7245-7571 
2067-2604; 2031-2566; 2223-2757; 2867-3404; 2067-2596; 2515-3041- 2419^ 
2945; 2067-2593; 1995-2520; 2118-2647; 2992-3510; 2920-3437; 2048-2564 
2093-2608; 2023-2538; 2049-2564; 2120-2633; 2047-2554; 2088-2579; 1943- 
2306; 6998-7469; 2303-2789; 2410-2911; 1899-2399; 2323-2819; 2371-2867 
2069-2567; 1994-2479; 1943-2329; 2369-2864; 2141-2738; 2061-2644; 212°. 
•2719; 2083-2660; 2946-3528; 2048-2635; 2675-3244; 7259-7571- 1957-2525 
2821-3384; 7229-7571; 2136-2692; 1988-2550; 1884-2452; 2044-2605; 7060- 
7534; 2301-2854; 2215-2766; 1976-2516; 2079-2634; 2083-2634; 2717-3266 

TSir'ffiiiSi mSuis" 8 "' 2M8 " 2651; 2os2 - 2,i2; 2o "- 2664; i22ii 

510 /LG: 241742 . 1 : 2001JUN22 || 1-614; 1-618; 9-126; 523-1068; 691-1291- 887- 
™'' "- 20 - 1688 '- H57-1625; 1355-2040; 1429-2031; 1553-2038; 1668-2031 ' 
111 8 - 1 * 71 ' 1726 - 223 "7; 1897-2391; 1903-2268; 1919-2258; 2240-2758; 2369- 
^ In 3 , 9 ' 2544-2765; 2597-2813; 2674-2996; 2938-3195; 3002-3407; 
3002-3224; 3026-3532; 3040-3566; 3062-3458; 3091-3359; 3094-3457- 3107- 
3318; 3107-3692; 3193-3719; 3194-3802; 3298-3492; 3352-3904; 3353-3876 
3392-3932; 3455-3947; 3437-3621; 3445-3947; 3491-3679; 3494-4094- 3535- 
4080; 3552-3794; 3567-4052; 3597-4180; 3724-4166; 3715-4273- 3717-3977- 
3719-3899; 3731-3796; 3775-3931; 3813-4164; 3822-4499; 3904-4173- 3964-' 
4135; 3948-4166; 3966-4346; 4032-4166; 4042-4425; 4083-4300; 4086-4166 
4116-4352; 4190-4448; 4190-4449; 4190-4329; 4197-4351; 4201-4478- 4202- 
4530; 4203-4434; 4203-4326; 4207-4857; 4215-4469; 4219-4795- 4301-4755. 
4300-4522; 4337-4511; 4337-4523; 4365-4887; 4367-4622; 4367^4522- 4373-' 

^":,^ 2 -^^^fr-!??3^^ 4 -frj^^ 47 - 5110 '- 4547-5124; 4553-4608 
"rr: ,J ""' 01J '" """^J-; -aooe-aujLH; 4568-5068; 4567-4802; 4567 
V 1 V .«o! 8 ~ 4714; 4568 " 4 631; 4569-4803; 4593-4742; 4684-4962; 4694-4962 
tlli ZV* 4723 - 5035 ; 4771-5086; 4771-5080; 4771-5079; 4771-5076; 4773 
^VAll 56; 4782 -5041; 4792-5040; 4812-5366; 4813-5100; 4814-5230 
i 8 A~ .III 4815 -5025; 4816-5466; 4829-^4935; 4846-5071; 4856-5371; 4865 
AtV 5118: 4865 -5107; 4892-5606; 4901-5312; 4917-5092; 4946-5224 

till' 11 ' 4963 -5070; 4971-5565; 4968-5158; 4969-5076; 4976-5465; 4981 
IVLV Aa^'IV**'' 4998 " 5243 '- 5015-5266; 5027-5249; 5029-5485; 5057-5309 
5067-5643; 5085-5540; 5099-5627; 5099-5331; 5107-5649- 5124-5533- 5133 
IttV ^ll 2 ~ 5i ° 0: 519 °-56H; 5216-5695; 5238-5695; 5243-5676; 5245-5684- 
5254-5689; 5263-5682; 5272-5696; 5272-5682; 5275-5698; 5289-5689; 5289^ 
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<Sfi76- 5312-5676- 5316-5695; 5341-5676; 5345-5690; 5348-5639; 5348-5422; 
535515699 5351 -sill: 536ll 5 675; 5366-5695; 5377-5620; 5381-5681; 5389- 
. 5391-5682; 5392-5682; 5395-5687; 5411-5615; 5424-5695; 5431-5677; 
544ll5713; 5441-5681; 5454-5561; 5454-5696; 5463-5699; 5464-5692; 5467- 
5682; 5492-5698; 5536-5683; 5541-5692; 5544-5689; 5555-5682; 5558-5674; 

5^/^244520. 33 :2001JUN22 || 1-602; 225-857; 318-742; 355-610; 370-627; 
392-723; 533-862; 585-713; 810-1052 

Jg^^SSHwSSEa !i i599 2 -1922; 1440-1913; 1619-1913; 1561-1911; 
li«^9«] 180 7 ll909; 1314-1895; 1391-1893; 1412-1829; 1532- 

1738- 1514-1697; 1379-1696; 1480-1696; 1493-1695; 1430-1695; 1481-1695; 
EXllSS- "s^ieST; 105 7 ll656; 1476-1654; 1476-1619; 1022-1609; 888-1593; 
"aJ-WBS. 1314-1492; 1218-1467; 1218-1430; 1173-1421; 657-1206; 653-1204; 
385-940 532-759; 1-670; 175-618; 406-595; 412-525; 175-454 
5?4;^?253580 6T2001JUN22 || 1-589; 133-541; 219-594; 219-473; 235-1280; 
23 6 815 284-856- 319-601; 335-573; 389-802; 353-633; 386-630; 425-877; 
440 _ -955'- 509-1063; 574-946; 586-1046; 609-1052; 678-902; 699-966 , 701-827 ; 
742 919- 833-1224- 869-1080; 875-1270; 904-1337; 918-1336; 919-1259; 955- 
I2O6 957-1386 957-1247; 962-1248; 1026-1345; 1026-1247; 1030-1296; 1042- 
llll "12-1345; 1045-127B; 1074-1441; 1076-1335; 1096-1382; 1107-1348; 
1110ll669- 1113ll343; 1126-1355; 1160-1426; 1171-1650; 1171-1432; 1174- 
Si!. "78-1353; 1182-1477, 1183-1342; 1200-1450; 1204-1428; 1209-1341; 
12^1474 1224ll478; 1225-1351; 1228-1518; 1243-1696; 1268-1319; 1279- 
^ot 1280 1507-1281-1554; 1311-1388; 1351-1629; 1359-1696; 1364-1798; 
TsS-lllT; 1 67ll603 S?ll598, 1367-1584; 1367-1585; 1371-1600, 1376- 
1616-1387-1585- 1390-1633; 1394-1638; 1407-1557; 1410-1650; 1418-1687; 
iSJllSSI M3011694; 1440-1803; 1463-1705; 1473-1690, • 1489-1651; 1522- 
1795-1522-1754; 1529-1819; 1529-1782; 1530-1794; 1543-1783; 1545-1834; 
1547ll825 1550ll767; 1557-1829; 1559-1813; 1560-1811; 1561-1822; 1567- 
1840-1570-1853- 1575-2002; 1579-1852; 1586-1852; 1586-1854; 1592-1915; 

I633ll856; 163 3 ll826; 1636-1855; 1645-1909; 1646-1875; 1646- 
1866 ^49-2225- 1649-1922* 1666-2129; 1670-1883; 1670-1858; 1672-1936; 
llll'l^l 1679ll904; 168 3 ll897; 1684-1923; 1685-1902; 1686-1748; 1689- 
llll; ?693-2195, 17oi-2245; 1701-1966; 1702-1995; 1711-1955,-1714-2024; 
1723ll945; 174 2 ll892; 1748-2318; 1748-1893; 1754-2283; 1753-1995; 1754- 
1995; 17 55-1959; 1757-1968; 1758-1965; 1759-2047; 1759-2025; "84-2297, 
1787ll992, 1787ll991, 1787-1989, 1787-1957; 1802-1973; 1803-2180; 1814- 
2183-1818-2058, 1822-2074; 1825-2102; 1829-2051; 1831-2059; 1837-2095; 
18392144 184ll2071; 1844-2092, 1846-2017; 1845-2011; 1852-2238; 1852- 
2122; »- , 1852-2094, 1857-2102, 1859-2786; 1859-2147, 1863-2128; 
1870l 2 157- 1877-2436, 1884-2114; 1886-2035, 1892-2232; 1894-2490; 1894- 
ES, 1895-2006, 1896-2238, 1912-2542, 1919-2181, 1919-2153 ; 1921-2177 ; 
192212204- 1929-2181, 1937-2184; 1943-2058; 1947-2218; 1962-2106; 1963- 
2223-1976-2106, 1980-2242, 2001-2272, 2026-2321, 2028-2287, 2031-2298; 
203612360, 2037l 2 304, 2037-2265, 2041-2561; 2041-2273; 2041-2274; 2049- 
2711- 2049-2496; 2071-2311; 2077-2314; 2078-2341; 2077-2266; 2083-2503; 
208512337; 208712495; 2087-2364; 2088-2495; 2091-2356; 2095-2355; 2104- 

2364- 2108-2359; 2110-2243; 2111-2388, 2115-2680, 2119-2266, 2125-2603, 
21372387 213812437, 2154-2359; 2158-2495; 2175-2748; 2180-2459; 2180- 
S«7 2183-2781, 2178-2^45, 2193-2461; 2197-2747; 2210-2475, 2211-2445, 
221212453, 2221-2465, 2235-2484, 2239-2529, 2242-2530, 2243-251 8, 2244- 
2553- 2258-2783; 2261-2496; 2265-2553; 2271-2525; 2271-2521; 2271-2510, 
227312526 227412506; 2279-2376; 2281-2726; 2289-2744; 2293-2547, 2312- 
2565; 2316-2748, 2319-2542; 2323-2520; 2323-2786; 2323-2610; 2324-2783, 
233ll2785; 2337-2783; 2341-2783; 2343-2786; 2342-2783; 2359-2785; 2347- 
2790; 2350-2791; 2350-2789, 2353-2793, 2355-2438, 2356-2783 ,2357-2792 , 

2365- 2792; 2365-2783; 2366-2459, 2366-2664, 2368-2615; 2368-2565; 2369- 
2786- 2371-2788; 2371-2576; 2372-2576; 2373-2640; 2375-2750; 2377-2786, 
237812452; 2379-2597; 2380-2576; 2382-2630; 2389-2576; 2392-2786; 2396- 
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2782; 2398-2576; 2399-2789; 2412-2786; 2412-2618; 2414-2767; 2414-2786- 
2414-2642; 2421-2699; 2424-2611; 2426-2783; 2431-2799; 2431-2781; 2438- 
2786; 2438-2636; 2446-2784; 2448-2731; 2448-2680; 2451-2644; 2463-2671- 
2466-2782; 2466-2662; 2470-2779; 2467-2786; 2467-2662; 2471-2787- 2472- 
2786; 2483-2755; 2490-2787; 2492-2758; 2491-2746; 2493-2783; 2492-2714- 
2494-2729; 2495-3040; 2497-2745; 2497-2742; 2497-2786; 2499-2783- 2500- 
2753; 2500-2576; 2502-2553; 2504-2788; 2505-2782; 2507-2731- 2517-2738- 
2520-2772; 2524-2703; 2534-2780; 2549-2786; 2549-2763; 2552-2671- 2565- 
3046; 2572-2782; 2577-3077; 2577-2852; 2610-2783; 2622-2781; 2637-3080; 
2637-2913; 2647-3081; 2650-3081; 2667-2786; 2668-2786; 2671-3068- 2673- 
2783; 2714-2783; 2731-2786; 2758-3027; 2803-3408; 2811-3081; 2840-3071- 
2845-3091; 2952-3187; 2988-3274; 2988-3084; 3316-3588; 3316-3713 ;' 36isl4172 
515/LG: 291759. 5 :2001JUN22 || 1-264; 67-386; 107-386; 113-368; 113-324- 113- 
213; 113-285; 113-241; 113-202; 113-503; 113-446; 113-175; 113-449; 113- 
206; 113-170; 118-192; 116-517; 117-389; 129-364; 124-550; 152-633; 156- 
633; 179-619; 216-532; 245-321; 272-857; 288-542; 345-621; 399-916- 399- 
654; 402-663; 411-593; 437-652; 512-649; 533-1107; 606-660; 569-647; 847- 
1131; 940-1153; 940-1086; 952-1105; 1004-1665; 1005-1218; 1028-1220- 1042- 
1220; 1062-1454; 1079-1220; 1092-1244; 1104-1220; 1143-1220; 1209-1445 
1209-1447; 1209-1713; 1226-1308; 1226-1351; 1229-1509; 1229-1516- 1248- 
1509; 1294-1453; 1294-1468; 1298-1766; 1298-1761; 1310-1593; 1314-1760' 
1453-1719; 1465-1737; 1472-1724; 1477-1756; 1482-1716; 1485-1760; 1490- 
1760; 1493-1760; 1501-1765; 1502-1765; 1502-1565; 1503-1765; 1504-1660; 
1507-1763; 1510-1594; 1510-1664; 1510-1671; 1510-1760; 1510-1583; 1510- 
1758; 1510-1765; 1510-1764; 1510-1596; 1511-1762; 1511-1603; 1511-1767- 
1511-1764; 1537-1765; 1572-1766; 1572-1765; 1574-1760; 1575-1725; 1575- 
1726; 1580-1763; 1590-1760; 1700-1765 

516/LG:298226.1:2001JUN22 || 539-1158; 983-1158; 78-629; 1-619; 1-605; 323- 
578; 1--554 

517/L.G: 306342. 1:2001JUN22 || 1-752; 166-239; 575-697; 655-943 
518/LG: 327144. 5 :2001JUN22 || 1-264; 86-694; 181-682; 182-405; 227-848- 267- 
673; 268-400; 558-1036; 561-816; 770-985; 774-1477; 776-1033; 913-1515- 
962-1142; 1025-1346; 1025-1283; 1034-1343; 1112-1359; 1194-1252; 1428-203'' • 
1542-1917; 1621-1930; 1626-1887; 1630-1922; 1626-1888; 1659-1888- 1668- " 
.1963; 1644-1888; 1649-1879; 1652-1773; 1658-1900; 1668-1871; 1702-1888- 
1726-1968; 1727-2000; 1732-1888; 1704-1838; 1709-1888; 1710-1983- 1710- 
1978; 1728-2237; 1742-1894; 1732-2255; 1744-2034; 1752-1888; 1753-1924' 
1754-2006; 1728-1976; 1756-1990; 1750-2181; 1752-2168; 1764-2010; 1754- 
2348; 1758-2126; 1780-2028; 1781-1888; 1771-2146; 1784-2034; 1758-2174- 
1759-2173; 1759-1887; 1790-1937; 1791-1949; 1781-2176; 1764-1888- 1801- 
1888; 1801-1887; 1803-1888; 1778-2047; 1783-1991; 1783-2339; 1804-2243 
1821-2073; 1796-1888; 1799-2073; 1821-2308; 1835-2374; 1820-2064- 1820- 
1888; 1822-1989; 1822-1919; 1832-2090; 1832-2118; 1832-2081; 1867-2264- 
1908-1993; 1876-2235; 1882-2114; 1902-2181; 1888-2387; 1907-2355- 1913- 
2151; 1906-2465; 1906-2129; 1907-2187; 1907-2153; 1907-2117; 1913-2121- 
1913-2096; 1942-2175; 1927-2116; 1945-2182; 1952-2239; 1958-2312- 1956- 
2187; 1960-2233; 1966-2382; 1982-2478; 1958-2195; 1964-2570; 1982-2370- 
1971-2186; 1990-2211; 1991-2214; 1993-2186; 1978-2238? 1997-2333- 1996- 
\IIV~ 222B; 1997 -2H9; 1998-2669; 1994-2600; 1997-2592; 2016-2417; 
~wl5-22S5 ; 2036-2572; 2027-2669; ^017-2187; 2041-2642; 2049-2301- 2049* 
2334; 2049-2328; 2075-2665; 2075-2593; 2075-2208; 2093-2350; 2095-2364 
2099-2327; 2100-2327; 2090-2567; 2090-2304; 2090-2570; 2118-2322; 2120 
2658; 2123-2672; 2148-2640; 2138-2662; 2160-2402; 2143-2671; 2164-2392 
2165-2381; 2157-2700; 2174-2706; 2175-2421; 2203-2665; 2204-2486; 2207 
2342; 2218-2703; 2232-2706; 2236-2698; 2222-2424; 2222-2439; 2239-2563 
2224-2594; 2244-2333; 2248-2696; 2249-2696; 2257-2706; 2258-2437; 2245 
2703; 2245-2709; 2264-2707; 2251-2698; 2252-2703; 2253-2464; 2254-2703 
2272-2698; 2272-2707; 2257-2703; 2274-2703; 2259-2502; 2280-2698; 2282- 
2696; 2283-2698; 2288-2696; 2284-2514; 2295-2696; 2297-2368; 2298-2707; 
2284-2511; 2301-2698; 2285-2704; 2286-2703; 2303-2707; 2288-2653; 2305- 
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2698- 2307-2698; 2309-2698; 2311-2703; 2296-2703; 2329-2703; 2333-2706; 
2335-2619; 2336-2698; 2341-2706; 2342-2427; 2347-2703; 2349-2688; 2352- 
2706; 2356-2693; 2359-2707; 2361-2669; 2361-2635; 2362-2703; 2346-2604; 
2364-2611; 2365-2492; 2353-2587; 2376-2701; 2377-2710; 2365-2703; 2382- 
2704- 2385-2703; 2387-2704; 2403-2703; 2410-2703; 2403-2701; 2413-2703; 
2413-2605; 2417-2696; 2431-2682; 2433-2663; 2417-2661; 2475-2698; 2498- 
2701- 2499-2703; 2515-2703; 2567-2703; 2571-2707; 2561-2678; 2586-2707; 
2602-2703; 2619-2704; 2203-2409; 2201-2362; 1758-1864; 2003-2601; 1938- 
2600; 693-1162; 662-1125; 685-1157; 2249-2703; 699-1154; 707-1162; 859- 
1166; 713-1166; 2368-2691; 2309-2701; 2314-2708; 749-1161; 2285-2694; 2246- 
2704; 625-1147 

519/LG: 331499. 8 :2001JUN22 |j 1-257; 11-342; 11-411; 11-268; 14-291; 30-735; 
29-646; 30-286; 31-531; 33-356; 36-471; 35-418; 35-240; 36-333; 39-278; 41- 
206- 47-289; 54-319; 56-324; 63-304; 71-484; 68-324; 68-278; 70-245; 70- 
679- 74-327; 89-332; 91-513; 94-339; 111-307; 166-229; 250-695; 293-741; 
308-877; 382-715; 383-646; 492-690; 517-787; 573-941; 633-1226; 641-1031; 
641-857- 721-969; 726-860; 733-980; 739-1217; 759-1211; 790-1136; 864-1165; 
865-1458; 865-1450; 865-1424; 875-1141; 979-1609; 1000-1211; 1022-1182; 
1040-1628; 1038-1628; 1057-1314; 1089-1521; 1099-1628; 1099-1617; 1109- 
1531- 1126-1535; 1136-1389; 1137-1461; 1137-1231; 1143-1843; 1226-1466; 
1528-2127; 1789-2303; 1827-2081; 1844-2169; 2069-2317; 2161-2405; 2188- 
2551; 2259-2423; 2296-2404; 2326-2404; 2328-2437 

520/LG:331582.12:2001JUN22 || 1-568; 1-544; 34-543; 41-261; 42-275; 96-588; 
111-391; 134-453; 133-582; 183-586; 228-528; 279-583; 294-542; 294-558; 
301-519; 301-501; 301-582; 306-502; 317-583; 317-596; 355-582; 451-583; 
530-797; 530-581; 593-1158; 613-854; 615-888; 660-911; 694-1128; 710-1130; 
743-1023; 773-1060; 775-1066; 799-1084; 802-997; 802-995; 821-903; 830- 
1081- 839-1016; 908-1324;" 1041-1609; 1048-1557; 1048-1553; 1073-1396; 1117- 
1619; 1224-1497; 1230-1724; 1247-1680; 1247-1527; 1247-1487; 1247-1441; 
1250-1651; 1305-1587; 1308-1874; 1351-1635; 1369-2151; 1554-1862; 1554- 
1701; 1547-1898; 1573-2354; 1576-1857; 1587-2044; 1614-1784; 1617-1943. 
1627-1889; 1638-2174; 1638-2091; 1638-1843; 1638-1832; 1638-1810; 1656- 
1949- 1679-2111; 1678-1879; 1690-1816; 1706-2095; 1707-1924; 1710-2052; 
1739-1983; 1741-1974; 1745-2010; 1763-2286; 1823-2069; 1825-2445; 1827- 
2504- 1833-2441; 1836-2462; 1860-2026; 1868-2437; 1870-2418; 1881-2485; 
189ll2524; 1918-2152; 1919-2489; 1923-2140; 1928-2203; 1940-2262; 1946- 
2069- 1957-2304; 1988-2134; 2021-2297; 2055-2249; 2068-2536; 2077-2524; 
2089-2522; 2102-2524; 2103-2530; 2113-2527; 2114-2423; 2114-2367; 2115- 
2480; 2121-2452; 2126-2360; 2138-2529; 2142-2518; 2143-2445; 2161-2368; 
2165-2426; 2166-2524; 2166-2416; 2171-2524; 2188-2533; 2188-2518; 2197- 
2536- 2207-2516; 2215-2519; 2215-2516; 2234-2530; 2241-2476; 2252-2524; 
2267-2524; 2269-2523; 2325-2518; 2330-2522; 2330-2515; 2333-2524; 2334- 
2531; 2356-2525; 2358-2545; 2395-2554; 2447-2522 

521/LG:333017.12:2001JUN22 || 76-559; 102-555; 100-555; 184-553; 237-552; 
247-552; 357-552; 75-552; 326-552; 351-552; 1-547; 92-547; 113-547; 220- 
547; 262-547; 249-544; 235-542; 263-542; 177-536; 255-501; 262-488; 1-466; 
150-387; 51-342 

522/LG: 334438. 8 :2001JUN22 || 1-596; 158-348; 214-735; 214-686; 242-604; 
320-506; 321-592; 396-770; 431-700; 478-741; 496-701; 503-739; 505-737; 
506-739; 579-864; 625-750; 637-890; 645-747; 715-1276; 778-833; 1067-1538; 
1214-1646; 1282-1646; 1284-1549; 1378-1647; 1429-1646; 1445-1566; 1486- 
1686; 1544-1649 „ AC/r 

523/LG:337835.7:2001JUN22 || 1-435; 15-132; 24-221; 24-284; 31-273; 36-456; 
36-259; 41-149; 44-321; 64-669; 81-168; 83-613; 92-323; 124-353; 133-359; 
177-455; 177-457; 189-457; 371-1046; 380-965; 380-629; 380-458; 497-1081; 
548-772; 595-1079; 625-1002; 652-1120; 654-1116; 659-1116; 668-1116; 683- 
1118; 691-1078; 694-1119; 719-1121; 721-1118; 722-1116; 726-850; 730-1119; 
792-1113; 836-1123; 847-1116; 930-1112; 1011-1114 

524/LG:346536.12:2001JUN22 || 1-635; 3-129; 7-249; 20-269; 21-589; 20-659; 
24-524; 31-374; 34-284; 48-580; 48-284; 53-106; 58-284; 55-530; 85-465; 85- 
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330; 86-341; 114-331; 147-423; 159-431; 189-409; 201-824; 245-459; 284-733; 
295-888; 340-731; 368-953; 456-789; 484-969; 610-1085; 659-1179; 860-1024; 
960-1576; 975-1190; 981-1569; 987-1355; 1018-1630; 1028-1578; 1066-1397; 
1088-1387; 1253-1476; 1265-1483; 1419-1968; 1444-1924; 1447-1712; 1479- 
1764; 1526-1794; 1564-1798; 1564-2093; 1603-1922; 1603-1875; 1612-1815; 
1687-2260; 1832-2372; 1840-2110; 1924-2412; 1942-2412; 1956-2183; 1958- 
2198; 2002-2517; 2024-2627; 2025-2721; 2033-2336; 2033-2237; 2036-2299; 
2059-2294; 2061-2667; 2063-2341; 2068-2513; 2073-2707; 2074-2441; 2091- 
2417; 2093-2417; 2095-2411; 2095-2231; 2099-2313; 2107-2665; 2106-2674; 
2142-2507; 2158-2722; 2232-2487; 2255-2772; 2282-2572; 2286-2571; 2305- 
2363; 2338-2441; 2340-2561; 2378-2740; 2381-2523; 2413-3030; 2437-2724; 
2447-2786; 2455-2724; 2468-2945; 2486-2900; 2495-2680; 2555-2719; 2571- 
2840; 2577-3085; 2584-2760; 2614-2875; 2622-2821; 2649-2943; 2671-2939; 
2671-2902; 2696-2889; 2697-2995; 2723-3084; 2724-3147; 2725-3146; 2757- 
3003; 2760-3288; 2777-3146; 2780-3146; 2803-3070; 2810-3146; 2814-3146; 
2832-3427; 2861-3114; 2871-3145; 2876-3139; 2892-3167; 2916-3165; 2943- 
3188; 2947-3286; 2953-3453; 2957-3084; 2957-3037; 2972-3447; 2997-3245; 
2997-3164; 3018-3258; 3028-3298; 3046-3281; 3078-3317; 3084-3316; 3085- 
3171; 3099-3316; 3111-3316; 3115-3316; 3124-3566; 3131-3316; 3134-3316; 
3135-3316; 3136-3321; 3159-3316; 3163-3316; 3165-3316; 3199-3314 
525/LG: 348117. 5 :200lJUN22 || 1-260; 100-491; 98-494; 121-265; 160-708; 348- 
878; 453-630; 458-893; 489-781; 510-809; 510-830; 510-778; 525-897; 527- 
705; 528-777; 532-881; 549-814; 585-783; 624-885; 636-902; 648-912; 669- 
896; 689-896; 691-1174; 713-893; 715-896; 747-896; 765-895; 772-896; 780- 
896; 805-896; 838-896; 1046-1182; 1048-1182; 1082-1182; 1084-1218; 1089- 
1499; 1089-1203; 1091-1182; 1109-1182; 1111-1182; 1385-1828; 1388-1828; 
1389-1643; 1389-1885; 1411-1642; 1420-1540; 1420-1879; 1420-1727; 1420- 
1655; 1420-1530; 1421-1474; 1421-1565; 1423-1849; 1424-1917; 1424-1825; 
1425-1644; 1429-1831; 1438-1644; 1440-1644; 1447-1913; 1447-1810; 1447- 
1828; 1447-1794; 1447-1825; 1447-1644; 1457-1781; 1457-1644; 1464-1898; 
1483-1878; 1484-1926; 1486-1566; 1519-1828; 1526-1644; 1532-1957; 1538- 
1956; 1536-1644; 1539-1644; 1544-1958; 1548-1962; 1553-1957; 1558-1821; 
1588-1644; 1636-1934; 1651-1746; 1686-1954; 1684-1746; 1688-1957; 1804- 
1955; 1836-1953; 1885-1958 • 

526/LG:350407 . 22 : 2001 JUN22 || 143-434; 164-434; 182-434; 8-433; 154-428; 
170-428; 266-428; 303-428; 170-423; 218-429; 154-415; 170-411; 1-410; 146- 
403; 103-403; 177-403; 170-398; 159-394; 1-393; 299-393; 170-389; 191-384; 
114-375; 170-373; 170-370; 203-364; 170-331; 154-330; 8-328; 154-322; 1- 
318; 170-289; 170-286; 170-260; 8-224 

527/LG: 373219. 13 :2001JUN22 || 1-547; 26-383; 70-605; 72-247; 95-264; 131- 
692; 197-449; 229-384; 321-573; 366-622; 384-826; 384-656; 413-728; 446- 
925; 467-622; 467-924; 467-885; 475-1002; 482-650; 484-945; 486-750; 538- 
874; 564-711; 706-1279; 715-970; 730-1274; 741-1389; 744-1147; 788-989; 
890-1068; 902-1082; 925-1116; 939-1375; 961-1407; 1027-1290; 1032-1342; 
1032-1558; 1060-1340; 1062-1114; 1143-1407; 1197-1407; 1246-1407; 1273- 
1677; 1273-1532; 1430-1698; 1437-1609; 1446-1749; 1486-2104; 1536-1754; 
1562-1824; 1561-2263; 1573-1821; 1578-1820; 1579-1828; 1605-1791; 1608- 
1856; 1614-1918; 1617-1844; 1638-1818; 1642-2191; 1642-1860; 1650-2193; 
1661-1904; 1664-1893; 1699-1979; 1699-1972; 1727-1997; 1727-2197; 1739- 
^A-aw, a. # j-z-jL^^r* , j./<*^-^uuo,- x/yz-^uui; _l /yj-xoz^ ; ± / ts y y 

1835-1905; 1840-2076; 1850-2271; 1881-2123; 1883-2394; 1903-2156; 1913 
2084; 1915-2195; 1923-2156; 1939-2187; 1998-2275; 2001-2222; 2007-2193 
2014-2305; 2035-2556; 2045-2311; 2047-2303; 2053-2325; 2058-2456; 2066 
2312; 2066-2304; 2099-2369; 2112-2316; 2140-2374; 2142-2648; 2147-2400 
2150-2433; 2152-2423; 2165-2395; 2199-2736; 2199-2308; 2204-2463; 2206 
2446; 2225-2463; 2253-2959; 2247-2647; 2247-2463; 2250-2463; 2252-2650 
2253-2647; 2253-2724; 2285-2647; 2285-2575; 2323-2464; 2325-2568; 2368 
2463; 2368-2643; 2381-2586; 2397-2628; 2411-2658; 2414-2463; 2422-2742 
2481-2645; 2481-2650; 2481-2647; 2481-2897; 2484-2893; 2484-2897; 2503 
2896; 2508-2896; 2509-2647; 2511-2636; 2521-2754; 2523-2890; 2531-2639 
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, Mn . 2 550-2647- 2555-2850; 2560-2645; 2570-2891; 2589-2897; 2590- 

llll; 2664-1196; 2667-2896; 2667-2886; 2667-2736; 2667-2834; 2670-2896; 
ikni oo fi . 2672-2893- 2699-2895; 2704-2891; 2710-2798; 2712-2857; 2711- 
lll, \nV? ?8B6- 2754-2896- 275^-2902; 2776-2886; 2777-2877; 2786-2893 
504l 8 !5:— 22' | 1-207; 25-778; 240-511; 274-645; 274 826 
nnl en*. 277-550- 283-480; 298-571; 302-547; 335-516; 338-623; 518-10J^, 
lit fll' 529-8M- 531-835 531-802; 531-771; 532-803; 536-802; 536-785; 
11, 111 MO- 711-961- 723-1343; 734-1224; 734-977; 820-1056; 823- 

1275 84^244® 897-1351 904-1387; 912-1355; 942-1325; 946-1385; "9-1388; 
• 1 021 ' 1389- 1061-1387; 1080-1384; 1151-1414; 1183-1387; 1185-1350; 1276- 
1728 1316-^478- 1413-2081; 1505-1804; 1756-2215; 1877-2202; "80-2160; 

lltllllie; lllt-llil) 3717-3933; 3718-3886; 3727-3930, 3727-3872; 3728- 

r 3 0 / S 4 400 6 S2. 1 ,200 l ^22 H 3-723, J^J^.'^i.U^.ISir 

?^0- 3 5 3 l3 3^: 3 33^-333 9 : 3 3lo 9 -^3 " S -3^: 3 3«8-40x0 , 3 ^2 6 -3 966 , 

lilV-llll 3 5 57l3786! Um^SM; 357714009; 3611-4004; 3644-4040; 3661- 

t; 5 S; 3,46. 3670-4053; 3682-4048; 3689-3959; 3714-4034; 3721-3831; 

3721:405" 3724:3989; 3768-3932, 3844-4010; 3844-3999; 3881-4048; 3881- 

5ri^roiil3 43 li,2001^2 || 1-532; 2,2-750, 272-765, 474-1014 , 474-749 , 
545-^7, 666-934, 691-908, 772-1348, 869-1364, 904-1164, 923-1333. 985 

5 f 2 ^6389 3 l,200^ 

738- 514-740; 649-910; 654-936; 697-1068; 700-967; 927-1213, 929 1464, 
IlJs-1557- 1148-1583; 1152-1668; 1158-1495; 1185-1561; 1224-1557; 1249- 
llts, 1249-1555; 1273-1557; 1400-1561; 1449 -1516; "84-2152; 1785-2219; 

1338-1764; 1452-1570; 1469-2016; 1501-1734; 1549-1810; "57-2057. 1593 
225A- 1592-2057- 1646-2184; 1659-1945; 1680-2069; 1689-2057; lf90-2064, 
????'2070 178912046 1789^2066; 1789-2016; 1791-2057; 1834-2112; 1904- 
2062 ^7-227^ ^915-2398; 1915-2253; 1956-2057; 2008-2564; 1980-2266; 
198?: 2 27o! 203612267; 2084^207 ; 2107-2740; 2160-2736; 2203-2784, 2239 
2871; 2378-2627; 2378-2536; 2381-2578; 2381-2594; 2471-2966; 259 3 -2851 
260312880; 2752-3029; 2761-3035; 2852-3038; 2892-3024; 2896-3029 2926 
3393; 2961-3437; 2962-3029; 3160-3413; 3181-3428; 3185-3611; 3188 3398 
3200l3466; 3210-3441; 3216-3491; 3236-3474; 3245-3548; 3265-3521 3344 
3626; 3356-3746; 3356-3727; 3356-3597; 3411-3634,- 3427-3826; 3427 3580, 
,„ n ,775. 3674-3788- 3710-4024; 3713-3991; 3728-3924 

S/LG^lOS^l 200^22 || 1-277; 88-346; 102-609; 145-596; 145-369; 

249-346; 400-595; 504-588 ^5-296- 44- 

535/LG:413583.15:2001JUN22 || 1-209; 20-488 ; 18 -572; 35-262; 35 44 
509; 42-470; 52-543; 168-574; 178-643; 205-411; 274-519; 298-662, 348 
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350-656; 351-667; 362-555; 385-769; 411-789; 621-898; 751-1253; 805-1115- 
805-1119; 821-1064; 1047-1515; 1050-1302; 1050-1490; 1075-1625; 1169-1438- 
1175-1673; 1205-1694; 1205-1611; 1294-1987; 1391-1764; 1396-1963- 1416- ' 
1946; 1436-1878; 1436-1660; 1453-1844; 1458-1629; 1458-1835; 1465-1579 
1490-1767; 1533-1806; 1564-2128; 1581-1682; 1581-1824; 1617-1764- 1628- 
1764; 1657-1898; 1657-1895; 1783-1922; 1797-2586; 1849-2483; 1876-2473 
1890-2483; 2015-2483; 2022-2130; 2024-2289; 2041-2431; 2048-2518- 2058- 
2522; 2059-2518; 2063-2519; 2065-2522; 2062-2516; 2071-2508; 2076-2520- 
2087-2516; 2101-2527; 2157-2528; 2210-2516; 2214-2510; 2232-2444- 2330- 
2395; 2421-3105; 2428-3019; 2513-3132; 2554-3041; 2583-3132; 2663-3224- 
2666-2762; 2665-3183; 2665-3250; 2715-3289; 2813-2989; 2813-3357- 2824- 
3437; 2981-3118; 3026-3238; 3038-3291; 3107-3304; 3208-3360; 1917-2504 
536/LG:419641.35:2001JUN22 || 1-110; 1-345; 3-706; 16-587; 40-133- 61-611- 
347-958; 647-909; 653-1332; 669-802; 683-888; 718-1365; 733-1039- 775-1361- 
837-1031; 965-1532; 989-1096; 989-1058; 1001-1291; 1007-1074; 1061-1318- ' 
1074-1540; 1086-1307; 1087-1285; 1108-1405; 1137-1421; 1151-1634- 1180-' 
^'\P 25 " 1321; 123 °- 1464 <- 1238-1529; 1327-1486; 1375-1850; 1485-2082; 
1557-1839; 1564-1786; 1564-1817; 1564-2106; 1566-1773; 1564-1801- 1571- 
1647; 1583-1845; 1637-1828; 1664-1920; 1812-2112; 1847-2044; 1950-2464 
1954-2575; 1998-2566; 2092-2288; 2156-2626; 2167-2500; 2168-2396- 2171- 
2450; 2172-2300; 2201-2520; 2297-2947; 2350-2923; 2380-2620; 2383-2831- 
2383-2846; 2426-2626; 2451-2992; 2455-2975; 2455-2872; 2467-3085; 2469- 
3048; 2484-2919; 2495-3067; 2497-2940; 2512-2771; 2524-3007; 2528-2839' 
2533-3041; 2560-3019; 2568-3019; 2573-3017; 2578-2867; 2582-3021- 2583- 
3023; 2588-2875; 2590-2960; 2603-3094; 2605-3017; 2609-3083; 2610-3091' 
2617-2884; 2620-3090; 2621-3089; 2623-3017; 2632-3086; 2634-3091- 2635- 
3090; 2636-3064; 2637-3042; 2643-3097; 2642-2896; 2653-2841; 2666-3083 
■2669-3092; 2677-3024; 2678-3091; 2691-2851;- 2697-3035; 2698-3085- 2708- 
3093; 2710-3084; 2710-3099; 2712-2964; 2712-3086; 2717-3085; 2721-3096- 
• 2723-2957; 2736-3085; 2739-3089; 2741-3046; 2745-2844; 2750-3034- 2750- 
3049; 2766-3018; 2769-3087; 2771-3086; 2774-3090; 2774-3120; 2778-3016 
■2790-3088; 2790-3118; 2808-3085; 2811-3093; 2811-3070; 2815-3093- 2817- 
3087; 2823-3089; 2825-3087; 2829-3291; 2836-3098; 2836-3041; 2838-3127- 
2839-3088; 2863-3086; 2877-3301; 2895-2974; 2927-3088; 2930-3096- 2963^ 
3083>; 2990-3099 

537/LG: 420759. 4 :2001JUN22 || 1-221; 1-377 

538/LG:425448.18:2001JUN22 || 3962-4500; 4164-4488; 4103-4461; 3905-4330- 
4030-4330; 3710-4324; 3820-4187; 3903-4184; 3507-4036; 3233-3674- 3403- ' 
3640; 3195-3628; 3298-3541; 3049-3387; 3034-3373; 3033-3347; 3036-3235- 
2750-3224; 3036-3198; 3081-3197; 2917-3181; 2816-3150; 2910-3143- 2917^ 
3143; 2752-3137; 2613-3135; 2767-3136; 2825-3113; 2835-3113; 2877-3113- 
2809-3111; 2657-3008; 2711-3004; 2424-2978; 2497-2934; 2320-2872- 2323- 
2845; 2576-2831; 2267-2745; 2366-2639; 2147-2561; 2303-2542; 2284-2498; 
2168-2477; 2214-2475; 1791-2425; 2139-2411; 2053-2406; 1947-2364; 1996^ 
2308; 2095-2308; 1834-2292; 2005-2267; 1833-2221; 2018-2210; 1935-2190- 
1970-2123; 1833-2077; 1668-2064; 1735-2052; 1789-2049; 1814-2010; 1660^ 
1956; 1747-1948; 1752-1948; 1627-1906; 1634-1873; 1413-1851; 1629-1837- 
1726-1832; 1664-1827; 1493-1804; 1582-1802; 1538-1781; 1490-1768; 1488- 
1747; 1124-1701; 1408-1690; 1396-1682; 1144-1660; 1116-1656; 1424-1608- 
^80-1605,- 1327-1548; 1081-1^39; 1064-1509; 1114-1507; 1105-1503; IO79I 
1494; 1075-1481; 1189-1473; 1077-1470; 1187-1471; 1081-1465; 1327-1463; 
1070-1445; 1079-1442; 1075-1441; 1079-1441; 1079-1432; 1074-1429- 1157- 
1413; 1093-1412; 1078-1411; 1132-1401; 1094-1398; 1079-1386; 1326-1383- 
™ _1 ^ 9; 1098 - 1367 <- 1208-1364; 1079-1358; 1277-1355; 1102-1347; 1085^ 
1262; 774-1157; 1070-1150; 741-966; 637-963; 714-962; 722-962; 716-962- 
ln,~ll 2 '' 736 - 962; 788-961; 774-960; 579-959; 773-959; 659-958; 737-95s!- 
IaYIIV S ll~ 9S1; 604 - 957 <- 641-957; 571-957; 530-955; 575-956; 600-956; 
643-956; 647-956; 653-956; 619-956; 668-956; 721-956; 727-956; 766-955; 
825-955; 629-956; 477-956; 568-954; 569-954; 612-954; 625-954- 642-954- 
689-956; 805-954; 807-954; 506-953; 531-952; 543-952; 553-956; 559-954; 
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506-952; 545-952; 719-953; 
723-951; 753-950; 499-948; 
629-947; 542-948; 719-947; 
275-926; 275-915; 553-909; 
317-886; 583-885; 188-881; 
562-874; 274-872; 400-869; 
619-858; 398-849; 273-854; 324-852; 
541-787; 509-782; 607-703; 404-699; 
434-679; 399-657; 380-644; 506-634; 



615-952; 
574-948; 
731-945; 
677-906; 



586-952 
661-948 
544-946 
603-903 



328-881; 468-879 
567-870; 445-869 
552-848 
428-692 
358-614 



II 1-144; 7-374; 7-372; 7-126; 7-83; 18-380; 27- 
™ 97 „o. 59 572 . 82-589; 179-435; 212-637; 230-611; 236-456; 

IS«5«8- 1051-1438; 1051-1298; 1087-1458; 1088-1347; 1088- 
J!?! 1088 1291- 1088-1277; 1088-1240; 1089-1290; 1095-1343; 1095-1332; 

iiM liSl- 1129ll297- 1134-1306; 1140-1350; 1140-1458; 1141- 
JE5 iSi 1398 1174-138?; 1176-1458; 1189-1414; 1199-1458; 1199-1431; 
^2?'"l834 125^1431 1259ll458; 1265-1429; 1297-1458; 1298-1458; 1321- 
195 4 ; 1322-1458; 1334-1458; 1338-1458; 1369-1458; ,"72-1458; 1382-1458; 

. 1388-1458- 1404-1458; 1724-2252; 1718-2264; 1716-2231; 1721- 
llll Ml'o 2316- 1724-2242- 1726-2080; 1716-1957; 1726-1979; 1726-2051; 
1?26 ; 1885 172611828^ lltl-llll; 1726-1778; 1729-1844; 1744-2315; 1735- 
???7 1841-1738-2003- 1755-1888; 1755-2290; 1755-2259; 1755-2229; 
I1IV2III "tsll^O I?55l2280; 174 5 ll996; 1762-2339; 1755-2021; 1755- 
20 ^ 2 5-i990;T755-i808; 1760-1961; 1760-1890; 1763-2040; J775-2 59; 
l7Qfil2322- 1785-2078; 1785-2073; 1799-2344; 1805-2365; 1790-2085. 1792- 
oni? RU 1997-1809-2183; 1812-2268; 1828-2320; 1827-2254; 1816-2073; 
2 8ll 2042 lllWoll 182lll950; 1846-2121; 1848-2329; 1849-2152; 1866- 
2324 ^67-2338- W83-2332.- 1893-2389; 1901-2139; 1888-2116; "31-2364; 
?943'2207 194?1 2 363; 1953l 2 365; 1958-2369; 1977-2365; 1981-2367; 1992- 
; 2282-1995-2368; 1997-2368; 1998-2363; 2001-2364; 2003-2368; 
2003123^ 20o1:2204l 202012368; 2021-2357; 2025-2363; 2026-2301; 2027- 
2284; 2031-2273; 2041-2365; 2049-2368; 2050-2369, 2050-2366; 2060-2179, 
206412366; 2063-2287; 2069-2365; 2073-2217; 2110-2365; 2118-2365 2123 
2370; 2123-2368; 2123-2332; 2145-2368; 2147 -2366; 2154-2365; 2159-2370 
216812363; 2186-2369; 2189-2364; 2216-2336; 2229-2365; 2233-2365, 2243 

2 54 6 0%G 2 441159 6 31: 200100*22 || 1-453; 384-956; 384-667; 512-765, 546-774, 
c« nc* cr/rtr oqo . cfiS-774- 565-762; 572-905; 602-759; 621-863; 629-ybb, 
«2"759 Tel'-lll' Itl-llt'; 686-929 746-979; 789-1022; 799-1062; 810-1216; 
B3l"l205- Ml-1194 846-1075; 863-1034; 899-1151; 899-1130; 921-1174; 936- 
5« ll'l-llll 9^2-1149; 978-1097; 981-1206; 1018-1246; 1041-1636; 1091- 

SS; uw-iSi, Soi-isie, noo-1262,. "«-«2 f n SS 8 "«Sr 

' / U c R , 1iqA U1R . 1194-1629; 1266-1600; 1284-1680; 1284-1399; 130/- 
iSiT^Si-SS; 1349-^566; 1404-1597; 1450-2031; 1450-1730, l«l-»30, 
14^1 1772- 1478-1938- 1505-1666; 1603-1829; 1618-1844; 1623-2142; 1626- 
21647 7667-2062; "«7-»68, 1718-2276; 1722-1938; 1750-2269; 1761-2044; 
179412312; 1805-2050; 1807-2088; 1807-2073; 1825-2287; ^1-2292; 1833 
2287; 1833-2313; 1833-2247; 1862-2316; 1871-2314; "74-2227 1878 2310 
188212312; 1883-2310; 1901-2043; 1903-2292; 1912-2310; ""-2312. 1922 
2288; 1920-2306; 1923-2312; 1922-2260; "32-2311; "39-2317 ^53-2270^ 
1967-2310; 1986-2312; 1991-2315; 1991-2308; "93-2315; 2015 2310 2041 
2312; 2074-2308; 2089-2314; 2090-2310; 2100-2310; 2122-2260 2122-2229, 
219512310; 2214-2268; 2239-2505; 2072-2200; "^-2287; 1847-2287 668 1150 
541/LG:461375.2:2001OUN22 || 1-635; 115-586; "7-506; 123-400 ^f 61 ' 
137-791; 143-326; 246-938; 354-972; 496-631; 612-1166; 708-1202; 822-1050, 
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825-1341; 1020-1271; 1256-1668; 1259-1394; 1346-1580; 1464-1748; 1478-2009- 
1547-1993; 1575-1764; 1608-1818; 1615-1870; 1615-1896; 1617-2081; 1620- 
2083; 1682-1990; 1689-4242; 1708-2221; 1744-2179; 1815-2256; 1866-2119; 
1888-3431; 1900-2332; 1993-2590; 2028-2301; 2101-2239; 2102-2704- 2108- 
2315; 2109-2529; 2110-2363; 2126-2677; 2157-2420; 2168-2464; 2200-2769; 
2207-2756; 2254-2571; 2284-2567; 2298-2850; 2312-2808; 2391-2743; 2424- 
2895; 2440-3033; 2524-3246; 2617-2877; 2653-3039; 2662-3215; 2673-2896- 
2687-2902; 2706-2902; 2706-3259; 2720-2962; 2737-3045; 2778-2949; 2785- 
3026; 2853-3036; 2882-3165; 2911-3172; 2915-3205; 2960-3157; 2960-3243« 
2960-3234; 2965-3328; 2982-3422; 3022-3100; 3088-3634; 3116-3599; 3117- 
3627; 3119-3300; 3124-3216; 3146-3663; 3146-3404; 3151-3392; 3155-3446- 
3167-3676; 3172-3612; 3183-3244; 3185-3451; 3187-3733; 3187-3853; 3217- 
3694; 3216-3609; 3234-3723; 3234-3477; 3246-3516; 3291-3657; 3325-3535; 
3492-3774; 3514-3731; 3528-3579; 3542-3815; 3557-4005; 3564-4166; 3566- 
3853; 3579-3818; 3593-4143; 3594-4147; 3604-4136; 3608-4198; 3635-4150; 
3738-4171; 3752-3907; 3784-4242; 3784-3860; 3802-4060; 3818-4059; 3830- 
4234; 3834-4188; 3837-4293; 3849-4242; 3858-4236; 3864-4242; 3862-4232; 
3863-4242; 3884-4248; 3917-4286; 3949-4227; 3962-4286; 3966-4242; 3970- 
4291; 3975-4217; 3993-4157; 4015-4252; 4078-4286; 4089-4525; 4099-4214; 
4098-4284; 4102-4243; 4118-4242; 4143-4303; 4144-4507; 4187-4528; 4344- 
4727; 4382-4841; 4380-4842; 4612-4842; 4747-5226; 4747-4836 
542/LG:474674.34:2001JUN22 )| 537-853; 386-852; 585-850; 508-851; 606-848; 
496-848; 503-848; 505-848; 531-848; 572-848; 523-848; 601-848; 619-847; 
493-844; 536-844; 535-844; 658-815; 599-809; 592-803; 543-787; 506-768; 
506-765; 528-764; 535-761; 493-752; 506-749; 507-737; 556-708; 102-519; 1- 
443; 36-311; 46-309 

543/LG:481414.8:2001JUN22 || 2528-2946; 2754-2944; 2555-2944; 2621-2944- 
2400-2889; 2643-2875; 2645-2875; 2440-2866; 2644-2862; 2645-2862; 2757-' 
2862; 2542-2818; 2520-2785; 2461-2723; 2283-2663; 2356-2632; 2410-2631; 
2275-2533; 1881-2501; 2183-2492; 2098-2443; 2174-2435; 2044-2435; 2102- 
2357; 2008-2355; 1810-2255; 1809-2241; 1809-2243; 1811-2249; 1816-2223; 
1809-2202;. 1810-2142; 1812-2077; 1749-1993; 1392-1955; 1811-1946; 1667- 
1925; 1451-1925; 1825-1903; 1394-1851; 1382-1818; 1467-1747; 1472-1745; 
1159-1650; 1536-1638; 1062-1636; 1392-1630; 996-1586; 1282-1581; 1303-1564- 
961-1461; 1256-1448; 1073-1446; 977-1444; 1085-1444; 1127-1444; 967-1443; 
1034-1443; 991-1443; 1120-1443; 1202-1441; 996-1441; 1385-1441; 994-1432; 
1039-1413; 1000-1406; 1131-1405; ,1143-1405; 1116-1404; 1079-1402; 881-1394- 
1002-1387; 1151-1387; 994-1386; 850-1376; 804-1354; 1110-1347; 1056-1326; 
1118-1286; 854-1273; 1047-1269; 990-1256; 810-1243; 1005-1219; 843-1218; 
969-1185; 999-1171; 788-1136; 813-1111; 820-1038; 816-1022; 775-981; 655- 
885; 81-811; 373-746; 360-746; 652-745; 372-745; 452-744; 317-744; 389-744- 
354-744; 389-738; 300-732; 354-706; 257-705; 170-705; 275-702; 412-669; 
235-667; 41-645; 174-640; 448-616; 1-609; 348-608; 354-596; 236-527; 1-521; 
382-514; 366-501 

544/LG:7669276.1:2001JUN22 || 1-607 
545/LG:7677848.1:2001JUN22 || 1-329 

546/LG:7684981.3:2001JUN22 || 1-386; 3-140; 6-387; 6-243; 262-511; 290-533- 
308-386; 437-738; 448-738; 444-612; 481-755; 493-738; 541-727; 587-1087; 
603-985; 646-1165; 697-968; 798-988; 945-1472; 990-1518; 1022-1206; 1136- 
1457; 1199-1510; 1203-1814; 1387-1699; 1424-1669; 1492-1779; 1507-1951; 
1515-1805; 1544-1602; 1718-2133; 1761-2160; 1764-2138; 1764-2135; 2036-2155 
547/LG: 7685048. 6 :200lJUN22 || 1-541; 133-369; 133-380 

548/LG: 7688302. 1:2001JUN22 || 1-359; 57-325; 115-324; 133-357; 133-323; 
133-364; 144-323; 147-323; 155-363; 155-341; 155-323; 155-282; 169-763; 
207-773; 210-323; 265-323; 269-325; 542-927; 542-828; 542-683; 558-810; 
558-904; 582-854; 652-917; 729-931 

549/LG:7690463.3:2001JUN22 || 1-593; 36-570; 115-361; 292-559; 294-592; 
306-469; 306-559; 330-559; 339-559; 425-559; 455-575; 516-1013; 676-1000- 
711-962; 791-1089; 809-1050; 813-1198; 815-1189; 836-1170; 836-1199; 836- 
1155; 836-1084; 836-1055; 836-1013; 836-974; 836-918; 855-1132; 860-1114; 
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864-990- 886-1158; 891-1202; 892-1194; 898-1010; 914-1130; 916-1200; 942- 
llU, M2-U947 942-1158; 1026-1203; 1026-1090; 1085-1186; 1096-1198; 1116- 
1198 

550/LG: 7691479. 5 :2001JUN22 | 1-599 

551/LG-7691527.4:2001JUN22 || 1-261; 48-129; 50-328; 51-136; 57-293; 58- 
310 58-577; 58-764; 58-55l! 58-272; 66-364; 66-357; 68-318; 68-310; 73- 
340- 77-344; 120-376; 129-327; 165-388; 202-662; 408-649 

55^LG: 7691663. 1:2001JUN22 || 1-680; 38-172; 61-172; 461-666; 468-665; 477- 
613 495-730; 521-713; 619-782; 621-782; 621-759; 628-782; 637-782; 655- 
782; 658-782; 688-797; 689-782; 691-775; 695-782; 706-782; 716-795; 721- 

553/Lg"691854.1:2001JDN22 || 602-896; 620-896; 646-896; 756-832; 529-755; 
1-606; 244-472; 1-111 

554/LG:7692235.2:2001JUN22 || 1-629; 276-779 

555/L6:7692239.1:2001JUH22 || 1-598; 33-533; ]0-338; 136-407; 181-715; 204- 
Ait. cnt; All - 207-520- 209-508; 212-757; 212-411; 214-411; 216-554; 228- 
Al. 2M-1S- 2^3-765 474-761 508-744; 644-706; 663-852; 683-1077; 692- 
843i SS-Sh, 804-1050; 926-1229; 1106-1597; 1185-1661; 1330-1661; 1428- 

55l/L 1 769257^^2^WJ^22 || 1-247; 97-594; 168-390; 168-331; 168-766; 
lllim 262-331 262-391; 355-530; 364-492; 381-974; 422-858; 549-848; 
649-956!- 802-1035; 851-1366; 881-1447; 881-1147; 948-1120; 1059-1466; 1211- 
1373- 1237-1625; 1452-1748; 1452-1512; 1452-1975; 1465-1582 
557/^7692742 1:2001JUN22 | | 1-262; 1-601; 35-239; 35-244; 189-280; 228- 

"^M^^wJLra™ || 1-545; 9-315; 122-245; 126-393; 312-557; 379- 
1027; 401-563; 420-1078 ;. 421-545 ; 474-924; 474-557; "6-1080; 656-1050; 
" 664-1151- 829lll23; 832-1124; 836-1103; 840-1167; 840-1125; 857-1169; 858- 
1020 857-951; 858^907; 858-1270; 858-1172; 858-1124; 858-1067; 858-1037; 
858 996 858-964; 859-1163; 887-1158; 893-1168; 979-1167; 979-1128; 992- 
1156 !062-1140t 1077-1511 1097-1359; 1334-1909; 1334-1897; 1337-1603; 
1349ll889- 1354ll469; 1711-2256,-1815-2255; 1924-2148; 1932-2236; 1972- 

■S^Lg'SS™^^ || 1-597; -1-542; 106-701; 109-645; 106-643; 292- 

576 4^8^405-658; 487-633; 487-929; 487-1249; 524-820-526-820; 756- 
814- 854-1425; 863-1249; 1720-1944; 1042-1249; 1371-1855; 1432-1940-1537- 
2138-1657-1890; 1674-2199; 1740-2021; 1825-1908; 1909-2324; 1910-2199; 
19oll2418 193412518; 1948-2477; 2148-2381; 2178-2686; 2178-2417; 2180- 
2583- 2^0-2426; 2242-2778; 2336-2958; 2358-2917; 2368-2668; 2412-2658; 

2 560/LG 62 9790ri 12 2; 2 f00i J ^2iri747; 11-337; 229-764; 341-768; 345-575, 
111 922 477-1110; 497-1049 506-763; 542-824; 542-838; 542-827; 545-827; 
57? 839- 631-898 671-1193; 680-866; 722-1018; 757-1046; 757-1045; 760- 
To26 765 1172; 765-9917 770-1246; 781-1284; 805-1338; 812-1089; 842-1006; 
845-1335; 863-1315; 87 9 ll398; 880-1137; 903-1315; 926-1470; 930-1344; 931- 
1145 932-1201; 943-1545; 948-1475; 1031-1329; 1035-1316; 1020-1370; 1072- 
1320- 1100-1377; 1112-1239; 1117-1306; 1119-1408; 1121-1345; 1121-1339; 
il29ll34? S9I1232; 1126-1778; 1153-1440; 1159-1395; 1161-1459; 1168- 
lel ;Tl87-1807; 1183-1721; 1183-1415; 11*0-1516; 11M-1306, 1207-1387; 
1214-1435- 1218-1466; 1220-1485; 1221-1369; 1224-1792; 1235-1557; 1257- 
1475-1264-1817; 1289-1724; 1297-1677; 1297-1586; 1329-1673; 1345-1586, 
1346ll514 1365ll478; 1355-1526; 1369-1589; 1370-1677; 1388-1565; 1405- 
1732- 1421-1840; 1423-1986; 1447-1942; 1451-1628; 1467-1639; 1481-1958; 
1498ll767; 1504-2020; 1507-1951; 1513-1779; 1513-1768; 1530-1966; 1568- 
1780-1569-1968, 1580-1958; 1588-1886; 1595-1974; 1615-1888; 1619-1985; 
1619ll860; 1625-1874; 1626-2130; 1634-1960; 1652-1806; 1658-2125; 1664- 
1748; 1673-2283; 1675-1754; 1689-1970; 1711-1843; "26-2025; 1727-1995; 
1729-1953- 1740-2027; 1749-2004; 1772-1986; 1774-1938; 1797-2322; 1798- 
2047- 1809-2201; 1810-2038; 1810-2030; 1812-2359; 1815-2075; 1833-2185; 
llll'^lll; 183912128; 184ol 2 078; 1841-2452; 1849-2085; 1856-2448; 1870- 
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2093; 1885-2151; 1886-2149; 1895-2175; 1895-1997; 1897-2466; 1912-2337; 
1912-2216; 1916-2167; 1932-2476; 1951-2500; 1967-2551; 1986-2247; 1989- 
2131; 1999-2183; 2006-2260; 2045-2312; 2049-2272; 2051-2266; 2055-2367; 
2056-2289; 2061-2217; 2062-2296; 2064-2482; 2064-2319; 2076-2366; 2078- 
2227; 2083-2316; 2085-2363; 2093-2569; 2093-2290; 2109-2383; 2114-2212; 
2120-2227; 2142-2580; 2142-2407; 2147-2227; 2154-2403; 2154-2492; 2187- 
2421; 2201-2454; 2204-2442; 2205-2331; 2217-2405; 2240-2609; 2275-2645; 
2276-2738; 2278-2702; 2287-2703; 2292-2737; 2292-2568; 2299-2732; 2299- 
2557; 2300-2731; 2322-2731; 2326-2643; 2344-2730; 2348-2713; 2355-2681; 
2374-2645; 2377-2585; 2404-2672; 2428-2702; 2469-2713; 2480-2832; 2482- 
2731; 2499-2732; 2548-2827; 2548-2765; 2564-2730; 2564-2797; 2567-2695; 
2583-2829; 2583-2880; 2583-2823; 2583-2721; 2585-2641; 2585-2821; 2592- 
2826; 2598-3270; 2601-2832; 2606-3017; 2607-2713; 2644-2882; 2649-2829; 
2667-2878; 2690-2825; 2699-2825; 2703-3228; 2723-2963; 2766-2825; 2768- 
2826; 2768-2825; 2940-3457; 3024-3643; 3082-3698; 3094-3699; 3096-3420; 
3108-3461; 3110-3633; 3112-3461; 3119-3446; 3120-3461; 3120-3343; 3130- 
3543; 3130-3340; 3141-3235; 3137-3231; 3142-3638; 3142-3426; 3141-3396; 
3142-3520; 3142-3469; 3142-3422; 3142-3444; 3142-3358; 3142-3352; 3142- 
3349; 3142-3346; 3142-3326; 3142-3317; 3142-3318; 3142-3305; 3142-3303; 
3142-3285; 3142-3284; 3142-3282; 3142-3273; 3142-3254; 3142-3251; 3142- 
3244; 3142-3242; 3142-3234; 3142-3235; 3142-3228; 3142-3231; 3142-3224; 
3142-3222; 3142-3245; 3142-3209; 3142-3197; 3143-3347; 3148-3414; 3149- 
3417; 3151-3384; 3169-3450; 3170-3731; 3170-3410; 3180-3411; 3183-3762; 
3187-3436; 3197-3378; 3200-3424; 3201-3433; 3225-3474; 3237-3506; 3242- 
3797; 3243-3443; 3243-3467; 3244-3453; 3244-3590; 3251-3453; 3256-3453; 
3260-3868; 3270-3420; 3271-3496; 3284-3503; 3285-3594; 3285-3513; 3322- 
3783; 3339-3801; 3340-3801; 3349-3593; 3349-3554; 3353-3801; 3357-3801; 
3362-3728; 3363-3595; 336.4-3808; 3368-3801; 3380-3466; 3385-3808; 3390- 
3456; 3405-3716; 3408-3801; 3415-3801; 3418-3681: 3420-3719; 3430-3697; 
3450-3800; 3497-3737; 3497-3779; 3512-3801; 3527-3803; 3562-3797; 3578- 
3787; 3581-4011; 3588-3716; 3602-3805; 3718-3801; 3782-3941; 3872-4132; 
3947-4198; 3998-4435; 4118-4723; 4259-4776; 4258-4435; 4494-4981; 4499- 
4981; 4526-5111 

561/LG:979054.18:2001JUN22 || 1-453; 1-227; 21-340; 31-650; 34-280; 67-341; 
136-341; 195-723; 199-460; 240-715; 242-766; 262-452; 288-559; 290-731; 
306-579; 310-774; 340-661; 340-535; 355-729; 366-638; 388-546; 394-774; 
462-778; 463-775; 467-1061; 536-780; 541-771; 574-770; 674-1258; 714-1241- 
749-1250; 787-1087; 787-1000; 788-1137; 820-1265; 820-1419; 832-1241; 834- 
1220; 836-1265; 846-1268; 851-1097; 881-1090; 885-1268; 900-1087; 900-1263- 
907-1456; 913-1264; 911-1263; 961-1248; 966-1263; 981-1147; 1017-1270; 
1030-1184; 1030-1455; 1020-1202; 1032-1174; 1055-1193; 1067-1315; 1099- 
1267; 1100-1204; 1120-1360; 1109-1356; 1109-1256; 1109-1236; 1129-1263; 
1143-1263; 1149-1252; 1204-1482; 1288-1675; 1359-1915; 1430-1672; 1449- 
1920; 1507-2049; 1526-1783; 1592-1820; 1683-1838; 1695-1956; 1726-2214; 
1727-1942; 1760-2017; 1761-2020; 1863-1940; 1947-2127; 1953-2503; 1965- 
2454; 1979-2396; 2004-2263; 2034-2264; 2042-2311; 2042-2256; 2079-2397; 
2094-2670; 2118-2281; 2134-2312; 2143-2747; 2150-2477; 2168-2727; 2208- 
2709; 2208-2449; 2227-2712; 2241-2488; 2300-2667; 2331-2450; 2367-2982; 
2367-2884; 2374-2601; 2374-2840; 2378-2602; 2379-2732; 2394-2732; 2395- 
2575; 2407-3070; 2405-2602; 2435-2729; 2456-3036* 25 r> °-" > 5" - «ei_ii«-._ 
2556-3106; 2589-3103; 2678-2937; 2758-3139^ 2756-31381 2776-3031;' 2776- 
3142; 2776-3141; 2782-3098; 2785-3144; 2789-3039; 2796-3144; 2798-3142; 
2820-3146; 2847-3144; 2852-3105; 2870-3144; 2874-2931; 2880-3143; 2896- 
3147; 3030-3105; 3037-3142; 3037-3137; 3069-3137 

562/LG: 979415. 1:2001JUN22 || 1-242; 1-403; 48-313; 130-402; 178-508; 379- 
812; 611-972; 643-811; 649-935; 650-824; 651-926; 665-1244; 688-811; 847- 
1246; 967-1204; 1014-1555; 1014-1632; 1110-1628; 1188-1445; 1221-2002; 
1525-2039; 1574-2138; 1574-1893; 1869-2099; 1998-2137; 2021-2308; 2064- 
2568; 2378-2619; 2463-2987; 2775-3042; 2783-3239; 2782-3209; 2782-3018; 
2782-3057; 2782-3028; 2797-3243; 2815-3017; 2998-3209 ;. 3054-3261 ; 3054- 
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„c 4 3713. 3254-3531; 3261-3670; 3263-3447; 3263-3435; 3284-3491; 
Sil aS? 33«-3526* 338213786; 3386-3669; 3426-3959; 3427-3786; 3430- 
3785 3t37-3?83- 3483-3742; 3588-3734; 3799-4372; 3811-4031; 3875-4533; 
387514503! 387914445; 388914153; 3904-4182; 4043-4273; 4073-4521; 4138- 

a?9i-4476- 4399-4656; 4442-4996; 4603-4997 
il\nr QH0685 1 2001JU1J22 I 1-257; 4-146; 30-377; 42-101; 132-522; 140- 
345 ' lll-ltl 152-3^3^1899; 312-557 ;. 313-778 ; 294-403; 333-764; 368- 
7"'. 376-594'; 493-638 604-1099; 1029-1522; 1042-1601; 1200-1373; 1213- 
1^5- 1269-1925- 1294ll533; 1294-1851; 1309-1599; 1312-1539; 1549-2214; 

S*, " 1585ll880; 1587ll797; 1623-1900; 1622-1847; 1624-1934; 1643- 
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CLAIMS 

What is claimed is: 

1. An isolated polynucleotide selected from the group consisting of: 
5 a) a polynucleotide comprising a polynucleotide sequence selected from the group consisting 

ofNO:l-567, 

b) a polynucleotide comprising a naturally occurring polynucleotide sequence at least about 
90% identical to a polynucleotide sequence selected from die group consisting of NO:l-567, 

c) a polynucleotide complementary to the polynucleotide of a), 

io d) a polynucleotide complementary to the polynucleotide of b), and 

e) an RNA equivalent of a)-d). 

2. An isolated polynucleotide of claim 1, comprising a polynucleotide sequence selected from 
the group consisting of SEQ ID NO:l-567. 

3. An isolated polynucleotide comprising at least about 60 contiguous nucleotides of a 
polynucleotide of claim 1. 

4. A composition for me detection of expression of secretory polynucleotides comprising at 
20 least one of me polynucleotides of claim 1 and a detectable label. 

5. A method for detecting a target polynucleotide in a sample, said target polynucleotide 
having a sequence of a polynucleotide of claim 1, the method comprising: 

a) amplifying said target polynucleotide or fragment thereof using polymerase chain reaction 

25 amplification, and 

b) detecting the presence or absence of said amplified target polynucleotide or fragment 

thereof, and, optionally, if present, the amount thereof. 

6. A melhod for detecting a target polynucleotide in a sample, said target polynucleotide 
3 o comprising a sequence of a polynucleotide of claim 1, the method comprising: 

a) hybridizing the sample with a probe comprising at least about 20 contiguous nucleotides 
comprising a sequence complementary to said target polynucleotide in the sample, and which probe 
specifically hybridizes to said target polynucleotide, under conditions whereby a hybridization complex 
is formed between said probe and said target polynucleotide or fragments thereof, and 
3 5 b) detecting the presence or absence of said hybridization complex, and, optionally, if present, 
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7. A method of claim 5, wherein the probe comprises at least about 30 contiguous 
nucleotides. 



8. A method of claim 5, wherein the probe comprises at least about 60 contiguous 
nucleotides. 



9. A recombinant polynucleotide comprising a promoter sequence operably linked to a 
polynucleotide of claim 1. 



10. A cell transformed with a recombinant polynucleotide of claim 9. 

1 1. A transgenic organism comprising a recombinant polynucleotide of claim 9. 

12. A method for producing a secretory polypeptide, me method comprising: 

a) culturing a cell under conditions suitable for expression of the secretory polypeptide, 
wherein said cell is transformed with a recombinant polynucleotide of claim 9 , and 

b) recovering the secretory polypeptide so expressed. 

13 . A purified secretory polypeptide (SPTM) encoded by at least one of the polynucleotides 
of claim 2. 

14. An isolated antibody which specifically binds to a secretory polypeptide of claim 13. 

15. A method of identifying a test compound which specifically binds to the secretory 
polypeptide of claim 13 , the method comprising: 

a) providing a test compound; 

b) combining the secretory polypeptide with the test compound for a sufficient time and 
under suitable conditions for binding; and 

c) detecting binding of the secretory polypeptide to the test compound, thereby identifying 
the test compound which specifically binds the secretory polypeptide. 

16. Amicroarray wherein at least one element of the microarray is a polynucleotide of claim 

3. 
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17. A method for generating a transcript image of a sample which contains polynucleotides, 

the method comprising: 

a) labeling the polynucleotides of the sample, 

b) contacting the elements of the microarray of claim 16 with the labeled polynucleotides of 
the sample under conditions suitable for the formation of a hybridization complex, and 

c) quantifying the expression of the polynucleotides in the sample. 



18. A method for screening a compound for effectiveness in altering expression of a target 
polynucleotide, wherein said target polynucleotide comprises a polynucleotide sequence of claim 1, the 

lo method comprising: 

a) exposing a sample comprising the target polynucleotide to a compound, under conditions 

suitable for the expression of the target polynucleotide, 

b) detecting altered expression of the target polynucleotide, and 

c) comparing me expression of the target polynucleotide in the presence of varying amounts 
15 of the compound and in the absence of the compound. 

19. A method for assessing toxicity of a test compound, said method comprising: 

a) treating a biological sample containing nucleic acids with the test compound; 

b) hybridizing the nucleic acids of the treated biological sample with a probe comprising at 
20 least about 20 contiguous nucleotides of a polynucleotide of claim 1 under conditions whereby a 

specific hybridization complex is formed between said probe and a target polynucleotide in ihe 
biological sample, said target polynucleotide comprising a polynucleotide sequence of a polynucleotide 
of claim 1 or fragment thereof; 

c) quantifying the amount of hybridization complex; and 

25 d) comparing Ihe amount of hybridization complex in the treated biological sample with the 

amount of hybridization complex in an untreated biological sample, wherein a difference in the amount 
of hybridization complex in the treated biological sample is indicative of toxicity of the test compound. 

20. An array comprising different nucleotide molecules affixed in distinct physical locations 
30 on a solid substrate, wherein at least one of said nucleotide molecules comprises a first oligonucleotide 

or polynucleotide sequence specifically hybridizable with at least about 30 contiguous nucleotides of a 
target polynucleotide, said target polynucleotide having a sequence of claim 1. 

21. An array of claim 20, wherein said first oligonucleotide or polynucleotide sequence is 
mpletely complementary to at least about 30 contiguous nucleotides of said target polynucleotide. 
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22. An array of claim 20, wherein said first oligonucleotide or polynucleotide sequence is 
completely complementary to at least about 60 contiguous nucleotides of said target polynucleotide 

23. An array of claim 20, which is a microarray. 

24. An array of claim 20, further comprising said target polynucleotide hybridized to said first 
oligonucleotide or polynucleotide. 

25. An array of claim 20, wherein a linker joins at least one of said nucleotide molecules to 
said solid substrate. 

26. An array of claim 20, wherein each distinct physical location on the substrate contains 
multiple nucleotide molecules haying the same sequence, and each distinct physical location on the 
substrate contains nucleotide molecules having a sequence which differs from the sequence of 
nucleotide molecules at another physical location on the substrate. 

27. An isolated polypeptide selected from the group consisting of: 

a) a polypeptide comprising an amino acid sequence selected from the group consisting of 
SEQIDNO:568-1146, 

b) a naturally occurring polypeptide comprising an amino acid sequence at least about 90% 
identical to an amino acid sequence selected from the group consisting of SEQ ID NO:568-1146, 

c) a biologically active fragment of a polypeptide having an amino acid sequence selected 
from the group consisting of SEQ ID NO:568-1146, and 

d) an immunogenic fragment of a polypeptide having an amino acid sequence selected from 
the group consisting of SEQ ID NO:568-1146. 

28. An isolated polypeptide of claim 27, comprising a polypeptide sequence selected from the 
group consisting of SEQ ID NO:568-1146. 
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